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Notes on strand lists  
 
Strands are named as follows: 
 
x: row number: y: column number 
 
R_x.y - component strand for rectangle R6. 
R#_x.y - component strand exclusively for rectangle R#, where # = 0-5. 
[Note: R0-R5 share some component strands with R6, as indicated in notes 
column] 
 
RT3_x.y - component strand for tube T3. 
RT4_x.y - component strand for tube T4. 
[Note: T3/T4 and R6 share most of the component strands, as indicated in notes 
column; T1 is the left 1/3 of T3 and T2 is the right 2/3 of T3] 
 
T_x.y - component strand for tube T5. 
 
TR_x.y - component strand for rectangle R7. 
[Note: T5 and R7 share most of the component strands, as indicated in notes 
column] 
 
RR_x.y - component strand for rectangle R6R. 
 
P#_x.y - edge protector from set #*, where # = 1-4. 
[Note: For each strand in set 1*, there is a single-nucleotide difference between the 
correct sequence and the ordered sequence. The sequences ordered and used in 
synthesis are provided in notes column (in red).] 
 
D_x.y – domain substitution design, for the shape SB (triangle shape) only (Fig. 
S42a). 
 
 



Seq_ID Domains Sequence Used in
R_1.1 a1.1-b1.1 CAGGGTGGTACTATTTATCGT R6
R_1.2 a1.2-b1.2 CCTCCGGGCACTCAGCTTACT R6
R_1.3 a1.3-b1.3 CAACCGATCTCTGGATAATAT R6
R_1.4 a1.4-b1.4 CCCGTCAAAGCTTATATTTCT R6
R_1.5 a1.5-b1.5 CTATTTAGAACTCCAGGAAGT R6
R_1.6 a1.6-b1.6 CCAGGCCCACCTATATGGATT R6
R_1.7 a1.7-b1.7 CTTAAAGGCTCTGGTTGAAGT R6
R_1.8 a1.8-b1.8 CAGATCACGACTAACACACCT R6
R_1.9 a1.9-b1.9 CGCCTCTATCCTGTGAACACT R6
R_1.10 a1.10-b1.10 CGGCTGAGAACTTAAGTTTCT R6
R_1.11 a1.11-b1.11 CGGTCTCGCCCTTAGAATGAT R6
R_1.12 a1.12-b1.12 CGGGCGCCAACTGAAGCCCTT R6
R_1.13 a1.13-b1.13 CGGGACATCCCTTTAGTCGAT R6
R_1.14 a1.14-b1.14 CGGAGATGCGCTCAGATGTAT R6
R_2.1 T10-b2.1-a1.1*-T10 TTTTTTTTTTTGGGTGCCCATGTACCACCCTGTTTTTTTTTT R6;T1;T3;T4
R_2.2 a2.2-b2.2-a1.2*-b1.1* CGGGCTGGTCTCCGAAGGACTGTGCCCGGAGGACGATAAATA R6;T1;T3;T4
R_2.3 a2.3-b2.3-a1.3*-b1.2* CGAAGTTTCCTGCATTATGATGAGATCGGTTGAGTAAGCTGA R6;T1;T3;T4
R_2.4 a2.4-b2.4-a1.4*-b1.3* CTTCAAGTGCTCCCTGCAGCTGCTTTGACGGGATATTATCCA R6;T1;T3;T4
R_2.5 a2.5-b2.5-a1.5*-b1.4* CGATTTCAGCTAAAGTTGTGTGTTCTAAATAGAGAAATATAA R6;T1;T3;T4
R_2.6 a2.6-b2.6-a1.6*-b1.5* CCAATGCGCCTGCACCTGTATGGTGGGCCTGGACTTCCTGGA R6;T1;T3;T4
R_2.7 a2.7-b2.7-a1.7*-b1.6* CATCACATCCTCGTTCGTACTGAGCCTTTAAGAATCCATATA R6;T1;T3;T4
R_2.8 a2.8-b2.8-a1.8*-b1.7* CACAGTCTGCTACTGCAGATTGTCGTGATCTGACTTCAACCA R6;T1;T3;T4
R_2.9 a2.9-b2.9-a1.9*-b1.8* CTTGGATACCTCAGTCTGACTGGATAGAGGCGAGGTGTGTTA R6;T1;T3;T4
R_2.10 a2.10-b2.10-a1.10*-b1.9* CAACTCTAGCTCCTCCGCACTGTTCTCAGCCGAGTGTTCACA R6;T1;T3;T4
R_2.11 a2.11-b2.11-a1.11*-b1.10* CTCACATAACTTCCCTCTTCTGGGCGAGACCGAGAAACTTAA R6;T1;T3;T4
R_2.12 a2.12-b2.12-a1.12*-b1.11* CTTGCGAGGCTAAAGAATGCTGTTGGCGCCCGATCATTCTAA R6;T1;T3;T4
R_2.13 a2.13-b2.13-a1.13*-b1.12* CAGCGGACTCTAGTGGGCTATGGGATGTCCCGAAGGGCTTCA R6;T1;T3;T4
R_2.14 a2.14-b2.14-a1.14*-b1.13* CATCGTGTGCTTATTCCTCTTGCGCATCTCCGATCGACTAAA R6;T1;T3;T4
R_2.15 a2.15-T11-T11-b1.14* CCTATTTGTCTTTTTTTTTTTTTTTTTTTTTTATACATCTGA R6;T4
R_3.1 a3.1-b3.1-a2.2*-b2.1* CGCCGCGTGTCTATCGTGGTTGACCAGCCCGATGGGCACCCA R6;T1;T3;T4
R_3.2 a3.2-b3.2-a2.3*-b2.2* CCATTAGGGCCTAAGCAGCCTGGAAACTTCGAGTCCTTCGGA R6;T1;T3;T4
R_3.3 a3.3-b3.3-a2.4*-b2.3* CATATATCGACTCGTCAAGGTGCACTTGAAGATCATAATGCA R6;T1;T3;T4
R_3.4 a3.4-b3.4-a2.5*-b2.4* CGAAAGTTGGCTAAACGACATGCTGAAATCGAGCTGCAGGGA R6;T1;T3;T4
R_3.5 a3.5-b3.5-a2.6*-b2.5* CATACGGTTTCTAGAAAGATTGGCGCATTGGACACAACTTTA R6;T1;T3;T4
R_3.6 a3.6-b3.6-a2.7*-b2.6* CAAGGCTCGGCTTATGCAATTGGATGTGATGATACAGGTGCA R6;T1;T3;T4
R_3.7 a3.7-b3.7-a2.8*-b2.7* CAACTTAGCTCTGAAAGTCGTGCAGACTGTGAGTACGAACGA R6;T1;T3;T4
R_3.8 a3.8-b3.8-a2.9*-b2.8* CACTTCCCATCTAAACCAGGTGGTATCCAAGAATCTGCAGTA R6;T1;T3;T4
R_3.9 a3.9-b3.9-a2.10*-b2.9* CAAGTCCGCGCTCGTCAGATTGCTAGAGTTGAGTCAGACTGA R6;T1;T3;T4
R_3.10 a3.10-b3.10-a2.11*-b2.10* CGTGTAGAATCTAGAGCTGATGTTATGTGAGAGTGCGGAGGA R6;T1;T3;T4
R_3.11 a3.11-b3.11-a2.12*-b2.11* CAGCTGAGAGCTTTGGTCGGTGCCTCGCAAGAGAAGAGGGAA R6;T1;T3;T4
R_3.12 a3.12-b3.12-a2.13*-b2.12* CATCTTAGGGCTGCTGTGTATGAGTCCGCTGAGCATTCTTTA R6;T1;T3;T4
R_3.13 a3.13-b3.13-a2.14*-b2.13* CCTTTCTCGACTCTGAAGTGTGCACACGATGATAGCCCACTA R6;T1;T3;T4
R_3.14 a3.14-b3.14-a2.15*-b2.14* CGCCCTGTTTCTGAGTCCCTTGACAAATAGGAAGAGGAATAA R6;T1;T3;T4
R_4.1 T10-b4.1-a3.1*-T10 TTTTTTTTTTTGGGAGTGGATGACACGCGGCGTTTTTTTTTT R6;T1;T3;T4
R_4.2 a4.2-b4.2-a3.2*-b3.1* CAGGCTCTACTGGGAGGATATGGCCCTAATGGAACCACGATA R6;T1;T3;T4
R_4.3 a4.3-b4.3-a3.3*-b3.2* CGCGCTAGACTACATTTATATGTCGATATATGAGGCTGCTTA R6;T1;T3;T4
R_4.4 a4.4-b4.4-a3.4*-b3.3* CTACGCTATCTTTACCATTATGCCAACTTTCGACCTTGACGA R6;T1;T3;T4
R_4.5 a4.5-b4.5-a3.5*-b3.4* CGGAGTAAACTTGTGCCTTGTGAAACCGTATGATGTCGTTTA R6;T1;T3;T4
R_4.6 a4.6-b4.6-a3.6*-b3.5* CAGATAAAGCTACTAGCATTTGCCGAGCCTTGAATCTTTCTA R6;T1;T3;T4
R_4.7 a4.7-b4.7-a3.7*-b3.6* CGCCTCCTTCTCAATAATAATGAGCTAAGTTGAATTGCATAA R6;T1;T3;T4
R_4.8 a4.8-b4.8-a3.8*-b3.7* CCAACTAGGCTGGACCATCGTGATGGGAAGTGACGACTTTCA R6;T1;T3;T4
R_4.9 a4.9-b4.9-a3.9*-b3.8* CTAATGATGCTAATGAACTATGCGCGGACTTGACCTGGTTTA R6;T1;T3;T4
R_4.10 a4.10-b4.10-a3.10*-b3.9* CCGCCAGTACTAAATACCTGTGATTCTACACGAATCTGACGA R6;T1;T3;T4
R_4.11 a4.11-b4.11-a3.11*-b3.10* CGTGGCGTTCTACCATTGTTTGCTCTCAGCTGATCAGCTCTA R6;T1;T3;T4
R_4.12 a4.12-b4.12-a3.12*-b3.11* CACTTTATTCTATGAGTTAATGCCCTAAGATGACCGACCAAA R6;T1;T3;T4
R_4.13 a4.13-b4.13-a3.13*-b3.12* CCCGACCGTCTGCCCTCGCTTGTCGAGAAAGGATACACAGCA R6;T1;T3;T4
R_4.14 a4.14-b4.14-a3.14*-b3.13* CGGATTTGACTCACAGAGACTGAAACAGGGCGACACTTCAGA R6;T1;T3;T4
R_4.15 a4.15-T11-T11-b3.14* CATGCTCGCCTTTTTTTTTTTTTTTTTTTTTTAAGGGACTCA R6;T4
R_5.1 a5.1-b5.1-a4.2*-b4.1* CGGACTTCATCTATGGTTTATGTAGAGCCTGATCCACTCCCA R6;T1;T3;T4
R_5.2 a5.2-b5.2-a4.3*-b4.2* CCGTTGATGACTGGGCGGATTGTCTAGCGCGATATCCTCCCA R6;T1;T3;T4
R_5.3 a5.3-b5.3-a4.4*-b4.3* CTAATGGGACCTCTGGTCCCTGATAGCGTAGATATAAATGTA R6;T1;T3;T4
R_5.4 a5.4-b5.4-a4.5*-b4.4* CCACTTCCTTCTTGGTTGCGTGTTTACTCCGATAATGGTAAA R6;T1;T3;T4
R_5.5 a5.5-b5.5-a4.6*-b4.5* CAGTACATAGCTAGGATGCATGCTTTATCTGACAAGGCACAA R6;T1;T3;T4



Seq_ID Domains Sequence Used in
R_5.6 a5.6-b5.6-a4.7*-b4.6* CGAAGGGAGCCTGGCATTTGTGAAGGAGGCGAAATGCTAGTA R6;T1;T3;T4
R_5.7 a5.7-b5.7-a4.8*-b4.7* CGCCAAGTAGCTAGTCCGCATGCCTAGTTGGATTATTATTGA R6;T1;T3;T4
R_5.8 a5.8-b5.8-a4.9*-b4.8* CTAGCAGCATCTAATCCATTTGCATCATTAGACGATGGTCCA R6;T1;T3;T4
R_5.9 a5.9-b5.9-a4.10*-b4.9* CAAGCGCGTACTTACCTGACTGTACTGGCGGATAGTTCATTA R6;T1;T3;T4
R_5.10 a5.10-b5.10-a4.11*-b4.10* CCCTGCGCACCTTCGCCACGTGAACGCCACGACAGGTATTTA R6;T1;T3;T4
R_5.11 a5.11-b5.11-a4.12*-b4.11* CCCTAACCCTCTTTAGGTACTGAATAAAGTGAAACAATGGTA R6;T1;T3;T4
R_5.12 a5.12-b5.12-a4.13*-b4.12* CTGCAAACATCTTACTGACCTGACGGTCGGGATTAACTCATA R6;T1;T3;T4
R_5.13 a5.13-b5.13-a4.14*-b4.13* CATGGTACGGCTAACATATCTGTCAAATCCGAAGCGAGGGCA R6;T1;T3;T4
R_5.14 a5.14-b5.14-a4.15*-b4.14* CATGCGGCTGCTACCGGGCATGGCGAGCATGAGTCTCTGTGA R6;T1;T3;T4
R_6.1 T10-b6.1-a5.1*-T10 TTTTTTTTTTTGGAGGATTCTGATGAAGTCCGTTTTTTTTTT R6;T1;T3;T4
R_6.2 a6.2-b6.2-a5.2*-b5.1* CCCGTGGTCCTCGCCCGAAATGTCATCAACGGATAAACCATA R6;T1;T3;T4
R_6.3 a6.3-b6.3-a5.3*-b5.2* CTTTATTGGCTTCTCAGTTATGGTCCCATTAGAATCCGCCCA R6;T1;T3;T4
R_6.4 a6.4-b6.4-a5.4*-b5.3* CACTAGAAGCTTAAGGGTAATGAAGGAAGTGGAGGGACCAGA R6;T1;T3;T4
R_6.5 a6.5-b6.5-a5.5*-b5.4* CGCGAGAGCCTTCCTGTTATTGCTATGTACTGACGCAACCAA R6;T1;T3;T4
R_6.6 a6.6-b6.6-a5.6*-b5.5* CGCGTCCTTCTACGGCGAGATGGCTCCCTTCGATGCATCCTA R6;T1;T3;T4
R_6.7 a6.7-b6.7-a5.7*-b5.6* CCAGTTAGTCTCAATGCAGTTGCTACTTGGCGACAAATGCCA R6;T1;T3;T4
R_6.8 a6.8-b6.8-a5.8*-b5.7* CCAATACTCCTCGGAGGCAGTGATGCTGCTAGATGCGGACTA R6;T1;T3;T4
R_6.9 a6.9-b6.9-a5.9*-b5.8* CCAATCGGCCTGCAGGCTGTTGTACGCGCTTGAAATGGATTA R6;T1;T3;T4
R_6.10 a6.10-b6.10-a5.10*-b5.9* CCCTATATTCTCTTGGGCAATGGTGCGCAGGGAGTCAGGTAA R6;T1;T3;T4
R_6.11 a6.11-b6.11-a5.11*-b5.10* CGGTGGCCGCTACAACCAATTGAGGGTTAGGGACGTGGCGAA R6;T1;T3;T4
R_6.12 a6.12-b6.12-a5.12*-b5.11* CTGTTGCTTCTTTAGTTCTTTGATGTTTGCAGAGTACCTAAA R6;T1;T3;T4
R_6.13 a6.13-b6.13-a5.13*-b5.12* CAGCGTTGGCTGAAACTCGCTGCCGTACCATGAGGTCAGTAA R6;T1;T3;T4
R_6.14 a6.14-b6.14-a5.14*-b5.13* CGTGGTCAGCTTGCTCTAGTTGCAGCCGCATGAGATATGTTA R6;T1;T3;T4
R_6.15 a6.15-T11-T11-b5.14* CCCTGACGCCTTTTTTTTTTTTTTTTTTTTTTATGCCCGGTA R6;T4
R_7.1 a7.1-b7.1-a6.2*-b6.1* CGATTGGTCTCTGAGACTTATGGACCACGGGAGAATCCTCCA R6;T1;T3;T4
R_7.2 a7.2-b7.2-a6.3*-b6.2* CGGGCCGGCTCTATTGACAATGCCAATAAAGATTTCGGGCGA R6;T1;T3;T4
R_7.3 a7.3-b7.3-a6.4*-b6.3* CAGAGGATGGCTTTCCGATGTGCTTCTAGTGATAACTGAGAA R6;T1;T3;T4
R_7.4 a7.4-b7.4-a6.5*-b6.4* CACCAAAGGGCTCAACAACTTGGCTCTCGCGATTACCCTTAA R6;T1;T3;T4
R_7.5 a7.5-b7.5-a6.6*-b6.5* CTTGTTCAGACTCGAATTCCTGAAGGACGCGAATAACAGGAA R6;T1;T3;T4
R_7.6 a7.6-b7.6-a6.7*-b6.6* CAGAGCATCCCTACAGATGCTGACTAACTGGATCTCGCCGTA R6;T1;T3;T4
R_7.7 a7.7-b7.7-a6.8*-b6.7* CGTACTGGTTCTGACAGGTCTGGAGTATTGGAACTGCATTGA R6;T1;T3;T4
R_7.8 a7.8-b7.8-a6.9*-b6.8* CCTCGGACGCCTAACTTCTGTGGCCGATTGGACTGCCTCCGA R6;T1;T3;T4
R_7.9 a7.9-b7.9-a6.10*-b6.9* CCACCAAACTCTATAGCCCGTGAATATAGGGAACAGCCTGCA R6;T1;T3;T4
R_7.10 a7.10-b7.10-a6.11*-b6.10* CATGAGTGAACTGTTAGGTCTGCGGCCACCGATTGCCCAAGA R6;T1;T3;T4
R_7.11 a7.11-b7.11-a6.12*-b6.11* CTAGAGTACACTACCCGCATTGAAGCAACAGAATTGGTTGTA R6;T1;T3;T4
R_7.12 a7.12-b7.12-a6.13*-b6.12* CGAGAAGTATCTATGCACCCTGCCAACGCTGAAAGAACTAAA R6;T1;T3;T4
R_7.13 a7.13-b7.13-a6.14*-b6.13* CTATTGAGGACTATCCAATCTGCTGACCACGAGCGAGTTTCA R6;T1;T3;T4
R_7.14 a7.14-b7.14-a6.15*-b6.14* CCGACTGCTGCTGCGAATAGTGGCGTCAGGGAACTAGAGCAA R6;T1;T3;T4
R_8.1 T10-b8.1-a7.1*-T10 TTTTTTTTTTTTGCTTGGGTTGAGACCAATCGTTTTTTTTTT R5;R6;T1;T3;T4
R_8.2 a8.2-b8.2-a7.2*-b7.1* CCGCACAGCCTCATACCCTCTGAGCCGGCCCGATAAGTCTCA R5;R6;T1;T3;T4
R_8.3 a8.3-b8.3-a7.3*-b7.2* CTAGGTTCCCTTCCTTATAATGCCATCCTCTGATTGTCAATA R5;R6;T1;T3;T4
R_8.4 a8.4-b8.4-a7.4*-b7.3* CTATGGCTACTCACAACCGTTGCCCTTTGGTGACATCGGAAA R5;R6;T1;T3;T4
R_8.5 a8.5-b8.5-a7.5*-b7.4* CGTGTTGTCCTATATCACGCTGTCTGAACAAGAAGTTGTTGA R5;R6;T1;T3;T4
R_8.6 a8.6-b8.6-a7.6*-b7.5* CGAGCGTCTCTTGTTGTCTTTGGGATGCTCTGAGGAATTCGA R5;R6;T1;T3;T4
R_8.7 a8.7-b8.7-a7.7*-b7.6* CTGACGCTCCTCTGGACCTATGAACCAGTACGAGCATCTGTA R5;R6;T1;T3;T4
R_8.8 a8.8-b8.8-a7.8*-b7.7* CACATTTAACTAACTTATCCTGGCGTCCGAGGAGACCTGTCA R5;R6;T1;T3;T4
R_8.9 a8.9-b8.9-a7.9*-b7.8* CAACATACGCTTCGAGCCAGTGAGTTTGGTGGACAGAAGTTA R5;R6;T1;T3;T4
R_8.10 a8.10-b8.10-a7.10*-b7.9* CAATACTTCCTACACCTATCTGTTCACTCATGACGGGCTATA R5;R6;T1;T3;T4
R_8.11 a8.11-b8.11-a7.11*-b7.10* CTTCCAGCCCTTAAAGCGGATGTGTACTCTAGAGACCTAACA R6;T1;T3;T4
R_8.12 a8.12-b8.12-a7.12*-b7.11* CCCTATCCACTTAGTTCGACTGATACTTCTCGAATGCGGGTA R6;T1;T3;T4
R_8.13 a8.13-b8.13-a7.13*-b7.12* CTCCAAGCCCTCACGAAACATGTCCTCAATAGAGGGTGCATA R6;T1;T3;T4
R_8.14 a8.14-b8.14-a7.14*-b7.13* CCTACGGATCTGATGCACATTGCAGCAGTCGGAGATTGGATA R6;T1;T3;T4
R_8.15 a8.15-T11-T11-b7.14* CCAGCAACGCTTTTTTTTTTTTTTTTTTTTTTACTATTCGCA R6;T4
R_9.1 a9.1-b9.1-a8.2*-b8.1* CCTTACCGGACTTTCCGTAATGGCTGTGCGGAACCCAAGCAA R5;R6;T4
R_9.2 a9.2-b9.2-a8.3*-b8.2* CTTACCGCGGCTAGTGCTCATGGGAACCTAGAGAGGGTATGA R5;R6;T4
R_9.3 a9.3-b9.3-a8.4*-b8.3* CTTGATCGAACTTGTCATATTGTAGCCATAGATTATAAGGAA R5;R6;T4
R_9.4 a9.4-b9.4-a8.5*-b8.4* CTGGTTTGATCTCGTACCAATGGACAACACGAACGGTTGTGA R5;R6;T4
R_9.5 a9.5-b9.5-a8.6*-b8.5* CCCGTGTTGACTGCATAGTATGAGACGCTCGAGCGTGATATA R5;R6;T4
R_9.6 a9.6-b9.6-a8.7*-b8.6* CCGCTAGATCCTCCTTGTGCTGGAGCGTCAGAAAGACAACAA R5;R6;T4
R_9.7 a9.7-b9.7-a8.8*-b8.7* CGCAGGCTAGCTTACGTTAGTGTTAAATGTGATAGGTCCAGA R5;R6;T4
R_9.8 a9.8-b9.8-a8.9*-b8.8* CTCCGGTCAACTAGTTAGTATGCGTATGTTGAGGATAAGTTA R5;R6;T4
R_9.9 a9.9-b9.9-a8.10*-b8.9* CGGTCTTTAACTGGGATTACTGGAAGTATTGACTGGCTCGAA R5;R6;T4
R_9.10 a9.10-b9.10-a8.11*-b8.10* CAGTTCGTCACTGGCTACCTTGGGCTGGAAGAGATAGGTGTA R5;R6;T4



Seq_ID Domains Sequence Used in
R_9.11 a9.11-b9.11-a8.12*-b8.11* CATACTGTCTCTAACTGCAATGTGGATAGGGATCCGCTTTAA R6;T4
R_9.12 a9.12-b9.12-a8.13*-b8.12* CTTGGCTTTACTTATCGGCGTGGGCTTGGAGAGTCGAACTAA R6;T4
R_9.13 a9.13-b9.13-a8.14*-b8.13* CGTAAGGGCACTATCGTTTATGATCCGTAGGATGTTTCGTGA R6;T4
R_9.14 a9.14-b9.14-a8.15*-b8.14* CTCGCTTTAGCTGGAGACCGTGCGTTGCTGGAATGTGCATCA R6;T4
R_10.1 T10-b10.1-a9.1*-T10 TTTTTTTTTTTAGTGCAGAATGTCCGGTAAGGTTTTTTTTTT R5;R6;T4
R_10.2 a10.2-b10.2-a9.2*-b9.1* CATACCTCTCTTAGGTCAATTGCCGCGGTAAGATTACGGAAA R5;R6;T2;T3;T4
R_10.3 a10.3-b10.3-a9.3*-b9.2* CACACCACACTCAGTAGGTTTGTTCGATCAAGATGAGCACTA R5;R6;T2;T3;T4
R_10.4 a10.4-b10.4-a9.4*-b9.3* CCACGCAGTCTGGTCATCACTGATCAAACCAGAATATGACAA R5;R6;T2;T3;T4
R_10.5 a10.5-b10.5-a9.5*-b9.4* CAACGCAAGCTTTCTGATTATGTCAACACGGGATTGGTACGA R5;R6;T2;T3;T4
R_10.6 a10.6-b10.6-a9.6*-b9.5* CGTAGTGGCCTTACTAGGGTTGGATCTAGCGGATACTATGCA R5;R6;T2;T3;T4
R_10.7 a10.7-b10.7-a9.7*-b9.6* CTCGTGGAACTCAGGGCTCGTGCTAGCCTGCGAGCACAAGGA R5;R6;T2;T3;T4
R_10.8 a10.8-b10.8-a9.8*-b9.7* CACCGCCCTCTTACGCCCACTGTTGACCGGAGACTAACGTAA R5;R6;T2;T3;T4
R_10.9 a10.9-b10.9-a9.9*-b9.8* CGAATTAAACTAGACGAGTATGTTAAAGACCGATACTAACTA R5;R6;T2;T3;T4
R_10.10 a10.10-b10.10-a9.10*-b9.9* CATAAGCGACTTTGATCGGCTGTGACGAACTGAGTAATCCCA R5;R6;T2;T3;T4
R_10.11 a10.11-b10.11-a9.11*-b9.10* CATGCAACCCTGTAAGCAAATGAGACAGTATGAAGGTAGCCA R6;T2;T3;T4
R_10.12 a10.12-b10.12-a9.12*-b9.11* CACTACTGGCTTGTAAGCGCTGTAAAGCCAAGATTGCAGTTA R6;T2;T3;T4
R_10.13 a10.13-b10.13-a9.13*-b9.12* CTGTAAGGTCTCGAGATGTGTGTGCCCTTACGACGCCGATAA R6;T2;T3;T4
R_10.14 a10.14-b10.14-a9.14*-b9.13* CCGTCTAACCTATAATATTGTGCTAAAGCGAGATAAACGATA R6;T2;T3;T4
R_10.15 a10.15-T11-T11-b9.14* CGGCAACGTCTTTTTTTTTTTTTTTTTTTTTTACGGTCTCCA R6;T4
R_11.1 a11.1-b11.1-a10.2*-b10.1* CCTTTGCTTCCTTGACCAAGTGAGAGGTATGATTCTGCACTA R5;R6;T2;T3;T4
R_11.2 a11.2-b11.2-a10.3*-b10.2* CGTGGAGGCGCTCACCCTCCTGTGTGGTGTGAATTGACCTAA R5;R6;T2;T3;T4
R_11.3 a11.3-b11.3-a10.4*-b10.3* CTCGCCAACCCTTGTCCAGGTGACTGCGTGGAAACCTACTGA R5;R6;T2;T3;T4
R_11.4 a11.4-b11.4-a10.5*-b10.4* CGCTTCTTCACTGCATGCGATGCTTGCGTTGAGTGATGACCA R5;R6;T2;T3;T4
R_11.5 a11.5-b11.5-a10.6*-b10.5* CAGATATAGCCTAGCCCTCGTGGCCACTACGATAATCAGAAA R5;R6;T2;T3;T4
R_11.6 a11.6-b11.6-a10.7*-b10.6* CATCCGCAGCCTTACACTAATGTTCCACGAGAACCCTAGTAA R5;R6;T2;T3;T4
R_11.7 a11.7-b11.7-a10.8*-b10.7* CGATGCAGATCTTCTGCCTTTGAGGGCGGTGACGAGCCCTGA R5;R6;T2;T3;T4
R_11.8 a11.8-b11.8-a10.9*-b10.8* CAATAGCCATCTCACTTGATTGTTTAATTCGAGTGGGCGTAA R5;R6;T2;T3;T4
R_11.9 a11.9-b11.9-a10.10*-b10.9* CGTCCTTGGACTCAACGTCCTGTCGCTTATGATACTCGTCTA R5;R6;T2;T3;T4
R_11.10 a11.10-b11.10-a10.11*-b10.10* CTGCGAAGGCCTACAGGCACTGGGTTGCATGAGCCGATCAAA R5;R6;T2;T3;T4
R_11.11 a11.11-b11.11-a10.12*-b10.11* CTTCTTCGAACTGGACATCTTGCCAGTAGTGATTTGCTTACA R6;T2;T3;T4
R_11.12 a11.12-b11.12-a10.13*-b10.12* CAGTCGTGTCCTTATGACTATGACCTTACAGAGCGCTTACAA R6;T2;T3;T4
R_11.13 a11.13-b11.13-a10.14*-b10.13* CATTACATGGCTAATGCTGATGGTTAGACGGACACATCTCGA R6;T2;T3;T4
R_11.14 a11.14-b11.14-a10.15*-b10.14* CCAGCATCCACTGCGGTAACTGACGTTGCCGACAATATTATA R6;T2;T3;T4
R_12.1 T10-b12.1-a11.1*-T10 TTTTTTTTTTTCTGTGCATATGGAAGCAAAGGTTTTTTTTTT R5;R6;T4
R_12.2 a12.2-b12.2-a11.2*-b11.1* CTGGCGACGCTCTGACCGTGTGCGCCTCCACGACTTGGTCAA R5;R6;T2;T3;T4
R_12.3 a12.3-b12.3-a11.3*-b11.2* CTTGGTCTACTGTTTATAGATGGGTTGGCGAGAGGAGGGTGA R5;R6;T2;T3;T4
R_12.4 a12.4-b12.4-a11.4*-b11.3* CGCGCGCCACTCATTAGGAGTGTGAAGAAGCGACCTGGACAA R5;R6;T2;T3;T4
R_12.5 a12.5-b12.5-a11.5*-b11.4* CCAGATTTACTTGTACCCAGTGGCTATATCTGATCGCATGCA R5;R6;T2;T3;T4
R_12.6 a12.6-b12.6-a11.6*-b11.5* CGGCGCGCTCTGCTAGCTGGTGGCTGCGGATGACGAGGGCTA R5;R6;T2;T3;T4
R_12.7 a12.7-b12.7-a11.7*-b11.6* CGCGCTCCGCTCACTCGGAATGATCTGCATCGATTAGTGTAA R5;R6;T2;T3;T4
R_12.8 a12.8-b12.8-a11.8*-b11.7* CATCGGTACCTTTGGGCGGGTGATGGCTATTGAAAGGCAGAA R5;R6;T2;T3;T4
R_12.9 a12.9-b12.9-a11.9*-b11.8* CAAATTGATCTTATAACTACTGTCCAAGGACGAATCAAGTGA R5;R6;T2;T3;T4
R_12.10 a12.10-b12.10-a11.10*-b11.9* CTTCACGGACTCCGGATTCATGGCCTTCGCAGAGGACGTTGA R5;R6;T2;T3;T4
R_12.11 a12.11-b12.11-a11.11*-b11.10* CGCGCCTGACTCTGGCTGTATGTTCGAAGAAGAGTGCCTGTA R6;T2;T3;T4
R_12.12 a12.12-b12.12-a11.12*-b11.11* CTCAAACCTCTCGTCGAGTGTGGACACGACTGAAGATGTCCA R6;T2;T3;T4
R_12.13 a12.13-b12.13-a11.13*-b11.12* CATACATCACTCGAGAATCGTGCCATGTAATGATAGTCATAA R6;T2;T3;T4
R_12.14 a12.14-b12.14-a11.14*-b11.13* CCACGGGTGCTGATCGTCCGTGTGGATGCTGGATCAGCATTA R6;T2;T3;T4
R_12.15 a12.15-T11-T11-b11.14* CCACCTCCTCTTTTTTTTTTTTTTTTTTTTTTAGTTACCGCA R6;T4
R_13.1 a13.1-b13.1-a12.2*-b12.1* CCCGAAGTACCTCTGCAGGATGCGTCGCCAGATATGCACAGA R5;R6;T2;T3;T4
R_13.2 a13.2-b13.2-a12.3*-b12.2* CGTTACCAGGCTACGATGAGTGTAGACCAAGACACGGTCAGA R5;R6;T2;T3;T4
R_13.3 a13.3-b13.3-a12.4*-b12.3* CTGTCCCACTCTCCTTCAAATGTGGCGCGCGATCTATAAACA R5;R6;T2;T3;T4
R_13.4 a13.4-b13.4-a12.5*-b12.4* CATTATATTGCTCCTGAGGGTGTAAATCTGGACTCCTAATGA R5;R6;T2;T3;T4
R_13.5 a13.5-b13.5-a12.6*-b12.5* CGTGCATGCCCTCCCAAACTTGAGCGCGCCGACTGGGTACAA R5;R6;T2;T3;T4
R_13.6 a13.6-b13.6-a12.7*-b12.6* CATTGCACTGCTCTACCCTTTGCGGAGCGCGACCAGCTAGCA R5;R6;T2;T3;T4
R_13.7 a13.7-b13.7-a12.8*-b12.7* CTTCATCGACCTGTTTAGGTTGGTACCGATGATTCCGAGTGA R5;R6;T2;T3;T4
R_13.8 a13.8-b13.8-a12.9*-b12.8* CTACCGGCGTCTGGACACCATGATCAATTTGACCCGCCCAAA R5;R6;T2;T3;T4
R_13.9 a13.9-b13.9-a12.10*-b12.9* CCGCGGTGTGCTGCATTCGCTGTCCGTGAAGAGTAGTTATAA R5;R6;T2;T3;T4
R_13.10 a13.10-b13.10-a12.11*-b12.10* CCCGAGGTTCCTGATCTCCATGTCAGGCGCGATGAATCCGGA R5;R6;T2;T3;T4
R_13.11 a13.11-b13.11-a12.12*-b12.11* CATGAGCGTGCTACCCGTTATGAGGTTTGAGATACAGCCAGA R6;T2;T3;T4
R_13.12 a13.12-b13.12-a12.13*-b12.12* CTCTGGAATACTAAGAATGTTGTGATGTATGACACTCGACGA R6;T2;T3;T4
R_13.13 a13.13-b13.13-a12.14*-b12.13* CTATTCGTTGCTCTGTCCTGTGCACCCGTGGACGATTCTCGA R6;T2;T3;T4
R_13.14 a13.14-b13.14-a12.15*-b12.14* CCCTCGCAGACTCCCGACAGTGAGGAGGTGGACGGACGATCA R6;T2;T3;T4
R_14.1 T10-b14.1-a13.1*-T10 TTTTTTTTTTTGTTACTTGATGGTACTTCGGGTTTTTTTTTT R4;R5;R6;T4
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R_14.2 a14.2-b14.2-a13.2*-b13.1* CCGATGCGACTTGATATGTCTGCCTGGTAACGATCCTGCAGA R4;R5;R6;T2;T3;T4
R_14.3 a14.3-b14.3-a13.3*-b13.2* CGCTGCCAGCTTCAGGGCCTTGAGTGGGACAGACTCATCGTA R4;R5;R6;T2;T3;T4
R_14.4 a14.4-b14.4-a13.4*-b13.3* CAGAAGGGTCTGTGTAACTGTGCAATATAATGATTTGAAGGA R4;R5;R6;T2;T3;T4
R_14.5 a14.5-b14.5-a13.5*-b13.4* CGAGCGCCGCTGCGGCTATTTGGGCATGCACGACCCTCAGGA R4;R5;R6;T2;T3;T4
R_14.6 a14.6-b14.6-a13.6*-b13.5* CAGGAGGCTCTCCAACCGCTTGCAGTGCAATGAAGTTTGGGA R4;R5;R6;T2;T3;T4
R_14.7 a14.7-b14.7-a13.7*-b13.6* CTGGGACGACTGGCACGTCATGGTCGATGAAGAAAGGGTAGA R4;R5;R6;T2;T3;T4
R_14.8 a14.8-b14.8-a13.8*-b13.7* CTGCACCAGCTGCGTCGTTGTGACGCCGGTAGAACCTAAACA R5;R6;T2;T3;T4
R_14.9 a14.9-b14.9-a13.9*-b13.8* CAAAGGAAACTAACAGTGTCTGCACACCGCGGATGGTGTCCA R5;R6;T2;T3;T4
R_14.10 a14.10-b14.10-a13.10*-b13.9* CTCTGCTCTCTTTACTGGTGTGGAACCTCGGGAGCGAATGCA R5;R6;T2;T3;T4
R_14.11 a14.11-b14.11-a13.11*-b13.10* CATGTAAGACTACGAATCGCTGCACGCTCATGATGGAGATCA R6;T4
R_14.12 a14.12-b14.12-a13.12*-b13.11* CTTTAGGAACTAATCTTTGTTGTATTCCAGAGATAACGGGTA R6;T4
R_14.13 a14.13-b14.13-a13.13*-b13.12* CCCAGCGATCTGTTGCATCGTGCAACGAATAGAACATTCTTA R6;T4
R_14.14 a14.14-b14.14-a13.14*-b13.13* CACGAACAGCTAACCTTAACTGTCTGCGAGGGACAGGACAGA R6;T4
R_14.15 a14.15-T11-T11-b13.14* CTATAGTAACTTTTTTTTTTTTTTTTTTTTTTACTGTCGGGA R6;T4
R_15.1 a15.1-b15.1-a14.2*-b14.1* CTGGGCAAGCCTTATTGCGATGTCGCATCGGATCAAGTAACA R4;R5;R6;T2;T3;T4
R_15.2 a15.2-b15.2-a14.3*-b14.2* CGTGCGGTCCCTACGCGCAGTGCTGGCAGCGAGACATATCAA R4;R5;R6;T2;T3;T4
R_15.3 a15.3-b15.3-a14.4*-b14.3* CGCGGGCCGCCTTTCAATTATGACCCTTCTGAAGGCCCTGAA R4;R5;R6;T2;T3;T4
R_15.4 a15.4-b15.4-a14.5*-b14.4* CTATCTTGTACTGCACCGGTTGCGGCGCTCGACAGTTACACA R4;R5;R6;T2;T3;T4
R_15.5 a15.5-b15.5-a14.6*-b14.5* CCAAACCGTCCTCCTACGTTTGAGCCTCCTGAAATAGCCGCA R4;R5;R6;T2;T3;T4
R_15.6 a15.6-b15.6-a14.7*-b14.6* CATGTCCCAACTGGAGTCTTTGTCGTCCCAGAAGCGGTTGGA R4;R5;R6;T2;T3;T4
R_15.7 a15.7-b15.7-a14.8*-b14.7* CCAGCGCGTTCTGTGTCTTATGCTGGTGCAGATGACGTGCCA R4;R5;R6;T2;T3;T4
R_15.8 a15.8-b15.8-a14.9*-b14.8* CTTGACCGCTCTGGAGATTCTGTTTCCTTTGACAACGACGCA R5;R6;T2;T3;T4
R_15.9 a15.9-b15.9-a14.10*-b14.9* CTGCGGGCCACTCGCGCCATTGAGAGCAGAGAGACACTGTTA R5;R6;T2;T3;T4
R_15.10 a15.10-b15.10-a14.11*-b14.10* CTACCTTAGTCTAAAGTAATTGTCTTACATGACACCAGTAAA R5;R6;T2;T3;T4
R_15.11 a15.11-b15.11-a14.12*-b14.11* CTACTTGCTGCTCGTTCCTCTGTTCCTAAAGAGCGATTCGTA R6;T2;T3;T4
R_15.12 a15.12-b15.12-a14.13*-b14.12* CAGTATCTGCCTAATTTGCGTGATCGCTGGGAACAAAGATTA R6;T2;T3;T4
R_15.13 a15.13-b15.13-a14.14*-b14.13* CGCTTTGGCACTAGTAGCGGTGCTGTTCGTGACGATGCAACA R6;T2;T3;T4
R_15.14 a15.14-b15.14-a14.15*-b14.14* CGGTGTTGCACTTAACAGCTTGTTACTATAGAGTTAAGGTTA R6;T2;T3;T4
R_16.1 T10-b16.1-a15.1*-T10 TTTTTTTTTTTGGCCCATCATGGCTTGCCCAGTTTTTTTTTT R3;R4;R5;R6;T4
R_16.2 a16.2-b16.2-a15.2*-b15.1* CAAGACATACTATTCTGTATTGGGACCGCACGATCGCAATAA R3;R4;R5;R6;T2;T3;T4
R_16.3 a16.3-b16.3-a15.3*-b15.2* CTAGACCACCTCTTTCTTTATGGCGGCCCGCGACTGCGCGTA R3;R4;R5;R6;T2;T3;T4
R_16.4 a16.4-b16.4-a15.4*-b15.3* CCCTTGTGGCTAAGGAGGTCTGTACAAGATAGATAATTGAAA R3;R4;R5;R6;T2;T3;T4
R_16.5 a16.5-b16.5-a15.5*-b15.4* CACCGAACCCTTCCGCTCGCTGGACGGTTTGGAACCGGTGCA R3;R4;R5;R6;T2;T3;T4
R_16.6 a16.6-b16.6-a15.6*-b15.5* CCTGAAGTTCTTGATCCCGATGTTGGGACATGAAACGTAGGA R4;R5;R6;T2;T3;T4
R_16.7 a16.7-b16.7-a15.7*-b15.6* CTGAGTGACCTTCCATCCATTGAACGCGCTGGAAAGACTCCA R4;R5;R6;T2;T3;T4
R_16.8 a16.8-b16.8-a15.8*-b15.7* CCCTCAGCACTCACTTCTGGTGAGCGGTCAAGATAAGACACA R5;R6;T2;T3;T4
R_16.9 a16.9-b16.9-a15.9*-b15.8* CTGGTAGGACTCCATCCGTATGTGGCCCGCAGAGAATCTCCA R5;R6;T2;T3;T4
R_16.10 a16.10-b16.10-a15.10*-b15.9* CGTGCCCTGCTAAACCGCGTTGACTAAGGTAGAATGGCGCGA R5;R6;T2;T3;T4
R_16.11 a16.11-b16.11-a15.11*-b15.10* CCAACATTACTTCCGCGGGATGCAGCAAGTAGAATTACTTTA R6;T4
R_16.12 a16.12-b16.12-a15.12*-b15.11* CGACAAACACTTGCATTACGTGGCAGATACTGAGAGGAACGA R6;T4
R_16.13 a16.13-b16.13-a15.13*-b15.12* CGCCCACCGCTAAGTGCGTCTGTGCCAAAGCGACGCAAATTA R6;T4
R_16.14 a16.14-b16.14-a15.14*-b15.13* CGGGACGAGCTCAACGCTTGTGTGCAACACCGACCGCTACTA R6;T4
R_16.15 a16.15-T11-T11-b15.14* CATTGTACTCTTTTTTTTTTTTTTTTTTTTTTAAGCTGTTAA R6;T4
R_17.1 a17.1-b17.1-a16.2*-b16.1* CTTTGGGTACCTAGACGGGTTGTATGTCTTGATGATGGGCCA R3;R4;R5;R6;T4
R_17.2 a17.2-b17.2-a16.3*-b16.2* CGCATGTCCGCTCCAGAAAGTGGTGGTCTAGAATACAGAATA R3;R4;R5;R6;T4
R_17.3 a17.3-b17.3-a16.4*-b16.3* CTAAGGACGTCTCCAATTCATGCCACAAGGGATAAAGAAAGA R3;R4;R5;R6;T4
R_17.4 a17.4-b17.4-a16.5*-b16.4* CAAATGCATACTTTGTTTAGTGGGTTCGGTGAGACCTCCTTA R3;R4;R5;R6;T4
R_17.5 a17.5-b17.5-a16.6*-b16.5* CACTTAGAGTCTGGGCCCGGTGAACTTCAGGAGCGAGCGGAA R3;R4;R5;R6;T4
R_17.6 a17.6-b17.6-a16.7*-b16.6* CTCTCATGTACTATGTTCAGTGGTCACTCAGATCGGGATCAA R4;R5;R6;T4
R_17.7 a17.7-b17.7-a16.8*-b16.7* CCAGCTGTCACTGCGCCACCTGTGCTGAGGGAATGGATGGAA R4;R5;R6;T4
R_17.8 a17.8-b17.8-a16.9*-b16.8* CATCTGATATCTCGGAACGATGTCCTACCAGACCAGAAGTGA R5;R6;T4
R_17.9 a17.9-b17.9-a16.10*-b16.9* CTACTATTGCCTGCTCGAGGTGCAGGGCACGATACGGATGGA R5;R6;T4
R_17.10 a17.10-b17.10-a16.11*-b16.10* CTGCAGAAACCTGCTCCTCGTGTAATGTTGGAACGCGGTTTA R5;R6;T4
R_17.11 a17.11-b17.11-a16.12*-b16.11* CTTGAGGGATCTGTAAATTATGTGTTTGTCGATCCCGCGGAA R6;T4
R_17.12 a17.12-b17.12-a16.13*-b16.12* CAGGAGTCACCTATGCTCATTGCGGTGGGCGACGTAATGCAA R6;T4
R_17.13 a17.13-b17.13-a16.14*-b16.13* CAAACTACTACTCGCGTAAATGCTCGTCCCGAGACGCACTTA R6;T4
R_17.14 a17.14-b17.14-a16.15*-b16.14* CGAATGGGCTCTAGATGTCATGAGTACAATGACAAGCGTTGA R6;T4
R_18.1 T10-b18.1-a17.1*-T10 TTTTTTTTTTTTCCAGACTATGGTACCCAAAGTTTTTTTTTT R3;R4;R5;R6;T4
R_18.2 a18.2-b18.2-a17.2*-b17.1* CGTTCGCTTCTGCTGGGCCGTGCGGACATGCGAACCCGTCTA R3;R4;R5;R6;T2;T3;T4
R_18.3 a18.3-b18.3-a17.3*-b17.2* CACCCTTACCTTTCTGCCAATGACGTCCTTAGACTTTCTGGA R3;R4;R5;R6;T2;T3;T4
R_18.4 a18.4-b18.4-a17.4*-b17.3* CGCCTCACACTGTCAGAGTTTGTATGCATTTGATGAATTGGA R3;R4;R5;R6;T2;T3;T4
R_18.5 a18.5-b18.5-a17.5*-b17.4* CTAACCTGCCTGACCGATCGTGACTCTAAGTGACTAAACAAA R3;R4;R5;R6;T2;T3;T4
R_18.6 a18.6-b18.6-a17.6*-b17.5* CGACGATACCTAAGGCGTGGTGTACATGAGAGACCGGGCCCA R4;R5;R6;T2;T3;T4
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R_18.7 a18.7-b18.7-a17.7*-b17.6* CTTCGCCTGCTTACCATGTCTGTGACAGCTGGACTGAACATA R4;R5;R6;T2;T3;T4
R_18.8 a18.8-b18.8-a17.8*-b17.7* CTATACGGCCTGGTGGTAATTGATATCAGATGAGGTGGCGCA R5;R6;T2;T3;T4
R_18.9 a18.9-b18.9-a17.9*-b17.8* CACGCACGCCTATGCCTTGGTGGCAATAGTAGATCGTTCCGA R5;R6;T2;T3;T4
R_18.10 a18.10-b18.10-a17.10*-b17.9* CGACATGTGCTAGTGTTCGCTGGTTTCTGCAGACCTCGAGCA R5;R6;T2;T3;T4
R_18.11 a18.11-b18.11-a17.11*-b17.10* CACTACGTTCTCGCACAAAGTGATCCCTCAAGACGAGGAGCA R6;T2;T3;T4
R_18.12 a18.12-b18.12-a17.12*-b17.11* CCACAGCAACTAAGTCCATATGGTGACTCCTGATAATTTACA R6;T2;T3;T4
R_18.13 a18.13-b18.13-a17.13*-b17.12* CTTCTGCGCCTTGACTGTCATGTAGTAGTTTGAATGAGCATA R6;T2;T3;T4
R_18.14 a18.14-b18.14-a17.14*-b17.13* CGATCACCGCTCGTAAACTATGAGCCCATTCGATTTACGCGA R6;T2;T3;T4
R_18.15 a18.15-T11-T11-b17.14* CTAACCGCACTTTTTTTTTTTTTTTTTTTTTTATGACATCTA R6;T2;T3;T4
R_19.1 a19.1-b19.1-a18.2*-b18.1* CTGAGATGATCTCAAACGAATGAAGCGAACGATAGTCTGGAA R3;R4;R5;R6;T2;T3;T4
R_19.2 a19.2-b19.2-a18.3*-b18.2* CCCTTCCCGCCTTAGGCGGCTGGTAAGGGTGACGGCCCAGCA R3;R4;R5;R6;T2;T3;T4
R_19.3 a19.3-b19.3-a18.4*-b18.3* CCTGGCTAGTCTATTGTTAATGTGTGAGGCGATTGGCAGAAA R3;R4;R5;R6;T2;T3;T4
R_19.4 a19.4-b19.4-a18.5*-b18.4* CTACGTGGAGCTATTAGGGATGGCAGGTTAGAAACTCTGACA R3;R4;R5;R6;T2;T3;T4
R_19.5 a19.5-b19.5-a18.6*-b18.5* CTGACATTACCTCACAATCCTGGTATCGTCGACGATCGGTCA R3;R4;R5;R6;T2;T3;T4
R_19.6 a19.6-b19.6-a18.7*-b18.6* CTAGGCGTTTCTTATGTCCTTGCAGGCGAAGACCACGCCTTA R4;R5;R6;T2;T3;T4
R_19.7 a19.7-b19.7-a18.8*-b18.7* CTTAAGGTGCCTATATAATTTGGCCGTATAGAGACATGGTAA R4;R5;R6;T2;T3;T4
R_19.8 a19.8-b19.8-a18.9*-b18.8* CAACACTGGACTAGAACAACTGGCGTGCGTGAATTACCACCA R5;R6;T2;T3;T4
R_19.9 a19.9-b19.9-a18.10*-b18.9* CCCTCGTTTACTTCTTAGGCTGCACATGTCGACCAAGGCATA R5;R6;T2;T3;T4
R_19.10 a19.10-b19.10-a18.11*-b18.10* CGACAGTCGCCTGTGGTTAGTGAACGTAGTGAGCGAACACTA R5;R6;T2;T3;T4
R_19.11 a19.11-b19.11-a18.12*-b18.11* CCGTACATCTCTAAAGCAGATGTTGCTGTGGACTTTGTGCGA R6;T2;T3;T4
R_19.12 a19.12-b19.12-a18.13*-b18.12* CGGACCAGGGCTGGGCTCGATGGCGCAGAAGATATGGACTTA R6;T2;T3;T4
R_19.13 a19.13-b19.13-a18.14*-b18.13* CTCGGAAGCTCTCCTACATATGCGGTGATCGATGACAGTCAA R6;T2;T3;T4
R_19.14 a19.14-b19.14-a18.15*-b18.14* CGCCCGGGAACTTCGGCCTATGTGCGGTTAGATAGTTTACGA R6;T2;T3;T4
R_20.1 T10-b20.1-a19.1*-T10 TTTTTTTTTTTTACCTTGCTTGATCATCTCAGTTTTTTTTTT R2;R3;R4;R5;R6;T4
R_20.2 a20.2-b20.2-a19.2*-b19.1* CGCTTAAGTCTTGGCGCTAATGGCGGGAAGGGATTCGTTTGA R2;R3;R4;R5;R6;T2;T3;T4
R_20.3 a20.3-b20.3-a19.3*-b19.2* CCCTAGGCCCTAGCTGCATGTGACTAGCCAGGAGCCGCCTAA R2;R3;R4;R5;R6;T2;T3;T4
R_20.4 a20.4-b20.4-a19.4*-b19.3* CTAAGCCTTCTGTTAATTCTTGCTCCACGTAGATTAACAATA R2;R3;R4;R5;R6;T2;T3;T4
R_20.5 a20.5-b20.5-a19.5*-b19.4* CGGGCTCCACTGTAAGTGCTTGGTAATGTCAGATCCCTAATA R3;R4;R5;R6;T2;T3;T4
R_20.6 a20.6-b20.6-a19.6*-b19.5* CTCTGTTATCTGGTAGTAGGTGAAACGCCTAGAGGATTGTGA R4;R5;R6;T2;T3;T4
R_20.7 a20.7-b20.7-a19.7*-b19.6* CCCGTGCGACTACAATTAGATGGCACCTTAAGAAGGACATAA R4;R5;R6;T2;T3;T4
R_20.8 a20.8-b20.8-a19.8*-b19.7* CACCAACGGCTAGGCACGGCTGTCCAGTGTTGAAATTATATA R5;R6;T2;T3;T4
R_20.9 a20.9-b20.9-a19.9*-b19.8* CTGGGCAGTCTACGAACTCTTGTAAACGAGGGAGTTGTTCTA R5;R6;T2;T3;T4
R_20.10 a20.10-b20.10-a19.10*-b19.9* CGAGCGATACTCACCCATTGTGGCGACTGTCGAGCCTAAGAA R5;R6;T2;T3;T4
R_20.11 a20.11-b20.11-a19.11*-b19.10* CGTTATGCCCTTCAAGATTATGAGATGTACGGACTAACCACA R6;T2;T3;T4
R_20.12 a20.12-b20.12-a19.12*-b19.11* CTGAAGGTCCTCCAGAGTGCTGCCCTGGTCCGATCTGCTTTA R6;T2;T3;T4
R_20.13 a20.13-b20.13-a19.13*-b19.12* CGGGCTTTGCTGAGCTGTGTTGAGCTTCCGAGATCGAGCCCA R6;T2;T3;T4
R_20.14 a20.14-b20.14-a19.14*-b19.13* CGGCTACTTCTGATCTTGGGTGTTCCCGGGCGATATGTAGGA R6;T2;T3;T4
R_20.15 a20.15-T11-T11-b19.14* CGTCATATCCTTTTTTTTTTTTTTTTTTTTTTATAGGCCGAA R6;T2;T3;T4
R_21.1 a21.1-b21.1-a20.2*-b20.1* CTTGCTTTGCCTCCTAACGATGACTTAAGCGAAGCAAGGTAA R2;R3;R4;R5;R6;T2;T3;T4
R_21.2 a21.2-b21.2-a20.3*-b20.2* CAATACACCGCTGCAAGACCTGGGCCTAGGGATTAGCGCCAA R2;R3;R4;R5;R6;T2;T3;T4
R_21.3 a21.3-b21.3-a20.4*-b20.3* CTTGGGACGGCTTTGGAAATTGAAGGCTTAGACATGCAGCTA R2;R3;R4;R5;R6;T2;T3;T4
R_21.4 a21.4-b21.4-a20.5*-b20.4* CCAATTAGGACTAATTTAGATGTGGAGCCCGAAGAATTAACA R3;R4;R5;R6;T2;T3;T4
R_21.5 a21.5-b21.5-a20.6*-b20.5* CTTTGGCCATCTTATCCAAATGATAACAGAGAAGCACTTACA R3;R4;R5;R6;T2;T3;T4
R_21.6 a21.6-b21.6-a20.7*-b20.6* CCCTGGTTATCTCCTATCCTTGTCGCACGGGACCTACTACCA R4;R5;R6;T2;T3;T4
R_21.7 a21.7-b21.7-a20.8*-b20.7* CTATTGTCCTCTAAGGGTCCTGCCGTTGGTGATCTAATTGTA R4;R5;R6;T2;T3;T4
R_21.8 a21.8-b21.8-a20.9*-b20.8* CTTTGCAATACTACCGGAACTGACTGCCCAGAGCCGTGCCTA R5;R6;T2;T3;T4
R_21.9 a21.9-b21.9-a20.10*-b20.9* CCTACAGCGTCTATGGCAAATGTATCGCTCGAAGAGTTCGTA R5;R6;T2;T3;T4
R_21.10 a21.10-b21.10-a20.11*-b20.10* CGGATCACCTCTCACAGGCCTGGGCATAACGACAATGGGTGA R5;R6;T2;T3;T4
R_21.11 a21.11-b21.11-a20.12*-b20.11* CCTAGCATCTCTCTGGTGTTTGGACCTTCAGATAATCTTGAA R6;T2;T3;T4
R_21.12 a21.12-b21.12-a20.13*-b20.12* CATAGCGGAACTTTAACAAGTGCAAAGCCCGAGCACTCTGGA R6;T2;T3;T4
R_21.13 a21.13-b21.13-a20.14*-b20.13* CGACCGCCATCTATCTCAGGTGAAGTAGCCGAACACAGCTCA R6;T2;T3;T4
R_21.14 a21.14-b21.14-a20.15*-b20.14* CTGTGATGGACTACGGAACATGGATATGACGACCCAAGATCA R6;T2;T3;T4
R_22.1 T10-b22.1-a21.1*-T10 TTTTTTTTTTTGTTGTTTGTTGGCAAAGCAAGTTTTTTTTTT R1;R2;R3;R4;R5;R6;T4
R_22.2 a22.2-b22.2-a21.2*-b21.1* CTCTGACGGCTACATTGAGGTGCGGTGTATTGATCGTTAGGA R1;R2;R3;R4;R5;R6;T2;T3;T4
R_22.3 a22.3-b22.3-a21.3*-b21.2* CGGAAGTGCCTCCATGATTGTGCCGTCCCAAGAGGTCTTGCA R2;R3;R4;R5;R6;T2;T3;T4
R_22.4 a22.4-b22.4-a21.4*-b21.3* CTACCATGGCTGCTCACGAGTGTCCTAATTGGAATTTCCAAA R2;R3;R4;R5;R6;T2;T3;T4
R_22.5 a22.5-b22.5-a21.5*-b21.4* CTTAGTCGGCTGCCGATAGTTGATGGCCAAAGATCTAAATTA R3;R4;R5;R6;T2;T3;T4
R_22.6 a22.6-b22.6-a21.6*-b21.5* CGCAAGCGCCTGTATCAGGTTGATAACCAGGGATTTGGATAA R4;R5;R6;T2;T3;T4
R_22.7 a22.7-b22.7-a21.7*-b21.6* CTGGTGACGCTTCTAATTCGTGAGGACAATAGAAGGATAGGA R4;R5;R6;T2;T3;T4
R_22.8 a22.8-b22.8-a21.8*-b21.7* CAGGAGAACCTCTTCAACAATGTATTGCAAAGAGGACCCTTA R5;R6;T2;T3;T4
R_22.9 a22.9-b22.9-a21.9*-b21.8* CCCTCTACACTTCGGTGCTATGACGCTGTAGGAGTTCCGGTA R5;R6;T2;T3;T4
R_22.10 a22.10-b22.10-a21.10*-b21.9* CGGACTTAACTCGAGCTCCGTGAGGTGATCCGATTTGCCATA R5;R6;T2;T3;T4
R_22.11 a22.11-b22.11-a21.11*-b21.10* CCTGGCGATCTCACAAAGCGTGAGATGCTAGGAGGCCTGTGA R6;T2;T3;T4



Seq_ID Domains Sequence Used in
R_22.12 a22.12-b22.12-a21.12*-b21.11* CGTGAGTCGCTAAAGGGCGCTGTTCCGCTATGAAACACCAGA R6;T2;T3;T4
R_22.13 a22.13-b22.13-a21.13*-b21.12* CCCTCCCTACTGTATGCCACTGATGGCGGTCGACTTGTTAAA R6;T2;T3;T4
R_22.14 a22.14-b22.14-a21.14*-b21.13* CTAGAATTGCTGCCTCTCATTGTCCATCACAGACCTGAGATA R6;T2;T3;T4
R_22.15 a22.15-T11-T11-b21.14* CGGCTGGGACTTTTTTTTTTTTTTTTTTTTTTATGTTCCGTA R6;T2;T3;T4
R_23.1 a23.1-b23.1-a22.2*-b22.1* CATGCCTGCCCTTGCTAACTTGCCGTCAGAGAACAAACAACA R0;R1;R2;R3;R4;R5;R6;T2;T3;T4
R_23.2 a23.2-b23.2-a22.3*-b22.2* CAAGACTATACTCAGGACGCTGGCACTTCCGACCTCAATGTA R1;R2;R3;R4;R5;R6;T2;T3;T4
R_23.3 a23.3-b23.3-a22.4*-b22.3* CACGCGCATCCTCCGTTTATTGCCATGGTAGACAATCATGGA R2;R3;R4;R5;R6;T2;T3;T4
R_23.4 a23.4-b23.4-a22.5*-b22.4* CGTAAAGCTGCTATGGTCTATGCCGACTAAGACTCGTGAGCA R3;R4;R5;R6;T2;T3;T4
R_23.5 a23.5-b23.5-a22.6*-b22.5* CGTGAATGCACTCGGTAGACTGGCGCTTGCGAACTATCGGCA R3;R4;R5;R6;T2;T3;T4
R_23.6 a23.6-b23.6-a22.7*-b22.6* CTCGGTAATACTTTATGCTATGCGTCACCAGAACCTGATACA R4;R5;R6;T2;T3;T4
R_23.7 a23.7-b23.7-a22.8*-b22.7* CAAGAGTCTCCTTTAGACAGTGGTTCTCCTGACGAATTAGAA R4;R5;R6;T2;T3;T4
R_23.8 a23.8-b23.8-a22.9*-b22.8* CCGGCTGGCCCTGGGCTGCGTGTGTAGAGGGATTGTTGAAGA R5;R6;T2;T3;T4
R_23.9 a23.9-b23.9-a22.10*-b22.9* CCTATGGACACTACGCACGTTGTTAAGTCCGATAGCACCGAA R5;R6;T2;T3;T4
R_23.10 a23.10-b23.10-a22.11*-b22.10* CAGAGATGAACTTGACTCGTTGATCGCCAGGACGGAGCTCGA R5;R6;T2;T3;T4
R_23.11 a23.11-b23.11-a22.12*-b22.11* CACCCTAGCGCTGGGCACTTTGCGACTCACGACGCTTTGTGA R6;T2;T3;T4
R_23.12 a23.12-b23.12-a22.13*-b22.12* CCTGCCCGTACTATACATAGTGTAGGGAGGGAGCGCCCTTTA R6;T2;T3;T4
R_23.13 a23.13-b23.13-a22.14*-b22.13* CGAAGAGACCCTTGATTTGGTGCAATTCTAGAGTGGCATACA R6;T2;T3;T4
R_23.14 a23.14-b23.14-a22.15*-b22.14* CCTTTGCCGGCTTCTATACTTGTCCCAGCCGAATGAGAGGCA R6;T2;T3;T4
R_24.1 T10-b24.1-a23.1*-T10 TTTTTTTTTTTCAGTATGTATGGGCAGGCATGTTTTTTTTTT R0;R1;R2;R3;R4;R5;R6;T4
R_24.2 a24.2-b24.2-a23.2*-b23.1* CTGTATCGGCTTTAGTATAATGTATAGTCTTGAAGTTAGCAA R0;R1;R2;R3;R4;R5;R6;T2;T3;T4
R_24.3 a24.3-b24.3-a23.3*-b23.2* CATCTGGGTCTACAAGACCCTGGATGCGCGTGAGCGTCCTGA R1;R2;R3;R4;R5;R6;T2;T3;T4
R_24.4 a24.4-b24.4-a23.4*-b23.3* CACAGATGTCTATTTGCGAGTGCAGCTTTACGAATAAACGGA R2;R3;R4;R5;R6;T2;T3;T4
R_24.5 a24.5-b24.5-a23.5*-b23.4* CAGCGTGGACTCGTAACAATTGTGCATTCACGATAGACCATA R3;R4;R5;R6;T2;T3;T4
R_24.6 a24.6-b24.6-a23.6*-b23.5* CCGGCTCGCCTCTGGGTAGCTGTATTACCGAGAGTCTACCGA R4;R5;R6;T2;T3;T4
R_24.7 a24.7-b24.7-a23.7*-b23.6* CGCCTAGCTCTAGCAAACTGTGGAGACTCTTGATAGCATAAA R4;R5;R6;T2;T3;T4
R_24.8 a24.8-b24.8-a23.8*-b23.7* CCCGGCTATCTAGTGCGACGTGGGCCAGCCGGACTGTCTAAA R5;R6;T2;T3;T4
R_24.9 a24.9-b24.9-a23.9*-b23.8* CCAGAATGACTCGACCTCGGTGTGTCCATAGGACGCAGCCCA R5;R6;T2;T3;T4
R_24.10 a24.10-b24.10-a23.10*-b23.9* CAAAGACGACTCTATTCCGTTGTTCATCTCTGAACGTGCGTA R5;R6;T2;T3;T4
R_24.11 a24.11-b24.11-a23.11*-b23.10* CTGGGCCAACTACGGGCCTCTGCGCTAGGGTGAACGAGTCAA R6;T2;T3;T4
R_24.12 a24.12-b24.12-a23.12*-b23.11* CGTGTGTGACTGTTCGGACCTGTACGGGCAGGAAAGTGCCCA R6;T2;T3;T4
R_24.13 a24.13-b24.13-a23.13*-b23.12* CACCGTTTCCTAAGTAGTCATGGGTCTCTTCGACTATGTATA R6;T2;T3;T4
R_24.14 a24.14-b24.14-a23.14*-b23.13* CCCAGGCTTCTGTAAGAGTATGCCGGCAAAGGACCAAATCAA R6;T2;T3;T4
R_24.15 a24.15-T11-T11-b23.14* CTTGGAAGACTTTTTTTTTTTTTTTTTTTTTTAAGTATAGAA R6;T2;T3;T4
R_25.1 a24.2*-b24.1* GCCGATACAGATACATACTGA R0;R1;R2;R3;R4;R5;R6
R_25.2 a24.3*-b24.2* GACCCAGATGATTATACTAAA R1;R2;R3;R4;R5;R6
R_25.3 a24.4*-b24.3* GACATCTGTGAGGGTCTTGTA R2;R3;R4;R5;R6
R_25.4 a24.5*-b24.4* GTCCACGCTGACTCGCAAATA R3;R4;R5;R6
R_25.5 a24.6*-b24.5* GGCGAGCCGGAATTGTTACGA R3;R4;R5;R6
R_25.6 a24.7*-b24.6* GAGCTAGGCGAGCTACCCAGA R4;R5;R6
R_25.7 a24.8*-b24.7* GATAGCCGGGACAGTTTGCTA R4;R5;R6
R_25.8 a24.9*-b24.8* GTCATTCTGGACGTCGCACTA R5;R6
R_25.9 a24.10*-b24.9* GTCGTCTTTGACCGAGGTCGA R5;R6
R_25.10 a24.11*-b24.10* GTTGGCCCAGAACGGAATAGA R5;R6
R_25.11 a24.12*-b24.11* GTCACACACGAGAGGCCCGTA R6
R_25.12 a24.13*-b24.12* GGAAACGGTGAGGTCCGAACA R6
R_25.13 a24.14*-b24.13* GAAGCCTGGGATGACTACTTA R6
R_25.14 a24.15*-b24.14* GTCTTCCAAGATACTCTTACA R6
R0_22.1 T10-b22.1 TTTTTTTTTTTGTTGTTTGTT R0
R0_22.2 a22.2-b22.2 CTCTGACGGCTACATTGAGGT R0
R0_23.2 a23.2-T10-T10-b22.2* CAAGACTATACTTTTTTTTTTTTTTTTTTTTACCTCAATGTA R0
R0_25.2 T10-b24.2* TTTTTTTTTTATTATACTAAA R0
R1_21.1 a21.1-b21.1 CTTGCTTTGCCTCCTAACGAT R1
R1_21.2 a21.2-b21.2 CAATACACCGCTGCAAGACCT R1
R1_22.3 a22.3-T11-T11-b21.2* CGGAAGTGCCTTTTTTTTTTTTTTTTTTTTTTAGGTCTTGCA R1
R1_24.3 a24.3-T11-T11-b23.2* CATCTGGGTCTTTTTTTTTTTTTTTTTTTTTTAGCGTCCTGA R1
R2_19.1 a19.1-b19.1 CTGAGATGATCTCAAACGAAT R2
R2_19.2 a19.2-b19.2 CCCTTCCCGCCTTAGGCGGCT R2
R2_19.3 a19.3-b19.3 CCTGGCTAGTCTATTGTTAAT R2
R2_19.4 a19.4-T10 CTACGTGGAGCTTTTTTTTTT R2
R2_21.4 a21.4-b21.4-a20.5*-b20.4* CCAATTAGGACTAATTTAGATGTGGAGCCCGAAGAATTAACA R2
R2_23.4 a23.4-b23.4-a22.5*-b22.4* CGTAAAGCTGCTATGGTCTATGCCGACTAAGACTCGTGAGCA R2
R2_25.4 T10-b24.4* TTTTTTTTTTACTCGCAAATA R2
R3_15.1 a15.1-b15.1 CTGGGCAAGCCTTATTGCGAT R3
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R3_15.2 a15.2-b15.2 CGTGCGGTCCCTACGCGCAGT R3
R3_15.3 a15.3-b15.3 CGCGGGCCGCCTTTCAATTAT R3
R3_15.4 a15.4-b15.4 CTATCTTGTACTGCACCGGTT R3
R3_15.5 a15.5-b15.5 CCAAACCGTCCTCCTACGTTT R3
R3_16.6 a16.6-T11-T11-b15.5* CCTGAAGTTCTTTTTTTTTTTTTTTTTTTTTTAAACGTAGGA R3
R3_18.6 a18.6-T11-T11-b17.5* CGACGATACCTTTTTTTTTTTTTTTTTTTTTTACCGGGCCCA R3
R3_20.6 a20.6-T11-T11-b19.5* CTCTGTTATCTTTTTTTTTTTTTTTTTTTTTTAGGATTGTGA R3
R3_22.6 a22.6-T11-T11-b21.5* CGCAAGCGCCTTTTTTTTTTTTTTTTTTTTTTATTTGGATAA R3
R3_24.6 a24.6-T11-T11-b23.5* CCGGCTCGCCTTTTTTTTTTTTTTTTTTTTTTAGTCTACCGA R3
R4_13.1 a13.1-b13.1 CCCGAAGTACCTCTGCAGGAT R4
R4_13.2 a13.2-b13.2 CGTTACCAGGCTACGATGAGT R4
R4_13.3 a13.3-b13.3 CTGTCCCACTCTCCTTCAAAT R4
R4_13.4 a13.4-b13.4 CATTATATTGCTCCTGAGGGT R4
R4_13.5 a13.5-b13.5 CGTGCATGCCCTCCCAAACTT R4
R4_13.6 a13.6-b13.6 CATTGCACTGCTCTACCCTTT R4
R4_13.7 a13.7-b13.7 CTTCATCGACCTGTTTAGGTT R4
R4_14.8 a14.8-T11-T11-b13.7* CTGCACCAGCTTTTTTTTTTTTTTTTTTTTTTAACCTAAACA R4
R4_16.8 a16.8-T11-T11-b15.7* CCCTCAGCACTTTTTTTTTTTTTTTTTTTTTTATAAGACACA R4
R4_18.8 a18.8-T11-T11-b17.7* CTATACGGCCTTTTTTTTTTTTTTTTTTTTTTAGGTGGCGCA R4
R4_20.8 a20.8-T11-T11-b19.7* CACCAACGGCTTTTTTTTTTTTTTTTTTTTTTAAATTATATA R4
R4_22.8 a22.8-T11-T11-b21.7* CAGGAGAACCTTTTTTTTTTTTTTTTTTTTTTAGGACCCTTA R4
R4_24.8 a24.8-T11-T11-b23.7* CCCGGCTATCTTTTTTTTTTTTTTTTTTTTTTACTGTCTAAA R4
R5_7.1 a7.1-b7.1 CGATTGGTCTCTGAGACTTAT R5
R5_7.2 a7.2-b7.2 CGGGCCGGCTCTATTGACAAT R5
R5_7.3 a7.3-b7.3 CAGAGGATGGCTTTCCGATGT R5
R5_7.4 a7.4-b7.4 CACCAAAGGGCTCAACAACTT R5
R5_7.5 a7.5-b7.5 CTTGTTCAGACTCGAATTCCT R5
R5_7.6 a7.6-b7.6 CAGAGCATCCCTACAGATGCT R5
R5_7.7 a7.7-b7.7 CGTACTGGTTCTGACAGGTCT R5
R5_7.8 a7.8-b7.8 CCTCGGACGCCTAACTTCTGT R5
R5_7.9 a7.9-b7.9 CCACCAAACTCTATAGCCCGT R5
R5_7.10 a7.10-b7.10 CATGAGTGAACTGTTAGGTCT R5
R5_8.11 a8.11-T11-T11-b7.10* CTTCCAGCCCTTAAAGCGGATGTGTACTCTAGAGACCTAACA R5
R5_10.11 a10.11-T11-T11-b9.10* CATGCAACCCTGTAAGCAAATGAGACAGTATGAAGGTAGCCA R5
R5_12.11 a12.11-T11-T11-b11.10* CGCGCCTGACTCTGGCTGTATGTTCGAAGAAGAGTGCCTGTA R5
R5_14.11 a14.11-T11-T11-b13.10* CATGTAAGACTACGAATCGCTGCACGCTCATGATGGAGATCA R5
R5_16.11 a16.11-T11-T11-b15.10* CCAACATTACTTCCGCGGGATGCAGCAAGTAGAATTACTTTA R5
R5_18.11 a18.11-T11-T11-b17.10* CACTACGTTCTCGCACAAAGTGATCCCTCAAGACGAGGAGCA R5
R5_20.11 a20.11-T11-T11-b19.10* CGTTATGCCCTTCAAGATTATGAGATGTACGGACTAACCACA R5
R5_22.11 a22.11-T11-T11-b21.10* CCTGGCGATCTCACAAAGCGTGAGATGCTAGGAGGCCTGTGA R5
R5_24.11 a24.11-T11-T11-b23.10* CTGGGCCAACTACGGGCCTCTGCGCTAGGGTGAACGAGTCAA R5
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RT3_9.1 a1.1-b1.1-a8.2*-b8.1* CAGGGTGGTACTATTTATCGTGGCTGTGCGGAACCCAAGCAA T1;T3
RT3_9.2 a1.2-b1.2-a8.3*-b8.2* CCTCCGGGCACTCAGCTTACTGGGAACCTAGAGAGGGTATGA T1;T3
RT3_9.3 a1.3-b1.3-a8.4*-b8.3* CAACCGATCTCTGGATAATATGTAGCCATAGATTATAAGGAA T1;T3
RT3_9.4 a1.4-b1.4-a8.5*-b8.4* CCCGTCAAAGCTTATATTTCTGGACAACACGAACGGTTGTGA T1;T3
RT3_9.5 a1.5-b1.5-a8.6*-b8.5* CTATTTAGAACTCCAGGAAGTGAGACGCTCGAGCGTGATATA T1;T3
RT3_9.6 a1.6-b1.6-a8.7*-b8.6* CCAGGCCCACCTATATGGATTGGAGCGTCAGAAAGACAACAA T1;T3
RT3_9.7 a1.7-b1.7-a8.8*-b8.7* CTTAAAGGCTCTGGTTGAAGTGTTAAATGTGATAGGTCCAGA T1;T3
RT3_9.8 a1.8-b1.8-a8.9*-b8.8* CAGATCACGACTAACACACCTGCGTATGTTGAGGATAAGTTA T1;T3
RT3_9.9 a1.9-b1.9-a8.10*-b8.9* CGCCTCTATCCTGTGAACACTGGAAGTATTGACTGGCTCGAA T1;T3
RT3_9.10 a1.10-b1.10-a8.11*-b8.10* CGGCTGAGAACTTAAGTTTCTGGGCTGGAAGAGATAGGTGTA T1;T3
RT3_9.11 a1.11-b1.11-a8.12*-b8.11* CGGTCTCGCCCTTAGAATGATGTGGATAGGGATCCGCTTTAA T1;T3
RT3_9.12 a1.12-b1.12-a8.13*-b8.12* CGGGCGCCAACTGAAGCCCTTGGGCTTGGAGAGTCGAACTAA T1;T3
RT3_9.13 a1.13-b1.13-a8.14*-b8.13* CGGGACATCCCTTTAGTCGATGATCCGTAGGATGTTTCGTGA T1;T3
RT3_9.14 a1.14-b1.14-a8.15*-b8.14* CGGAGATGCGCTCAGATGTATGCGTTGCTGGAATGTGCATCA T1;T3
RT3_17.1 a9.1-b9.1-a16.2*-b16.1* CCTTACCGGACTTTCCGTAATGTATGTCTTGATGATGGGCCA T2;T3
RT3_17.2 a9.2-b9.2-a16.3*-b16.2* CTTACCGCGGCTAGTGCTCATGGTGGTCTAGAATACAGAATA T2;T3
RT3_17.3 a9.3-b9.3-a16.4*-b16.3* CTTGATCGAACTTGTCATATTGCCACAAGGGATAAAGAAAGA T2;T3
RT3_17.4 a9.4-b9.4-a16.5*-b16.4* CTGGTTTGATCTCGTACCAATGGGTTCGGTGAGACCTCCTTA T2;T3
RT3_17.5 a9.5-b9.5-a16.6*-b16.5* CCCGTGTTGACTGCATAGTATGAACTTCAGGAGCGAGCGGAA T2;T3
RT3_17.6 a9.6-b9.6-a16.7*-b16.6* CCGCTAGATCCTCCTTGTGCTGGTCACTCAGATCGGGATCAA T2;T3
RT3_17.7 a9.7-b9.7-a16.8*-b16.7* CGCAGGCTAGCTTACGTTAGTGTGCTGAGGGAATGGATGGAA T2;T3
RT3_17.8 a9.8-b9.8-a16.9*-b16.8* CTCCGGTCAACTAGTTAGTATGTCCTACCAGACCAGAAGTGA T2;T3
RT3_17.9 a9.9-b9.9-a16.10*-b16.9* CGGTCTTTAACTGGGATTACTGCAGGGCACGATACGGATGGA T2;T3
RT3_17.10 a9.10-b9.10-a16.11*-b16.10* CAGTTCGTCACTGGCTACCTTGTAATGTTGGAACGCGGTTTA T2;T3
RT3_17.11 a9.11-b9.11-a16.12*-b16.11* CATACTGTCTCTAACTGCAATGTGTTTGTCGATCCCGCGGAA T2;T3
RT3_17.12 a9.12-b9.12-a16.13*-b16.12* CTTGGCTTTACTTATCGGCGTGCGGTGGGCGACGTAATGCAA T2;T3
RT3_17.13 a9.13-b9.13-a16.14*-b16.13* CGTAAGGGCACTATCGTTTATGCTCGTCCCGAGACGCACTTA T2;T3
RT3_17.14 a9.14-b9.14-a16.15*-b16.14* CTCGCTTTAGCTGGAGACCGTGAGTACAATGACAAGCGTTGA T2;T3
RT3_25.1 a17.1-b17.1-a24.2*-b24.1* CTTTGGGTACCTAGACGGGTTGCCGATACAGATACATACTGA T2;T3
RT3_25.2 a17.2-b17.2-a24.3*-b24.2* CGCATGTCCGCTCCAGAAAGTGACCCAGATGATTATACTAAA T2;T3
RT3_25.3 a17.3-b17.3-a24.4*-b24.3* CTAAGGACGTCTCCAATTCATGACATCTGTGAGGGTCTTGTA T2;T3
RT3_25.4 a17.4-b17.4-a24.5*-b24.4* CAAATGCATACTTTGTTTAGTGTCCACGCTGACTCGCAAATA T2;T3
RT3_25.5 a17.5-b17.5-a24.6*-b24.5* CACTTAGAGTCTGGGCCCGGTGGCGAGCCGGAATTGTTACGA T2;T3
RT3_25.6 a17.6-b17.6-a24.7*-b24.6* CTCTCATGTACTATGTTCAGTGAGCTAGGCGAGCTACCCAGA T2;T3
RT3_25.7 a17.7-b17.7-a24.8*-b24.7* CCAGCTGTCACTGCGCCACCTGATAGCCGGGACAGTTTGCTA T2;T3
RT3_25.8 a17.8-b17.8-a24.9*-b24.8* CATCTGATATCTCGGAACGATGTCATTCTGGACGTCGCACTA T2;T3
RT3_25.9 a17.9-b17.9-a24.10*-b24.9* CTACTATTGCCTGCTCGAGGTGTCGTCTTTGACCGAGGTCGA T2;T3
RT3_25.10 a17.10-b17.10-a24.11*-b24.10* CTGCAGAAACCTGCTCCTCGTGTTGGCCCAGAACGGAATAGA T2;T3
RT3_25.11 a17.11-b17.11-a24.12*-b24.11* CTTGAGGGATCTGTAAATTATGTCACACACGAGAGGCCCGTA T2;T3
RT3_25.12 a17.12-b17.12-a24.13*-b24.12* CAGGAGTCACCTATGCTCATTGGAAACGGTGAGGTCCGAACA T2;T3
RT3_25.13 a17.13-b17.13-a24.14*-b24.13* CAAACTACTACTCGCGTAAATGAAGCCTGGGATGACTACTTA T2;T3
RT3_25.14 a17.14-b17.14-a24.15*-b24.14* CGAATGGGCTCTAGATGTCATGTCTTCCAAGATACTCTTACA T2;T3
RT3_2.15 a2.15-b10.1-a9.1*-b1.14* CCTATTTGTCTAGTGCAGAATGTCCGGTAAGGATACATCTGA T1;T3
RT3_4.15 a4.15-b12.1-a11.1*-b3.14* CATGCTCGCCTCTGTGCATATGGAAGCAAAGGAAGGGACTCA T1;T3
RT3_6.15 a6.15-b14.1-a13.1*-b5.14* CCCTGACGCCTGTTACTTGATGGTACTTCGGGATGCCCGGTA T1;T3
RT3_8.15 a8.15-b16.1-a15.1*-b7.14* CCAGCAACGCTGGCCCATCATGGCTTGCCCAGACTATTCGCA T1;T3
RT3_10.15 a10.15-b18.1-a17.1*-b9.14* CGGCAACGTCTTCCAGACTATGGTACCCAAAGACGGTCTCCA T2;T3
RT3_12.15 a12.15-b20.1-a19.1*-b11.14* CCACCTCCTCTTACCTTGCTTGATCATCTCAGAGTTACCGCA T2;T3
RT3_14.15 a14.15-b22.1-a21.1*-b13.14* CTATAGTAACTGTTGTTTGTTGGCAAAGCAAGACTGTCGGGA T2;T3
RT3_16.15 a16.15-b24.1-a23.1*-b15.14* CATTGTACTCTCAGTATGTATGGGCAGGCATGAAGCTGTTAA T2;T3
RT4_1.1 a1.1-b1.1-a24.2*-b24.1* CAGGGTGGTACTATTTATCGTGCCGATACAGATACATACTGA T4
RT4_1.2 a1.2-b1.2-a24.3*-b24.2* CCTCCGGGCACTCAGCTTACTGACCCAGATGATTATACTAAA T4
RT4_1.3 a1.3-b1.3-a24.4*-b24.3* CAACCGATCTCTGGATAATATGACATCTGTGAGGGTCTTGTA T4
RT4_1.4 a1.4-b1.4-a24.5*-b24.4* CCCGTCAAAGCTTATATTTCTGTCCACGCTGACTCGCAAATA T4
RT4_1.5 a1.5-b1.5-a24.6*-b24.5* CTATTTAGAACTCCAGGAAGTGGCGAGCCGGAATTGTTACGA T4
RT4_1.6 a1.6-b1.6-a24.7*-b24.6* CCAGGCCCACCTATATGGATTGAGCTAGGCGAGCTACCCAGA T4
RT4_1.7 a1.7-b1.7-a24.8*-b24.7* CTTAAAGGCTCTGGTTGAAGTGATAGCCGGGACAGTTTGCTA T4
RT4_1.8 a1.8-b1.8-a24.9*-b24.8* CAGATCACGACTAACACACCTGTCATTCTGGACGTCGCACTA T4
RT4_1.9 a1.9-b1.9-a24.10*-b24.9* CGCCTCTATCCTGTGAACACTGTCGTCTTTGACCGAGGTCGA T4
RT4_1.10 a1.10-b1.10-a24.11*-b24.10* CGGCTGAGAACTTAAGTTTCTGTTGGCCCAGAACGGAATAGA T4
RT4_1.11 a1.11-b1.11-a24.12*-b24.11* CGGTCTCGCCCTTAGAATGATGTCACACACGAGAGGCCCGTA T4
RT4_1.12 a1.12-b1.12-a24.13*-b24.12* CGGGCGCCAACTGAAGCCCTTGGAAACGGTGAGGTCCGAACA T4
RT4_1.13 a1.13-b1.13-a24.14*-b24.13* CGGGACATCCCTTTAGTCGATGAAGCCTGGGATGACTACTTA T4



Seq_ID Domains Sequence Used in
RT4_1.14 a1.14-b1.14-a24.15*-b24.14* CGGAGATGCGCTCAGATGTATGTCTTCCAAGATACTCTTACA T4



Seq_ID Domains Sequence Used in
T_1.1 x1.1-y1.1-x12.2*-y12.1* CCGTGGTCCTCTTAATCACGTGCTTCGAAAGACGCCCTCCCA T5
T_1.2 x1.2-y1.2-x12.3*-y12.2* CCTAGCTATTCTAGTCGGTATGCTGCGTTTGATGGACCGAAA T5
T_1.3 x1.3-y1.3-x12.4*-y12.3* CTTACACACCCTAAGCGCTGTGCCGTCGTAGAGGTGTTAGGA T5
T_1.4 x1.4-y1.4-x12.5*-y12.4* CCAGCTATTGCTGTACTGTATGGGTAAGTGGAGGACATGTTA T5
T_1.5 x1.5-y1.5-x12.6*-y12.5* CTACGATGCTCTCGCGATTCTGTGCATACAGATGAAGGACTA T5
T_1.6 x1.6-y1.6-x12.7*-y12.6* CTAGCCGCGACTGTAGAGTCTGAATGGCTAGAATGGAGCGTA T5
T_1.7 x1.7-y1.7-x12.8*-y12.7* CCGCGATATTCTACCCGCTTTGCGCCGATAGACGTTATACTA T5
T_1.8 x1.8-y1.8-x12.9*-y12.8* CCATAACTTGCTGTCCTGGCTGTTGTCAGGGATTAACGGTTA T5
T_1.9 x1.9-y1.9-x12.10*-y12.9* CGGTGACCATCTAGTCCTAATGACGGCAGGGAAGCCATGATA T5
T_1.10 x1.10-y1.10-x12.11*-y12.10* CAATTACGGCCTGTGTTTAGTGCCTATGCCGACTCGCGGCCA T5
T_1.11 x1.11-y1.11-x12.12*-y12.11* CTGGGAGGCCCTCGTAGAACTGATGTTGCAGACTTTATCCGA T5
T_1.12 x1.12-y1.12-x12.13*-y12.12* CAAGCTTATGCTTCCTTTGTTGCCCGCCACGAGGCCTTAGGA T5
T_1.13 x1.13-y1.13-x12.14*-y12.13* CGCGCGCATCCTCCTATATATGGAAGCTAGGATTTATTCCGA T5
T_1.14 x1.14-y1.14-x12.15*-y12.14* CGATAATACCCTGACATTGTTGTACAAGATGAGTAGGCTGCA T5
T_1.15 x1.15-y1.15-x12.16*-y12.15* CGCCGGGAAGCTCATAATGCTGTGGGAAAGGATTATTCGTCA T5
T_1.16 x1.16-y1.16-x12.17*-y12.16* CTGGCCATGTCTGGGCGTTGTGTAGCCCTGGAGTGGTTGCAA T5
T_1.17 x1.17-y1.17-x12.18*-y12.17* CTTCGGCAGGCTAAGGGAGGTGCTAACAATGACCTGGGCTGA T5
T_1.18 x1.18-y1.18-x12.19*-y12.18* CTTATTGTGTCTAGTAGTTATGACATCAATGACGCTACTCCA T5
T_1.19 x1.19-y1.19-x12.20*-y12.19* CAGTGCAGTACTTTGAGGGATGGCACCAGGGAACGTCCTAAA T5
T_1.20 x1.20-y1.20-x12.21*-y12.20* CCTGTCCCGGCTGCCGGACATGAAGTCGATGACGCACAGGCA T5
T_1.21 x1.21-y1.21-x12.22*-y12.21* CTGACTAAACCTTAGCCCGGTGGCCTCAAGGACCGCACATAA T5
T_1.22 x1.22-y1.22-x12.23*-y12.22* CCTAATTTAACTTGCCTCCTTGGTAGCGTCGAACGCTGAAGA T5
T_1.23 x1.23-y1.23-x12.24*-y12.23* CGCGAACCCACTACCTCTGCTGCTCGCCGAGATGGATCGGCA T5
T_1.24 x1.24-y1.24-x12.25*-y12.24* CATACGAGCACTAAGCCGTGTGTGCCTGTCGAGTGCCTTCCA T5
T_1.25 x1.25-y1.25-x12.26*-y12.25* CGACTGTCCACTCCTCCCTTTGTCAGCTCAGAGTTCCCTGAA T5
T_1.26 x1.26-y1.26-x12.27*-y12.26* CGCAGAGGCGCTAAGTCGTCTGGAAGACTTGAAACCTACCCA T5
T_1.27 x1.27-y1.27-x12.28*-y12.27* CTTGCGTGTCCTTTCATAACTGCTCTTGCGGACCGTAGAGGA T5
T_1.28 x1.28-y1.28-x12.29*-y12.28* CTCTTTCATACTTCGACCTTTGGTCAAATAGAAACTTGCAGA T5
T_1.29 x1.29-y1.29-x12.30*-y12.29* CGTTCTCAGGCTAGCGCGTTTGGTAACGTCGATACAAATTGA T5
T_1.30 x1.30-y1.30-x12.31*-y12.30* CACAAGAGACCTCACGACGGTGTGTATCGCGACGTCCAATGA T5
T_1.31 x1.31-y1.31-x12.32*-y12.31* CATGCGAGCCCTCACGAGAGTGCGCGGGTGGAAGCAGGAGCA T5
T_1.32 x1.32-y1.32-x12.33*-y12.32* CTGAACCTTCCTTAGTGAGTTGGGAAGAATGAATATATCATA T5
T_1.33 x1.33-y1.33-x12.34*-y12.33* CCACACTTTGCTAGAATTAATGGAGCCAGGGATACCAACCCA T5
T_1.34 x1.34-y1.34-x12.35*-y12.34* CCATATTCGACTGCACTTCGTGTCTGTGATGAGATTTGCCAA T5
T_1.35 x1.35-y1.35-x12.36*-y12.35* CTCGGATATCCTCGAGTTCCTGAGACCCGAGAATGGCTGTAA T5
T_1.36 x1.36-y1.36-x12.37*-y12.36* CTAGGCCGCACTATTAGTTGTGACGTACACGATAAGAGAGAA T5
T_1.37 x1.37-y1.37-x12.38*-y12.37* CCGCACGGATCTTGAGACGCTGTTAGACCGGATGCCAGCCCA T5
T_1.38 x1.38-y1.38-x12.39*-y12.38* CCCGTCACGACTCCGACCCATGATAAATCAGAATGATCCATA T5
T_1.39 x1.39-y1.39-x12.40*-y12.39* CCAGGTGTTCCTGGGTGACGTGTACATAGGGAATGAAATAAA T5
T_1.40 x1.40-y1.40-x12.41*-y12.40* CATCGGTCCACTAGATTGCGTGGGTGCAAAGACTTCCATTCA T5
T_1.41 x1.41-y1.41-x12.42*-y12.41* CAAGGATAAACTATCACGGTTGCCGTTGGCGAGGGTGCCGCA T5
T_1.42 x1.42-y1.42-x12.43*-y12.42* CTGTTGGATTCTAATCCGGATGTGTGTTGAGACTGTCAGTCA T5
T_1.43 x1.43-y1.43-x12.44*-y12.43* CTCTGTATGGCTAGTCGTGATGAAGGCGTTGACTCGGCTTGA T5
T_1.44 x1.44-y1.44-x12.45*-y12.44* CTATGCTAGACTAACTAGAATGCCAATAATGATCAACAGCTA T5
T_1.45 x1.45-y1.45-x12.46*-y12.45* CTTGGTACACCTAATTAGTATGTTCTTAGCGATATGCAGTGA T5
T_1.46 x1.46-y1.46-x12.47*-y12.46* CTTAGCTAGACTTGTACTAATGGCGCCCGGGATCATACGTGA T5
T_1.47 x1.47-y1.47-x12.48*-y12.47* CGGATGGCGGCTGGCCCGTGTGGCCGGAGTGAACGAACTCTA T5
T_1.48 x1.48-y1.48-x12.49*-y12.48* CCAATAGGGCCTTGCAGACCTGTAACACTGGATATTATCTTA T5
T_1.49 x1.49-y1.49-x12.50*-y12.49* CTGGTGTAATCTAAGATCGTTGCCGAGCCGGAAATCCGTTGA T5
T_1.50 x1.50-y1.50-x12.51*-y12.50* CAATTTACTACTCGTCTAGTTGCGGGCTCCGATGTCTTACTA T5
T_1.51 x1.51-y1.51-x12.52*-y12.51* CTGTGTAGGTCTCGGGAACGTGCCGCTTGCGAGGTGTTTCCA T5
T_1.52 x1.52-y1.52-x12.53*-y12.52* CCACCTGGCCCTTACGCCTCTGATCGAAGAGAGACTATCAAA T5
T_1.53 x1.53-y1.53-x12.54*-y12.53* CTCTGGGTCGCTGTGCTACTTGTCGCCACCGACCCAAGAGAA T5
T_1.54 x1.54-y1.54-x12.55*-y12.54* CACAACCCAGCTCGGAGAAATGGTACCTGAGACGTAATCGTA T5
T_1.55 x1.55-y1.55-x12.56*-y12.55* CTGCTTTCGCCTCACGTGCCTGACGGATACGAACTATCAACA T5
T_1.56 x1.56-y1.56-x12.57*-y12.56* CTGCTTCTCACTTAAATCAGTGGTTCGTTAGAACGCTGGACA T5
T_1.57 x1.57-y1.57-x12.58*-y12.57* CCAGCACCGGCTACCTTCTCTGAACATCTAGACTACATAGAA T5
T_1.58 x1.58-y1.58-x12.59*-y12.58* CGCCGCATCGCTCCATATGCTGTTGGAGCGGAAGCTCTCAGA T5
T_1.59 x1.59-y1.59-x12.60*-y12.59* CGAAGGAGCCCTACTTAAAGTGGCTAATCTGAAATTTATATA T5
T_1.60 x1.60-y1.60-x12.61*-y12.60* CCGTACCGGCCTTATCCTGCTGGAGAGACGGAGGCCAGTGTA T5
T_1.61 x1.61-y1.61-x12.62*-y12.61* CATTCGTCTGCTTCATAAATTGCATCGAATGACGACATTAGA T5
T_1.62 x1.62-y1.62-x12.63*-y12.62* CGGGAGTTATCTTGCCAGGATGCGAACTAAGAACCTTTGTAA T5
T_1.63 x1.63-y1.63-x12.64*-y12.63* CGCTATTAGCCTTGCCGCCTTGGCCCACGGGATGTCTATATA T5
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T_1.64 x1.64-y1.64-x12.65*-y12.64* CCCAGTAGATCTAGCCCGTCTGGTTTCGTGGACTGAGTACTA T5
T_1.65 x1.65-y1.65-x12.66*-y12.65* CATCGTGAGGCTGGTGAGGATGGCTCACCCGAGGCGGTACTA T5
T_1.66 x1.66-y1.66-x12.67*-y12.66* CGGCTTTCCTCTCGTTCCTTTGGCAGTGGAGATACTCCTTTA T5
T_1.67 x1.67-y1.67-x12.68*-y12.67* CCAAACCTAACTAAGCTAATTGTGTGCTCTGAGCATGGTGTA T5
T_1.68 x1.68-y1.68-x12.69*-y12.68* CCGTACTTCCCTGCCCATAGTGGCAACCTCGAGGTGATAGTA T5
T_1.69 x1.69-y1.69-x12.70*-y12.69* CCAGTTGGCGCTATAGAGTGTGTGAACTGCGAGCGAAGATAA T5
T_1.70 x1.70-y1.70-x12.71*-y12.70* CAGTATCAGGCTTGACTCGATGTAACGTCCGAAATGTGTAGA T5
T_1.71 x1.71-y1.71-x12.72*-y12.71* CGCGTACTACCTGTTTGTATTGGGCACGGTGATATTTCTCGA T5
T_1.72 x1.72-y1.72-x12.73*-y12.72* CCAGGAATTTCTATTGTTGGTGGATGCAAAGAAGGCACGGAA T5
T_1.73 x1.73-y1.73-x12.74*-y12.73* CATCTCTTGCCTACAGGTCATGTGACAGCCGAGCTAAGGAGA T5
T_1.74 x1.74-y1.74-x12.75*-y12.74* CCCTATATCACTTTAGGTATTGGTCTAAGAGATGTGATCCAA T5
T_1.75 x1.75-y1.75-x12.76*-y12.75* CAATCGAAGCCTTTATGGTCTGTCGCGTACGACGAAGTTGGA T5
T_1.76 x1.76-y1.76-x12.77*-y12.76* CTTCTAGGTACTAAGAGTCCTGCTAGGCCAGACGACTGCCAA T5
T_1.77 x1.77-y1.77-x12.78*-y12.77* CCCAGGTCGCCTGGTAGCGCTGACTATGTTGATGCACTATAA T5
T_1.78 x1.78-y1.78-x12.79*-y12.78* CATCCACCGCCTACTCCGCTTGGGAACTTGGAGATTTGAGTA T5
T_1.79 x1.79-y1.79-x12.80*-y12.79* CCAATGGGAACTCTATGGACTGCGTTACACGAGCGCTAGAGA T5
T_1.80 x1.80-y1.80-x12.81*-y12.80* CCTCGTCAAACTCTTATAAGTGGAAAGAGCGAGGTGCAGCGA T5
T_1.81 x1.81-y1.81-x12.82*-y12.81* CTCGCGGACCCTAATGGCCGTGTCCCGAGCGACTAAGCGTGA T5
T_1.82 x1.82-y1.82-x12.83*-y12.82* CGAATTCGGTCTACCTAGACTGTCGGGCGCGAACGATACTGA T5
T_1.83 x1.83-y1.83-x12.84*-y12.83* CACCGTTAAACTCGGTACTTTGTTCGCGTAGACGACCCTAAA T5
T_1.84 x1.84-y1.84-x12.85*-y12.84* CCGAGGCAAACTTACTATACTGAGTTCATGGAGCATTCTGAA T5
T_1.85 x1.85-y1.85-x12.86*-y12.85* CGAGAAAGCCCTTAGAAATCTGGTTGCAGAGACGATGGCTAA T5
T_1.86 x1.86-y1.86-x12.87*-y12.86* CTTACGCTAGCTTTGTAATCTGTCCACAAAGATTATCGCTCA T5
T_1.87 x1.87-y1.87-x12.88*-y12.87* CCTGCGTGACCTAGGAACCGTGGGACACTGGAGTACCAAACA T5
T_1.88 x1.88-y1.88-x12.89*-y12.88* CTACGTTCGACTTCCCTAAATGAATCAAGGGATATTAGTATA T5
T_2.1 T10-y2.1-x1.1*-T10 TTTTTTTTTTTGGCACTCACTGAGGACCACGGTTTTTTTTTT T5;R7
T_2.2 x2.2-y2.2-x1.2*-y1.1* CTGCCACGGCTTTAAATTACTGAATAGCTAGGACGTGATTAA T5;R7
T_2.3 x2.3-y2.3-x1.3*-y1.2* CATGAGCACCTTGCGTTTCATGGGTGTGTAAGATACCGACTA T5;R7
T_2.4 x2.4-y2.4-x1.4*-y1.3* CTGGGTGCCCTTGTACATCATGCAATAGCTGGACAGCGCTTA T5;R7
T_2.5 x2.5-y2.5-x1.5*-y1.4* CGAGTGAATCTCTGGTGACTTGAGCATCGTAGATACAGTACA T5;R7
T_2.6 x2.6-y2.6-x1.6*-y1.5* CGACCACGACTGTGTACTGGTGTCGCGGCTAGAGAATCGCGA T5;R7
T_2.7 x2.7-y2.7-x1.7*-y1.6* CCGACAAAGCTGAGTCTGTGTGAATATCGCGGAGACTCTACA T5;R7
T_2.8 x2.8-y2.8-x1.8*-y1.7* CCCATCCATCTGTTACATAATGCAAGTTATGGAAAGCGGGTA T5;R7
T_2.9 x2.9-y2.9-x1.9*-y1.8* CAGCGCTCCCTACAGACCGGTGATGGTCACCGAGCCAGGACA T5;R7
T_2.10 x2.10-y2.10-x1.10*-y1.9* CATACCGCTCTGACGATTTGTGGCCGTAATTGATTAGGACTA T5;R7
T_2.11 x2.11-y2.11-x1.11*-y1.10* CTGGTGATGCTGACCTTAAGTGGGCCTCCCAGACTAAACACA T5;R7
T_2.12 x2.12-y2.12-x1.12*-y1.11* CAACAAGCGCTTTGAAAGCCTGCATAAGCTTGAGTTCTACGA T5;R7
T_2.13 x2.13-y2.13-x1.13*-y1.12* CGTGCTCCTCTCACGGCACATGGATGCGCGCGAACAAAGGAA T5;R7
T_2.14 x2.14-y2.14-x1.14*-y1.13* CCTCGCAACCTCAGATAGCGTGGGTATTATCGATATATAGGA T5;R7
T_2.15 x2.15-y2.15-x1.15*-y1.14* CAACTCTACCTCAGCGGTGTTGCTTCCCGGCGAACAATGTCA T5;R7
T_2.16 x2.16-y2.16-x1.16*-y1.15* CCGAAAGAGCTCGAAACTATTGACATGGCCAGAGCATTATGA T5;R7
T_2.17 x2.17-y2.17-x1.17*-y1.16* CTCATACCTCTTCTCCAAGATGCCTGCCGAAGACAACGCCCA T5;R7
T_2.18 x2.18-y2.18-x1.18*-y1.17* CAGAGTCATCTCTACACTGTTGACACAATAAGACCTCCCTTA T5;R7
T_2.19 x2.19-y2.19-x1.19*-y1.18* CCCGGACCTCTACCCATATCTGTACTGCACTGATAACTACTA T5;R7
T_2.20 x2.20-y2.20-x1.20*-y1.19* CGAATGTATCTCTTCAGAACTGCCGGGACAGGATCCCTCAAA T5;R7
T_2.21 x2.21-y2.21-x1.21*-y1.20* CCCATCGGTCTGGTGCAACGTGGTTTAGTCAGATGTCCGGCA T5;R7
T_2.22 x2.22-y2.22-x1.22*-y1.21* CCCGGATCCCTTGTAGTTGGTGTTAAATTAGGACCGGGCTAA T5
T_2.23 x2.23-y2.23-x1.23*-y1.22* CAGCTTTAACTAGGAGGAATTGTGGGTTCGCGAAGGAGGCAA T5
T_2.24 x2.24-y2.24-x1.24*-y1.23* CTTATACCGCTGATCTGGATTGTGCTCGTATGAGCAGAGGTA T5
T_2.25 x2.25-y2.25-x1.25*-y1.24* CCAAACATTCTTGAATTCTGTGTGGACAGTCGACACGGCTTA T5
T_2.26 x2.26-y2.26-x1.26*-y1.25* CCGACGACTCTGGCGCTGAATGCGCCTCTGCGAAAGGGAGGA T5
T_2.27 x2.27-y2.27-x1.27*-y1.26* CTATACCTCCTCATAGGATGTGGACACGCAAGAGACGACTTA T5
T_2.28 x2.28-y2.28-x1.28*-y1.27* CAAGTTTAGCTGCGGCCGTCTGTATGAAAGAGAGTTATGAAA T5
T_2.29 x2.29-y2.29-x1.29*-y1.28* CGGGTAGTTCTAGCCAGTACTGCCTGAGAACGAAAGGTCGAA T5
T_2.30 x2.30-y2.30-x1.30*-y1.29* CTGGTGCATCTATAGCCCTGTGGTCTCTTGTGAAACGCGCTA T5
T_2.31 x2.31-y2.31-x1.31*-y1.30* CATACCTTACTGTGCGAAGCTGGGCTCGCATGACCGTCGTGA T5
T_2.32 x2.32-y2.32-x1.32*-y1.31* CGTTTACGACTATCTTGTGTTGGAAGGTTCAGACTCTCGTGA T5
T_2.33 x2.33-y2.33-x1.33*-y1.32* CGGTAGCCACTTGTGTACGCTGCAAAGTGTGGAACTCACTAA T5
T_2.34 x2.34-y2.34-x1.34*-y1.33* CCGAACAACCTTGGGCATATTGTCGAATATGGATTAATTCTA T5
T_2.35 x2.35-y2.35-x1.35*-y1.34* CTGTCTACTCTCTAACCAGCTGGATATCCGAGACGAAGTGCA T5
T_2.36 x2.36-y2.36-x1.36*-y1.35* CAGATATCACTACATCGCGTTGTGCGGCCTAGAGGAACTCGA T5
T_2.37 x2.37-y2.37-x1.37*-y1.36* CTTGCTCGCCTCGAGGGACATGATCCGTGCGGACAACTAATA T5
T_2.38 x2.38-y2.38-x1.38*-y1.37* CGGTTTAGACTGGGAAACTATGTCGTGACGGGAGCGTCTCAA T5



Seq_ID Domains Sequence Used in
T_2.39 x2.39-y2.39-x1.39*-y1.38* CATAAAGCCCTAGATAGCACTGGAACACCTGGATGGGTCGGA T5;R7
T_2.40 x2.40-y2.40-x1.40*-y1.39* CTGCTGTGACTAGTCTACATTGTGGACCGATGACGTCACCCA T5;R7
T_2.41 x2.41-y2.41-x1.41*-y1.40* CAATCCTCTCTACGTCTCCATGTTTATCCTTGACGCAATCTA T5;R7
T_2.42 x2.42-y2.42-x1.42*-y1.41* CTGTGGACGCTCTATGTGGTTGAATCCAACAGAACCGTGATA T5;R7
T_2.43 x2.43-y2.43-x1.43*-y1.42* CGCAATCCACTAAATTGACTTGCCATACAGAGATCCGGATTA T5;R7
T_2.44 x2.44-y2.44-x1.44*-y1.43* CGTACCAGACTCAAATTCATTGTCTAGCATAGATCACGACTA T5;R7
T_2.45 x2.45-y2.45-x1.45*-y1.44* CCACATCGCCTAATCCATCCTGGTGTACCAAGATTCTAGTTA T5;R7
T_2.46 x2.46-y2.46-x1.46*-y1.45* CGTTGGACGCTACACGAATATGTCTAGCTAAGATACTAATTA T5;R7
T_2.47 x2.47-y2.47-x1.47*-y1.46* CGGCCGGCCCTACCAGACGATGCCGCCATCCGATTAGTACAA T5;R7
T_2.48 x2.48-y2.48-x1.48*-y1.47* CGTGGGACGCTATTCATGACTGGCCCTATTGGACACGGGCCA T5;R7
T_2.49 x2.49-y2.49-x1.49*-y1.48* CAATACCGTCTCCGATGCGATGATTACACCAGAGGTCTGCAA T5;R7
T_2.50 x2.50-y2.50-x1.50*-y1.49* CGGATGAGGCTTGGATGGGCTGTAGTAAATTGAACGATCTTA T5;R7
T_2.51 x2.51-y2.51-x1.51*-y1.50* CCACATTGCCTCGCCGGCTCTGACCTACACAGAACTAGACGA T5;R7
T_2.52 x2.52-y2.52-x1.52*-y1.51* CAGTCGGGCCTGGGCCCTCATGGGCCAGGTGGACGTTCCCGA T5;R7
T_2.53 x2.53-y2.53-x1.53*-y1.52* CTAAGTAGCCTATTGAGTGGTGCGACCCAGAGAGAGGCGTAA T5;R7
T_2.54 x2.54-y2.54-x1.54*-y1.53* CGTGGGTTGCTAAAGGCAGGTGCTGGGTTGTGAAGTAGCACA T5;R7
T_2.55 x2.55-y2.55-x1.55*-y1.54* CCCGGAATTCTGAGCAGTTGTGGCGAAAGCAGATTTCTCCGA T5;R7
T_2.56 x2.56-y2.56-x1.56*-y1.55* CCAGCAAGTCTTTCTAACAGTGTGAGAAGCAGAGGCACGTGA T5;R7
T_2.57 x2.57-y2.57-x1.57*-y1.56* CACGGTGGGCTTACCTGCTTTGCCGGTGCTGGACTGATTTAA T5;R7
T_2.58 x2.58-y2.58-x1.58*-y1.57* CCGTCCCTCCTAAGTAAGAATGCGATGCGGCGAGAGAAGGTA T5;R7
T_2.59 x2.59-y2.59-x1.59*-y1.58* CTGAGCCTGCTGACCGTTTGTGGGCTCCTTCGAGCATATGGA T5
T_2.60 x2.60-y2.60-x1.60*-y1.59* CACCTTGACCTAGTGGATACTGGCCGGTACGGACTTTAAGTA T5
T_2.61 x2.61-y2.61-x1.61*-y1.60* CCTAGGATTCTAGAGCAACGTGCAGACGAATGAGCAGGATAA T5
T_2.62 x2.62-y2.62-x1.62*-y1.61* CGGCCCACGCTGCTCAGTGATGATAACTCCCGAATTTATGAA T5
T_2.63 x2.63-y2.63-x1.63*-y1.62* CTGTCGAAGCTACATAAAGTTGGCTAATAGCGATCCTGGCAA T5
T_2.64 x2.64-y2.64-x1.64*-y1.63* CCGTCAGATCTACTAAAGTGTGATCTACTGGGAAGGCGGCAA T5
T_2.65 x2.65-y2.65-x1.65*-y1.64* CTATCTGGCCTGCTGGGATTTGCCTCACGATGAGACGGGCTA T5
T_2.66 x2.66-y2.66-x1.66*-y1.65* CGAGTTCTTCTATTACTGGTTGAGGAAAGCCGATCCTCACCA T5
T_2.67 x2.67-y2.67-x1.67*-y1.66* CCCTCCCTCCTGAACCTCAATGTTAGGTTTGGAAAGGAACGA T5
T_2.68 x2.68-y2.68-x1.68*-y1.67* CAGTGTCTACTTCGGTATCATGGGAAGTACGGAATTAGCTTA T5
T_2.69 x2.69-y2.69-x1.69*-y1.68* CTCCTGGCACTCGGGACGTATGCGCCAACTGGACTATGGGCA T5
T_2.70 x2.70-y2.70-x1.70*-y1.69* CCGGGCAACCTATGAGCCGGTGCCTGATACTGACACTCTATA T5
T_2.71 x2.71-y2.71-x1.71*-y1.70* CCAAACTCACTGTGTATTCATGGTAGTACGCGATCGAGTCAA T5
T_2.72 x2.72-y2.72-x1.72*-y1.71* CTTGGTGGGCTGTGATTAAATGAAATTCCTGGAATACAAACA T5
T_2.73 x2.73-y2.73-x1.73*-y1.72* CGGAGCGCTCTGGTAACACTTGGCAAGAGATGACCAACAATA T5
T_2.74 x2.74-y2.74-x1.74*-y1.73* CACAGCTCGCTGAAAGCCAGTGTGATATAGGGATGACCTGTA T5
T_2.75 x2.75-y2.75-x1.75*-y1.74* CTAGAACGCCTGATGTAACTTGGCTTCGATTGAATACCTAAA T5
T_2.76 x2.76-y2.76-x1.76*-y1.75* CAAAGCCCTCTTCTATGGAGTGTACCTAGAAGAGACCATAAA T5;R7
T_2.77 x2.77-y2.77-x1.77*-y1.76* CGGTCGCCGCTCTTCTAGCATGGCGACCTGGGAGGACTCTTA T5;R7
T_2.78 x2.78-y2.78-x1.78*-y1.77* CCGTCTAGCCTACGGGTGTGTGGCGGTGGATGAGCGCTACCA T5;R7
T_2.79 x2.79-y2.79-x1.79*-y1.78* CCAACCACCCTGGGCGTGAATGTTCCCATTGGAAGCGGAGTA T5;R7
T_2.80 x2.80-y2.80-x1.80*-y1.79* CAGCGAGGCCTCACACGCCTTGTTTGACGAGGAGTCCATAGA T5;R7
T_2.81 x2.81-y2.81-x1.81*-y1.80* CCTGTTATGCTCAGACATAATGGGTCCGCGAGACTTATAAGA T5;R7
T_2.82 x2.82-y2.82-x1.82*-y1.81* CGACTCGCACTGCGACTTAGTGACCGAATTCGACGGCCATTA T5;R7
T_2.83 x2.83-y2.83-x1.83*-y1.82* CTGTGCGCGCTAACTCCTTATGTTTAACGGTGAGTCTAGGTA T5;R7
T_2.84 x2.84-y2.84-x1.84*-y1.83* CTGGTTAAGCTAAAGCGAACTGTTTGCCTCGGAAAGTACCGA T5;R7
T_2.85 x2.85-y2.85-x1.85*-y1.84* CAACTCAAACTCATAGCTGCTGGGCTTTCTCGAGTATAGTAA T5;R7
T_2.86 x2.86-y2.86-x1.86*-y1.85* CGGGTTCCTCTTGAGGGCCATGCTAGCGTAAGAGATTTCTAA T5;R7
T_2.87 x2.87-y2.87-x1.87*-y1.86* CGCCACTGGCTGGCCTATGCTGGTCACGCAGGAGATTACAAA T5;R7
T_2.88 x2.88-y2.88-x1.88*-y1.87* CCACCCTGCCTTACCTTACCTGTCGAACGTAGACGGTTCCTA T5;R7
T_3.1 x3.1-y3.1-x2.2*-y2.1* CACCTAGCGGCTGACCGAAATGCCGTGGCAGAGTGAGTGCCA T5;R7
T_3.2 x3.2-y3.2-x2.3*-y2.2* CGCGCATGGACTACGCGGTGTGGTGCTCATGAGTAATTTAAA T5;R7
T_3.3 x3.3-y3.3-x2.4*-y2.3* CGCTATCAACCTTGTAAGTTTGGGCACCCAGATGAAACGCAA T5;R7
T_3.4 x3.4-y3.4-x2.5*-y2.4* CATCCGAGCACTTATAACCATGATTCACTCGATGATGTACAA T5;R7
T_3.5 x3.5-y3.5-x2.6*-y2.5* CACACCGACGCTTGACGTAGTGTCGTGGTCGAAGTCACCAGA T5;R7
T_3.6 x3.6-y3.6-x2.7*-y2.6* CGACTGATGCCTCGTGCCACTGCTTTGTCGGACCAGTACACA T5;R7
T_3.7 x3.7-y3.7-x2.8*-y2.7* CGACGCGAACCTCGATGCATTGATGGATGGGACACAGACTCA T5;R7
T_3.8 x3.8-y3.8-x2.9*-y2.8* CGGGAACCAACTTAAATTTATGGGAGCGCTGATTATGTAACA T5;R7
T_3.9 x3.9-y3.9-x2.10*-y2.9* CACCTGCTTACTTTCGGAGTTGAGCGGTATGACCGGTCTGTA T5;R7
T_3.10 x3.10-y3.10-x2.11*-y2.10* CGGACTCATGCTCTCACTCCTGCATCACCAGACAAATCGTCA T5;R7
T_3.11 x3.11-y3.11-x2.12*-y2.11* CTTGGAGGCACTACGGATGATGCGCTTGTTGACTTAAGGTCA T5;R7
T_3.12 x3.12-y3.12-x2.13*-y2.12* CCGCAAACACCTATAAAGACTGAGGAGCACGAGGCTTTCAAA T5;R7
T_3.13 x3.13-y3.13-x2.14*-y2.13* CGCAGGTCCACTGGTTCCGATGGTTGCGAGGATGTGCCGTGA T5;R7
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T_3.14 x3.14-y3.14-x2.15*-y2.14* CCAAATCCGACTTGTGGCGTTGGTAGAGTTGACGCTATCTGA T5;R7
T_3.15 x3.15-y3.15-x2.16*-y2.15* CAGTCGATATCTTCGGAAGCTGCTCTTTCGGAACACCGCTGA T5;R7
T_3.16 x3.16-y3.16-x2.17*-y2.16* CCTCCTGCGGCTCGAAGGACTGAGGTATGAGAATAGTTTCGA T5;R7
T_3.17 x3.17-y3.17-x2.18*-y2.17* CAAGGAGTACCTCGTTGTATTGATGACTCTGATCTTGGAGAA T5;R7
T_3.18 x3.18-y3.18-x2.19*-y2.18* CGCAAATTTCCTTTCGTGCATGAGGTCCGGGAACAGTGTAGA T5;R7
T_3.19 x3.19-y3.19-x2.20*-y2.19* CGAAGCTGCCCTGCTTATCTTGATACATTCGAGATATGGGTA T5;R7
T_3.20 x3.20-y3.20-x2.21*-y2.20* CAGTGGAGCTCTGAGAAATGTGACCGATGGGAGTTCTGAAGA T5;R7
T_3.21 x3.21-y3.21-x2.22*-y2.21* CCTGGAACGGCTGTCTGTTATGGGATCCGGGACGTTGCACCA T5
T_3.22 x3.22-y3.22-x2.23*-y2.22* CCCGAAGACCCTGGGTCAGCTGTTAAAGCTGACCAACTACAA T5
T_3.23 x3.23-y3.23-x2.24*-y2.23* CCTAGCGTCACTCATCAACTTGCGGTATAAGAATTCCTCCTA T5
T_3.24 x3.24-y3.24-x2.25*-y2.24* CTATGCTGAGCTCAGATCCTTGAATGTTTGGAATCCAGATCA T5
T_3.25 x3.25-y3.25-x2.26*-y2.25* CGGCGAAATGCTGGTGTATGTGAGTCGTCGGACAGAATTCAA T5
T_3.26 x3.26-y3.26-x2.27*-y2.26* CCCTACCCTACTTTACAGGCTGGAGGTATAGATTCAGCGCCA T5
T_3.27 x3.27-y3.27-x2.28*-y2.27* CTGGTATGGGCTTCGGATAGTGCTAAACTTGACATCCTATGA T5
T_3.28 x3.28-y3.28-x2.29*-y2.28* CCTTATTCGGCTTACTGGATTGAACTACCCGAGACGGCCGCA T5
T_3.29 x3.29-y3.29-x2.30*-y2.29* CGTAAGGAATCTCGCGGTTCTGATGCACCAGAGTACTGGCTA T5
T_3.30 x3.30-y3.30-x2.31*-y2.30* CATGGGCAATCTACGCGTCCTGTAAGGTATGACAGGGCTATA T5
T_3.31 x3.31-y3.31-x2.32*-y2.31* CAGATTCAAGCTCCCGATGGTGTCGTAAACGAGCTTCGCACA T5
T_3.32 x3.32-y3.32-x2.33*-y2.32* CAGGTTAAGGCTGCACGTTCTGTGGCTACCGAACACAAGATA T5
T_3.33 x3.33-y3.33-x2.34*-y2.33* CACGATTCTACTGGATACGGTGGTTGTTCGGAGCGTACACAA T5
T_3.34 x3.34-y3.34-x2.35*-y2.34* CGTAAGCCAACTAAGTATCCTGAGTAGACAGAATATGCCCAA T5
T_3.35 x3.35-y3.35-x2.36*-y2.35* CTTTAAAGCTCTAATCTCGATGTGATATCTGAGCTGGTTAGA T5
T_3.36 x3.36-y3.36-x2.37*-y2.36* CGAGAGCTTACTCTAGCATTTGGCGAGCAAGAACGCGATGTA T5
T_3.37 x3.37-y3.37-x2.38*-y2.37* CTTGGATTTGCTGGCCTTATTGTCTAAACCGATGTCCCTCGA T5
T_3.38 x3.38-y3.38-x2.39*-y2.38* CTCGTAGGCCCTTATTATCGTGGGCTTTATGATAGTTTCCCA T5;R7
T_3.39 x3.39-y3.39-x2.40*-y2.39* CCGTGCTTCACTTTACTGCGTGTCACAGCAGAGTGCTATCTA T5;R7
T_3.40 x3.40-y3.40-x2.41*-y2.40* CTGTAAGAAGCTTACAGGCATGAGAGGATTGAATGTAGACTA T5;R7
T_3.41 x3.41-y3.41-x2.42*-y2.41* CACCGCTATCCTCCCACCGTTGCGTCCACAGATGGAGACGTA T5;R7
T_3.42 x3.42-y3.42-x2.43*-y2.42* CGGACGCTAACTTCAATGACTGTGGATTGCGAACCACATAGA T5;R7
T_3.43 x3.43-y3.43-x2.44*-y2.43* CCGACCAGGTCTTTAGATACTGTCTGGTACGAAGTCAATTTA T5;R7
T_3.44 x3.44-y3.44-x2.45*-y2.44* CAACAAGACGCTATACGCCCTGGCGATGTGGAATGAATTTGA T5;R7
T_3.45 x3.45-y3.45-x2.46*-y2.45* CTTCTACATCCTAAACAACATGCGTCCAACGAGGATGGATTA T5;R7
T_3.46 x3.46-y3.46-x2.47*-y2.46* CTTTCGAGCACTGTGGCTCTTGGGCCGGCCGATATTCGTGTA T5;R7
T_3.47 x3.47-y3.47-x2.48*-y2.47* CTATGTGACTCTGGAAGCTGTGCGTCCCACGATCGTCTGGTA T5;R7
T_3.48 x3.48-y3.48-x2.49*-y2.48* CTCGTAGCTTCTCAAAGCTGTGACGGTATTGAGTCATGAATA T5;R7
T_3.49 x3.49-y3.49-x2.50*-y2.49* CACGGTCCTTCTTTGCGGCCTGCCTCATCCGATCGCATCGGA T5;R7
T_3.50 x3.50-y3.50-x2.51*-y2.50* CCTTACCGCACTGTTGGGCATGGCAATGTGGAGCCCATCCAA T5;R7
T_3.51 x3.51-y3.51-x2.52*-y2.51* CGTGGAGACGCTAGCCAATGTGGCCCGACTGAGAGCCGGCGA T5;R7
T_3.52 x3.52-y3.52-x2.53*-y2.52* CGTTGATTGGCTAGTTGCCCTGGCTACTTAGATGAGGGCCCA T5;R7
T_3.53 x3.53-y3.53-x2.54*-y2.53* CTTAACAGAACTTAGTTGAGTGCAACCCACGACCACTCAATA T5;R7
T_3.54 x3.54-y3.54-x2.55*-y2.54* CTAATGGTTCCTAGGACGGCTGAATTCCGGGACCTGCCTTTA T5;R7
T_3.55 x3.55-y3.55-x2.56*-y2.55* CCAGATACCACTTGCCGGTCTGACTTGCTGGACAACTGCTCA T5;R7
T_3.56 x3.56-y3.56-x2.57*-y2.56* CGGGACGGAGCTCGCGCGCGTGCCCACCGTGACTGTTAGAAA T5;R7
T_3.57 x3.57-y3.57-x2.58*-y2.57* CTAGAAGGTACTAGCGAGAGTGGAGGGACGGAAAGCAGGTAA T5;R7
T_3.58 x3.58-y3.58-x2.59*-y2.58* CGAATCTGATCTATGCTCAATGCAGGCTCAGATTCTTACTTA T5
T_3.59 x3.59-y3.59-x2.60*-y2.59* CGTACGCAAACTCAAATACCTGGTCAAGGTGACAAACGGTCA T5
T_3.60 x3.60-y3.60-x2.61*-y2.60* CGAAGCGTGCCTGCAAAGCATGAATCCTAGGAGTATCCACTA T5
T_3.61 x3.61-y3.61-x2.62*-y2.61* CAGGGCCTGACTGGCAGAGGTGCGTGGGCCGACGTTGCTCTA T5
T_3.62 x3.62-y3.62-x2.63*-y2.62* CTACCTAGGACTACGTTCCTTGCTTCGACAGATCACTGAGCA T5
T_3.63 x3.63-y3.63-x2.64*-y2.63* CCTACGCAGGCTTCTCTAGATGATCTGACGGAACTTTATGTA T5
T_3.64 x3.64-y3.64-x2.65*-y2.64* CTGGGTCATTCTTAGTGCTGTGGCCAGATAGACACTTTAGTA T5
T_3.65 x3.65-y3.65-x2.66*-y2.65* CCTTCGTGATCTCAGTCGCCTGAAGAACTCGAAATCCCAGCA T5
T_3.66 x3.66-y3.66-x2.67*-y2.66* CCTCCCTGTCCTGTCTGCTATGGAGGGAGGGAACCAGTAATA T5
T_3.67 x3.67-y3.67-x2.68*-y2.67* CTGGGCATTGCTCGCTAGAGTGTAGACACTGATTGAGGTTCA T5
T_3.68 x3.68-y3.68-x2.69*-y2.68* CAAAGGGTAGCTTGTCAACGTGTGCCAGGAGATGATACCGAA T5
T_3.69 x3.69-y3.69-x2.70*-y2.69* CAGAGGGTGACTCTACGCTTTGGTTGCCCGGATACGTCCCGA T5
T_3.70 x3.70-y3.70-x2.71*-y2.70* CCCTGCTGGTCTTACCGACGTGTGAGTTTGGACCGGCTCATA T5
T_3.71 x3.71-y3.71-x2.72*-y2.71* CGTACATAAACTGTTTCAGATGCCCACCAAGATGAATACACA T5
T_3.72 x3.72-y3.72-x2.73*-y2.72* CTGCCGACCACTTGGGAGGGTGAGCGCTCCGATTTAATCACA T5
T_3.73 x3.73-y3.73-x2.74*-y2.73* CCGAGCAACGCTGGCACCGGTGCGAGCTGTGAAGTGTTACCA T5
T_3.74 x3.74-y3.74-x2.75*-y2.74* CAAACCACAACTCCGCCCTCTGGCGTTCTAGACTGGCTTTCA T5
T_3.75 x3.75-y3.75-x2.76*-y2.75* CCGAAGGAGTCTCTGACCAATGAGGGCTTTGAAGTTACATCA T5;R7
T_3.76 x3.76-y3.76-x2.77*-y2.76* CAGGACTCATCTAAGTGTCTTGCGGCGACCGACTCCATAGAA T5;R7
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T_3.77 x3.77-y3.77-x2.78*-y2.77* CGATTACTTTCTGTTCTATTTGGCTAGACGGATGCTAGAAGA T5;R7
T_3.78 x3.78-y3.78-x2.79*-y2.78* CGATAGTATGCTACATTGCATGGGTGGTTGGACACACCCGTA T5;R7
T_3.79 x3.79-y3.79-x2.80*-y2.79* CGCCGTTTAACTGCCTAGTATGGCCTCGCTGATTCACGCCCA T5;R7
T_3.80 x3.80-y3.80-x2.81*-y2.80* CGAACTTAAACTTGGGCTCTTGCATAACAGGAAGGCGTGTGA T5;R7
T_3.81 x3.81-y3.81-x2.82*-y2.81* CCGTCACGGACTGTTCCAGGTGTGCGAGTCGATTATGTCTGA T5;R7
T_3.82 x3.82-y3.82-x2.83*-y2.82* CTCTATTGCGCTAAATCCAATGCGCGCACAGACTAAGTCGCA T5;R7
T_3.83 x3.83-y3.83-x2.84*-y2.83* CCCGTATTACCTGTTCGCCTTGCTTAACCAGATAAGGAGTTA T5;R7
T_3.84 x3.84-y3.84-x2.85*-y2.84* CGGCTACTGTCTATCACTGCTGTTTGAGTTGAGTTCGCTTTA T5;R7
T_3.85 x3.85-y3.85-x2.86*-y2.85* CGCAATAAAGCTGGCGGTTGTGAGGAACCCGAGCAGCTATGA T5;R7
T_3.86 x3.86-y3.86-x2.87*-y2.86* CAGAGTTCAGCTACTTATATTGCCAGTGGCGATGGCCCTCAA T5;R7
T_3.87 x3.87-y3.87-x2.88*-y2.87* CCGCCGGATTCTCGATAGATTGGCAGGGTGGAGCATAGGCCA T5;R7
T_3.88 x3.88-y3.88-x2.89*-y2.88* CAGTCGCTTCCTCTAAGTATTGACACTATAGAGGTAAGGTAA T5;R7
T_4.1 T10-y4.1-x3.1*-T10 TTTTTTTTTTTCTACTATTATGCCGCTAGGTGTTTTTTTTTT T5;R7
T_4.2 x4.2-y4.2-x3.2*-y3.1* CAATATTTGCTGCGAGCCGCTGTCCATGCGCGATTTCGGTCA T5;R7
T_4.3 x4.3-y4.3-x3.3*-y3.2* CCTAGACGACTCACCAGATATGGTTGATAGCGACACCGCGTA T5;R7
T_4.4 x4.4-y4.4-x3.4*-y3.3* CCGTAGACGCTCCGTCTCAGTGTGCTCGGATGAAACTTACAA T5;R7
T_4.5 x4.5-y4.5-x3.5*-y3.4* CCCGAACACCTCCCATGCAGTGCGTCGGTGTGATGGTTATAA T5;R7
T_4.6 x4.6-y4.6-x3.6*-y3.5* CTCCCTGCTCTCGTTATTTATGGCATCAGTCGACTACGTCAA T5;R7
T_4.7 x4.7-y4.7-x3.7*-y3.6* CCGTACACTCTTCAGTTGTCTGGTTCGCGTCGAGTGGCACGA T5;R7
T_4.8 x4.8-y4.8-x3.8*-y3.7* CCGCTGATGCTAACTCATACTGTTGGTTCCCGAATGCATCGA T5;R7
T_4.9 x4.9-y4.9-x3.9*-y3.8* CTAAGGCCACTAAACGCTGCTGTAAGCAGGTGATAAATTTAA T5;R7
T_4.10 x4.10-y4.10-x3.10*-y3.9* CCTCGTATTCTACTACATCTTGCATGAGTCCGAACTCCGAAA T5;R7
T_4.11 x4.11-y4.11-x3.11*-y3.10* CGGGTCCCGCTTCTTTCAATTGTGCCTCCAAGAGGAGTGAGA T5;R7
T_4.12 x4.12-y4.12-x3.12*-y3.11* CCGAAATACCTCACGGAGACTGGTGTTTGCGGATCATCCGTA T5;R7
T_4.13 x4.13-y4.13-x3.13*-y3.12* CATACGGTACTATTTAGCAGTGTGGACCTGCGAGTCTTTATA T5;R7
T_4.14 x4.14-y4.14-x3.14*-y3.13* CCCGGGTACCTTAGATGGTATGTCGGATTTGGATCGGAACCA T5;R7
T_4.15 x4.15-y4.15-x3.15*-y3.14* CGCCCATGGCTGCCGACAGATGATATCGACTGAACGCCACAA T5;R7
T_4.16 x4.16-y4.16-x3.16*-y3.15* CTGATAACGCTATGCAGGTTTGCCGCAGGAGGAGCTTCCGAA T5;R7
T_4.17 x4.17-y4.17-x3.17*-y3.16* CTTCGGTGCCTCACCATACATGGTACTCCTTGAGTCCTTCGA T5;R7
T_4.18 x4.18-y4.18-x3.18*-y3.17* CTGTCCGCGCTTTCTTGAGTTGGAAATTTGCGAATACAACGA T5;R7
T_4.19 x4.19-y4.19-x3.19*-y3.18* CACCAACTCCTGATAGCGCGTGGGCAGCTTCGATGCACGAAA T5;R7
T_4.20 x4.20-y4.20-x3.20*-y3.19* CGAAATGTACTGCCGGCGCCTGAGCTCCACTGAAGATAAGCA T5;R7
T_4.21 x4.21-y4.21-x3.21*-y3.20* CGGCAGAAGCTTGGGTCAGGTGCCGTTCCAGGACATTTCTCA T5;R7
T_4.22 x4.22-y4.22-x3.22*-y3.21* CTTTGTCGCCTCTTAAGCAGTGGGTCTTCGGGATAACAGACA T5
T_4.23 x4.23-y4.23-x3.23*-y3.22* CTGGATGCACTCTGTCCTAGTGTGACGCTAGGAGCTGACCCA T5
T_4.24 x4.24-y4.24-x3.24*-y3.23* CTGCGGCTTCTTGCATCGTTTGCTCAGCATAGAAGTTGATGA T5
T_4.25 x4.25-y4.25-x3.25*-y3.24* CAGTAGCGCCTTCATCACCTTGCATTTCGCCGAAGGATCTGA T5
T_4.26 x4.26-y4.26-x3.26*-y3.25* CCATGTGTCCTAACATCCTTTGTAGGGTAGGGACATACACCA T5
T_4.27 x4.27-y4.27-x3.27*-y3.26* CATATGAGACTTGTGCCGTTTGCCCATACCAGAGCCTGTAAA T5
T_4.28 x4.28-y4.28-x3.28*-y3.27* CAAATGCTTCTGTGGTTGTCTGCCGAATAAGGACTATCCGAA T5
T_4.29 x4.29-y4.29-x3.29*-y3.28* CTATCGGGTCTTTATGAAACTGATTCCTTACGAATCCAGTAA T5
T_4.30 x4.30-y4.30-x3.30*-y3.29* CCGATGGTACTGCAATAGGTTGATTGCCCATGAGAACCGCGA T5
T_4.31 x4.31-y4.31-x3.31*-y3.30* CATCCGGACCTAACGACATATGCTTGAATCTGAGGACGCGTA T5
T_4.32 x4.32-y4.32-x3.32*-y3.31* CCTAAATCACTCATTGCCAATGCCTTAACCTGACCATCGGGA T5
T_4.33 x4.33-y4.33-x3.33*-y3.32* CAGCTTGAGCTATAGCAGTCTGTAGAATCGTGAGAACGTGCA T5
T_4.34 x4.34-y4.34-x3.34*-y3.33* CTTAGCTGTCTTTCATGCCCTGTTGGCTTACGACCGTATCCA T5
T_4.35 x4.35-y4.35-x3.35*-y3.34* CGAGCAGTTCTAAATTCCTTTGAGCTTTAAAGAGGATACTTA T5
T_4.36 x4.36-y4.36-x3.36*-y3.35* CTCCACTATCTATAACAACGTGTAAGCTCTCGATCGAGATTA T5
T_4.37 x4.37-y4.37-x3.37*-y3.36* CGAATAGAGCTGCTCGACTCTGCAAATCCAAGAAATGCTAGA T5
T_4.38 x4.38-y4.38-x3.38*-y3.37* CTTAACCAACTGTAAACATCTGGGCCTACGAGAATAAGGCCA T5
T_4.39 x4.39-y4.39-x3.39*-y3.38* CAAACTATCCTTATCTCGATTGTGAAGCACGGACGATAATAA T5;R7
T_4.40 x4.40-y4.40-x3.40*-y3.39* CTGGTTGCTCTGATGCGCAGTGCTTCTTACAGACGCAGTAAA T5;R7
T_4.41 x4.41-y4.41-x3.41*-y3.40* CTGCTCTCCCTAGTGGTGTCTGGATAGCGGTGATGCCTGTAA T5;R7
T_4.42 x4.42-y4.42-x3.42*-y3.41* CTACGAGATCTAACTGTGTTTGTTAGCGTCCGAACGGTGGGA T5;R7
T_4.43 x4.43-y4.43-x3.43*-y3.42* CACTGGTGGCTTCCCGTAGGTGACCTGGTCGGAGTCATTGAA T5;R7
T_4.44 x4.44-y4.44-x3.44*-y3.43* CACTTGCGACTGGTCAGACTTGCGTCTTGTTGAGTATCTAAA T5;R7
T_4.45 x4.45-y4.45-x3.45*-y3.44* CATCTTAGCCTGTCCTCTCTTGGATGTAGAAGAGGGCGTATA T5;R7
T_4.46 x4.46-y4.46-x3.46*-y3.45* CTGGGAGTGCTGTCGAGACATGTGCTCGAAAGATGTTGTTTA T5;R7
T_4.47 x4.47-y4.47-x3.47*-y3.46* CACTTACGACTGGGTGGTAGTGAGTCACATAGAAGAGCCACA T5;R7
T_4.48 x4.48-y4.48-x3.48*-y3.47* CGTACCCTGCTATTCCTACGTGAAGCTACGAGACAGCTTCCA T5;R7
T_4.49 x4.49-y4.49-x3.49*-y3.48* CCTTTCCGGCTGAAGGATTCTGAAGGACCGTGACAGCTTTGA T5;R7
T_4.50 x4.50-y4.50-x3.50*-y3.49* CTCGGGCACCTGTCCCTCCGTGTGCGGTAAGGAGGCCGCAAA T5;R7
T_4.51 x4.51-y4.51-x3.51*-y3.50* CAATCCTGCCTAACTAGGGTTGCGTCTCCACGATGCCCAACA T5;R7



Seq_ID Domains Sequence Used in
T_4.52 x4.52-y4.52-x3.52*-y3.51* CAGTCTGATCTGCGTCACTGTGCCAATCAACGACATTGGCTA T5;R7
T_4.53 x4.53-y4.53-x3.53*-y3.52* CACTCTAGACTCCATGGCGCTGTTCTGTTAAGAGGGCAACTA T5;R7
T_4.54 x4.54-y4.54-x3.54*-y3.53* CGCCCTGCGCTCACCAGTGGTGGAACCATTAGACTCAACTAA T5;R7
T_4.55 x4.55-y4.55-x3.55*-y3.54* CTTGGGATGCTCCTCGGCCATGTGGTATCTGGAGCCGTCCTA T5;R7
T_4.56 x4.56-y4.56-x3.56*-y3.55* CCCGTACCGCTAACCACGTATGCTCCGTCCCGAGACCGGCAA T5;R7
T_4.57 x4.57-y4.57-x3.57*-y3.56* CCATGGAGGCTGAATATTCCTGTACCTTCTAGACGCGCGCGA T5;R7
T_4.58 x4.58-y4.58-x3.58*-y3.57* CGCGCCACTCTACCCGGTAGTGATCAGATTCGACTCTCGCTA T5;R7
T_4.59 x4.59-y4.59-x3.59*-y3.58* CCACTCCTTCTCAAGAGGCATGTTTGCGTACGATTGAGCATA T5
T_4.60 x4.60-y4.60-x3.60*-y3.59* CGGCCCAGTCTGGTATAGGGTGGCACGCTTCGAGGTATTTGA T5
T_4.61 x4.61-y4.61-x3.61*-y3.60* CGGTCCCTTCTGTTTATATCTGTCAGGCCCTGATGCTTTGCA T5
T_4.62 x4.62-y4.62-x3.62*-y3.61* CACTAGTTCCTCTAGTCGCATGTCCTAGGTAGACCTCTGCCA T5
T_4.63 x4.63-y4.63-x3.63*-y3.62* CTATATCGCCTCGCCCAAAGTGCCTGCGTAGGAAGGAACGTA T5
T_4.64 x4.64-y4.64-x3.64*-y3.63* CTGATTAAGCTTAGCGGATATGAATGACCCAGATCTAGAGAA T5
T_4.65 x4.65-y4.65-x3.65*-y3.64* CTGTGTGGGCTTGTCCACGCTGATCACGAAGGACAGCACTAA T5
T_4.66 x4.66-y4.66-x3.66*-y3.65* CTTCCCGCCCTGTGATCTTCTGGACAGGGAGGAGGCGACTGA T5
T_4.67 x4.67-y4.67-x3.67*-y3.66* CGACTGGTACTTCCATAGACTGCAATGCCCAGATAGCAGACA T5
T_4.68 x4.68-y4.68-x3.68*-y3.67* CCCTCCTCTCTGTCCATCATTGCTACCCTTTGACTCTAGCGA T5
T_4.69 x4.69-y4.69-x3.69*-y3.68* CTAGAGTCCCTCAAGTCGGGTGTCACCCTCTGACGTTGACAA T5
T_4.70 x4.70-y4.70-x3.70*-y3.69* CTATCGCGGCTGAGTGAGTATGACCAGCAGGGAAAGCGTAGA T5
T_4.71 x4.71-y4.71-x3.71*-y3.70* CGTCTTGAGCTGGGCCCACGTGTTTATGTACGACGTCGGTAA T5
T_4.72 x4.72-y4.72-x3.72*-y3.71* CTGGGACTACTTCTGACGCATGTGGTCGGCAGATCTGAAACA T5
T_4.73 x4.73-y4.73-x3.73*-y3.72* CGTCAACATCTGAAAGTTGTTGCGTTGCTCGGACCCTCCCAA T5
T_4.74 x4.74-y4.74-x3.74*-y3.73* CAAGCAAGACTTCGGATGCTTGTTGTGGTTTGACCGGTGCCA T5
T_4.75 x4.75-y4.75-x3.75*-y3.74* CAAAGTGCTCTTGTAGACCCTGACTCCTTCGGAGAGGGCGGA T5
T_4.76 x4.76-y4.76-x3.76*-y3.75* CCACAGTGTCTGTTGTGACATGATGAGTCCTGATTGGTCAGA T5;R7
T_4.77 x4.77-y4.77-x3.77*-y3.76* CCGAAAGCGCTTCCGCGCTGTGAAAGTAATCGAAGACACTTA T5;R7
T_4.78 x4.78-y4.78-x3.78*-y3.77* CTACGTCTTCTTATAAATCGTGCATACTATCGAAATAGAACA T5;R7
T_4.79 x4.79-y4.79-x3.79*-y3.78* CTCACGCGCCTACGTATCCCTGTTAAACGGCGATGCAATGTA T5;R7
T_4.80 x4.80-y4.80-x3.80*-y3.79* CGACCCAACCTTCTTCGACTTGTTTAAGTTCGATACTAGGCA T5;R7
T_4.81 x4.81-y4.81-x3.81*-y3.80* CTGCTGACGCTAAGGAATTATGTCCGTGACGGAAGAGCCCAA T5;R7
T_4.82 x4.82-y4.82-x3.82*-y3.81* CTAGCTCAACTGATAGATGCTGCGCAATAGAGACCTGGAACA T5;R7
T_4.83 x4.83-y4.83-x3.83*-y3.82* CGTGTGGAGCTGGGAAGAGATGGTAATACGGGATTGGATTTA T5;R7
T_4.84 x4.84-y4.84-x3.84*-y3.83* CAATCGATTCTGGGCGGTCCTGACAGTAGCCGAAGGCGAACA T5;R7
T_4.85 x4.85-y4.85-x3.85*-y3.84* CATGAGTTTCTGCACATCGGTGCTTTATTGCGAGCAGTGATA T5;R7
T_4.86 x4.86-y4.86-x3.86*-y3.85* CGCGATGCCCTACTCGACATTGCTGAACTCTGACAACCGCCA T5;R7
T_4.87 x4.87-y4.87-x3.87*-y3.86* CCCAATATTCTTGGATATCGTGAATCCGGCGGAATATAAGTA T5;R7
T_4.88 x4.88-y4.88-x3.88*-y3.87* CGGGCTTCCCTATGTTACCGTGGAAGCGACTGAATCTATCGA T5;R7
T_5.1 x5.1-y5.1-x4.2*-y4.1* CTGTGCGACTCTAACGCTCATGCAAATATTGATAATAGTAGA T5;R7
T_5.2 x5.2-y5.2-x4.3*-y4.2* CGGCTGGGCACTACTTCAACTGTCGTCTAGGAGCGGCTCGCA T5;R7
T_5.3 x5.3-y5.3-x4.4*-y4.3* CAGCTACAAACTAACGTAGCTGCGTCTACGGATATCTGGTGA T5;R7
T_5.4 x5.4-y5.4-x4.5*-y4.4* CCAGCCATGACTCCTAATATTGGTGTTCGGGACTGAGACGGA T5;R7
T_5.5 x5.5-y5.5-x4.6*-y4.5* CATCGCCTTCCTCCACTCGTTGAGCAGGGAGACTGCATGGGA T5;R7
T_5.6 x5.6-y5.6-x4.7*-y4.6* CTCTTTATGGCTGAGAATGGTGAGTGTACGGATAAATAACGA T5;R7
T_5.7 x5.7-y5.7-x4.8*-y4.7* CCTGCAGGTTCTAAGGCAAGTGCATCAGCGGAGACAACTGAA T5;R7
T_5.8 x5.8-y5.8-x4.9*-y4.8* CGCTAATCGCCTTTAGCGGGTGTGGCCTTAGAGTATGAGTTA T5;R7
T_5.9 x5.9-y5.9-x4.10*-y4.9* CTGGGCGGGTCTGACCCAGCTGAATACGAGGAGCAGCGTTTA T5;R7
T_5.10 x5.10-y5.10-x4.11*-y4.10* CTCTCGAGTGCTAACTTTAATGCGGGACCCGAAGATGTAGTA T5;R7
T_5.11 x5.11-y5.11-x4.12*-y4.11* CAGAAATTTACTGCCCTTAATGGTATTTCGGAATTGAAAGAA T5;R7
T_5.12 x5.12-y5.12-x4.13*-y4.12* CTACAATGCGCTTCTTCGCCTGTACCGTATGAGTCTCCGTGA T5;R7
T_5.13 x5.13-y5.13-x4.14*-y4.13* CCACACCCTCCTCCGTGCCATGGTACCCGGGACTGCTAAATA T5;R7
T_5.14 x5.14-y5.14-x4.15*-y4.14* CAGGTTGTTTCTTGTCTACATGCCATGGGCGATACCATCTAA T5;R7
T_5.15 x5.15-y5.15-x4.16*-y4.15* CGGAAAGAACCTCGCCAACCTGCGTTATCAGATCTGTCGGCA T5;R7
T_5.16 x5.16-y5.16-x4.17*-y4.16* CTGTCGTTGGCTGAAAGTGTTGGCACCGAAGAAACCTGCATA T5;R7
T_5.17 x5.17-y5.17-x4.18*-y4.17* CCACCCATTACTTTACGCATTGCGCGGACAGATGTATGGTGA T5;R7
T_5.18 x5.18-y5.18-x4.19*-y4.18* CGCGCTCGCACTTTAAGGTCTGGAGTTGGTGAACTCAAGAAA T5;R7
T_5.19 x5.19-y5.19-x4.20*-y4.19* CGATTGTCACCTGTCTCAGCTGTACATTTCGACGCGCTATCA T5;R7
T_5.20 x5.20-y5.20-x4.21*-y4.20* CGCGTCGTTGCTTCGCCGTGTGCTTCTGCCGAGGCGCCGGCA T5;R7
T_5.21 x5.21-y5.21-x4.22*-y4.21* CAACGAAATCCTCGCGCGTGTGGCGACAAAGACCTGACCCAA T5
T_5.22 x5.22-y5.22-x4.23*-y4.22* CTACGAATGTCTGACCTTGCTGTGCATCCAGACTGCTTAAGA T5
T_5.23 x5.23-y5.23-x4.24*-y4.23* CGTGGTAATGCTGATCCACCTGAAGCCGCAGACTAGGACAGA T5
T_5.24 x5.24-y5.24-x4.25*-y4.24* CTCCGGGACACTCTGTTCAATGGCGCTACTGAAACGATGCAA T5
T_5.25 x5.25-y5.25-x4.26*-y4.25* CTAACGGAATCTTCTGAGTATGGACACATGGAAGGTGATGAA T5
T_5.26 x5.26-y5.26-x4.27*-y4.26* CAGAAGACGACTAAGATCCATGTCTCATATGAAAGGATGTTA T5
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T_5.27 x5.27-y5.27-x4.28*-y4.27* CGGCCTTGTTCTTACCCTCATGAAGCATTTGAAACGGCACAA T5
T_5.28 x5.28-y5.28-x4.29*-y4.28* CATCGGAGGCCTTCTTACGGTGACCCGATAGAGACAACCACA T5
T_5.29 x5.29-y5.29-x4.30*-y4.29* CAAAGCCAAGCTCTTACAGTTGTACCATCGGAGTTTCATAAA T5
T_5.30 x5.30-y5.30-x4.31*-y4.30* CAATTCTGCTCTAATTGCCTTGGTCCGGATGAACCTATTGCA T5
T_5.31 x5.31-y5.31-x4.32*-y4.31* CCTAAACCCACTGTAGTCATTGTGATTTAGGATATGTCGTTA T5
T_5.32 x5.32-y5.32-x4.33*-y4.32* CTACCTCCTGCTAAACACGGTGCTCAAGCTGATTGGCAATGA T5
T_5.33 x5.33-y5.33-x4.34*-y4.33* CGGAAGGAGACTAACAACTATGACAGCTAAGAGACTGCTATA T5
T_5.34 x5.34-y5.34-x4.35*-y4.34* CCCTTTGGGCCTGATCCCTCTGAACTGCTCGAGGGCATGAAA T5
T_5.35 x5.35-y5.35-x4.36*-y4.35* CTGCTCGAATCTCCAAGGAGTGATAGTGGAGAAAGGAATTTA T5
T_5.36 x5.36-y5.36-x4.37*-y4.36* CGTCCAGTAACTTCGTCCGCTGCTCTATTCGACGTTGTTATA T5
T_5.37 x5.37-y5.37-x4.38*-y4.37* CGCAAACAAGCTTTGAACGGTGTTGGTTAAGAGAGTCGAGCA T5
T_5.38 x5.38-y5.38-x4.39*-y4.38* CTAGCCGACCCTTGACTGAGTGGATAGTTTGAGATGTTTACA T5;R7
T_5.39 x5.39-y5.39-x4.40*-y4.39* CTCGATACACCTATTTCGTGTGAGCAACCAGAATCGAGATAA T5;R7
T_5.40 x5.40-y5.40-x4.41*-y4.40* CCATGGTAAGCTAGCCTATGTGGGAGAGCAGACTGCGCATCA T5;R7
T_5.41 x5.41-y5.41-x4.42*-y4.41* CTGGGCTATACTTACGTTACTGATCTCGTAGAGACACCACTA T5;R7
T_5.42 x5.42-y5.42-x4.43*-y4.42* CAATAAGATTCTCACATGATTGCCACCAGTGAAACACAGTTA T5;R7
T_5.43 x5.43-y5.43-x4.44*-y4.43* CCCTACGACGCTAATCCCGATGTCGCAAGTGACCTACGGGAA T5;R7
T_5.44 x5.44-y5.44-x4.45*-y4.44* CGGCACTCATCTGCGGGCTTTGGCTAAGATGAAGTCTGACCA T5;R7
T_5.45 x5.45-y5.45-x4.46*-y4.45* CACCTTAGGGCTTCCGCTAATGCACTCCCAGAAGAGAGGACA T5;R7
T_5.46 x5.46-y5.46-x4.47*-y4.46* CAAAGCAGAACTCTCACGCCTGTCGTAAGTGATGTCTCGACA T5;R7
T_5.47 x5.47-y5.47-x4.48*-y4.47* CGATACCGATCTTTGTCTCGTGCAGGGTACGACTACCACCCA T5;R7
T_5.48 x5.48-y5.48-x4.49*-y4.48* CCGAGACTCTCTCACCTTGTTGCCGGAAAGGACGTAGGAATA T5;R7
T_5.49 x5.49-y5.49-x4.50*-y4.49* CTGGTTCTTCCTGTCCATTATGGTGCCCGAGAGAATCCTTCA T5;R7
T_5.50 x5.50-y5.50-x4.51*-y4.50* CCTCGCGTTGCTAACATTAATGGCAGGATTGACGGAGGGACA T5;R7
T_5.51 x5.51-y5.51-x4.52*-y4.51* CTGGCATAATCTTATCCGCCTGATCAGACTGAACCCTAGTTA T5;R7
T_5.52 x5.52-y5.52-x4.53*-y4.52* CATCACTTCCCTCACTCCAATGTCTAGAGTGACAGTGACGCA T5;R7
T_5.53 x5.53-y5.53-x4.54*-y4.53* CCTACCGTGGCTTTCGTTGGTGCGCAGGGCGAGCGCCATGGA T5;R7
T_5.54 x5.54-y5.54-x4.55*-y4.54* CGAATTTCCACTTCGCGGAGTGCATCCCAAGACCACTGGTGA T5;R7
T_5.55 x5.55-y5.55-x4.56*-y4.55* CGGACGCACGCTCAAGAGCATGCGGTACGGGATGGCCGAGGA T5;R7
T_5.56 x5.56-y5.56-x4.57*-y4.56* CCAATGTCAACTTGACGGGCTGCCTCCATGGATACGTGGTTA T5;R7
T_5.57 x5.57-y5.57-x4.58*-y4.57* CGAATGAGTACTGATTGCTATGAGTGGCGCGAGGAATATTCA T5;R7
T_5.58 x5.58-y5.58-x4.59*-y4.58* CGTGTGAGACCTAAGCGTCGTGAAGGAGTGGACTACCGGGTA T5
T_5.59 x5.59-y5.59-x4.60*-y4.59* CTGATACGACCTGCTTGCTTTGACTGGGCCGATGCCTCTTGA T5
T_5.60 x5.60-y5.60-x4.61*-y4.60* CATTTGGATACTCCCTTCAGTGAAGGGACCGACCCTATACCA T5
T_5.61 x5.61-y5.61-x4.62*-y4.61* CCCTTATCTACTCGGTTACGTGGAACTAGTGAGATATAAACA T5
T_5.62 x5.62-y5.62-x4.63*-y4.62* CACGTTTGCGCTACTCGGATTGGCGATATAGATGCGACTAGA T5
T_5.63 x5.63-y5.63-x4.64*-y4.63* CAGTTCCGCTCTTATCATTATGCTTAATCAGACTTTGGGCGA T5
T_5.64 x5.64-y5.64-x4.65*-y4.64* CCATGCATGACTGCTAGGTCTGCCCACACAGATATCCGCTAA T5
T_5.65 x5.65-y5.65-x4.66*-y4.65* CGGCGTTGTTCTAGTACATATGGGCGGGAAGAGCGTGGACAA T5
T_5.66 x5.66-y5.66-x4.67*-y4.66* CCGGTGGACCCTACTATTTGTGTACCAGTCGAGAAGATCACA T5
T_5.67 x5.67-y5.67-x4.68*-y4.67* CGTTTGGCTGCTTAATTGTTTGAGAGGAGGGAGTCTATGGAA T5
T_5.68 x5.68-y5.68-x4.69*-y4.68* CAATGGCATACTAATGAGCCTGGGACTCTAGAATGATGGACA T5
T_5.69 x5.69-y5.69-x4.70*-y4.69* CATGGATATACTGACCGACCTGCCGCGATAGACCCGACTTGA T5
T_5.70 x5.70-y5.70-x4.71*-y4.70* CGCCCTCCTTCTTGTCAATTTGCTCAAGACGATACTCACTCA T5
T_5.71 x5.71-y5.71-x4.72*-y4.71* CGTTCATGACCTACCCTGCGTGTAGTCCCAGACGTGGGCCCA T5
T_5.72 x5.72-y5.72-x4.73*-y4.72* CCTCCGGACTCTCGATACTGTGATGTTGACGATGCGTCAGAA T5
T_5.73 x5.73-y5.73-x4.74*-y4.73* CGACTCGACACTCCGCATAATGTCTTGCTTGAACAACTTTCA T5
T_5.74 x5.74-y5.74-x4.75*-y4.74* CGCCGTCAAGCTGTGTGACGTGAGCACTTTGAAGCATCCGAA T5
T_5.75 x5.75-y5.75-x4.76*-y4.75* CCGAGGGCTCCTAAAGTCAATGACACTGTGGAGGGTCTACAA T5;R7
T_5.76 x5.76-y5.76-x4.77*-y4.76* CGAGGGCTGACTACTGAATTTGCGCTTTCGGATGTCACAACA T5;R7
T_5.77 x5.77-y5.77-x4.78*-y4.77* CCCATCAACACTCAGAGCGTTGAAGACGTAGACAGCGCGGAA T5;R7
T_5.78 x5.78-y5.78-x4.79*-y4.78* CACGAAAGATCTAAAGTACGTGGCGCGTGAGACGATTTATAA T5;R7
T_5.79 x5.79-y5.79-x4.80*-y4.79* CATGTGCAAGCTGTTCTCTATGGTTGGGTCGAGGGATACGTA T5;R7
T_5.80 x5.80-y5.80-x4.81*-y4.80* CCTATGCTTACTAGGACGCCTGCGTCAGCAGAAGTCGAAGAA T5;R7
T_5.81 x5.81-y5.81-x4.82*-y4.81* CAACCGACAACTTGCCCGTTTGTTGAGCTAGATAATTCCTTA T5;R7
T_5.82 x5.82-y5.82-x4.83*-y4.82* CAGACGAAAGCTTAGTTCAGTGCTCCACACGAGCATCTATCA T5;R7
T_5.83 x5.83-y5.83-x4.84*-y4.83* CATTACAGCACTGGCAGTAGTGAATCGATTGATCTCTTCCCA T5;R7
T_5.84 x5.84-y5.84-x4.85*-y4.84* CCTGCCGTGACTACTTGCCGTGAAACTCATGAGGACCGCCCA T5;R7
T_5.85 x5.85-y5.85-x4.86*-y4.85* CAATACAGCGCTATGTAAACTGGGCATCGCGACCGATGTGCA T5;R7
T_5.86 x5.86-y5.86-x4.87*-y4.86* CGCACTATATCTGACGCGCTTGAATATTGGGAATGTCGAGTA T5;R7
T_5.87 x5.87-y5.87-x4.88*-y4.87* CGCCTACGACCTCCGAACTTTGGGAAGCCCGACGATATCCAA T5;R7
T_5.88 x5.88-y5.88-x4.89*-y4.88* CCGGAAGCTTCTAGAGTCAGTGTTCGCCCGGACGGTAACATA T5;R7
T_6.1 T10-y6.1-x5.1*-T10 TTTTTTTTTTTGATGATGTCTGAGTCGCACAGTTTTTTTTTT T5;R7



Seq_ID Domains Sequence Used in
T_6.2 x6.2-y6.2-x5.2*-y5.1* CAGAGTTGCCTAAGACCCTCTGTGCCCAGCCGATGAGCGTTA T5;R7
T_6.3 x6.3-y6.3-x5.3*-y5.2* CCATAGTCACTCGGAATTCGTGTTTGTAGCTGAGTTGAAGTA T5;R7
T_6.4 x6.4-y6.4-x5.4*-y5.3* CGGTTTATTCTGTAGATACGTGTCATGGCTGGAGCTACGTTA T5;R7
T_6.5 x6.5-y6.5-x5.5*-y5.4* CGGGCATTCCTTGTCAGCCTTGGAAGGCGATGAATATTAGGA T5;R7
T_6.6 x6.6-y6.6-x5.6*-y5.5* CGGGCGGAGCTTCGTCTTAATGCCATAAAGAGAACGAGTGGA T5;R7
T_6.7 x6.7-y6.7-x5.7*-y5.6* CATCACACTCTCCAAATGTTTGAACCTGCAGGACCATTCTCA T5;R7
T_6.8 x6.8-y6.8-x5.8*-y5.7* CTAATAATGCTACGCCCTTATGGCGATTAGCGACTTGCCTTA T5;R7
T_6.9 x6.9-y6.9-x5.9*-y5.8* CGCAAATAACTTTAGTCGTTTGACCCGCCCAGACCCGCTAAA T5;R7
T_6.10 x6.10-y6.10-x5.10*-y5.9* CGGGCCTCTCTATCTTACCTTGCACTCGAGAGAGCTGGGTCA T5;R7
T_6.11 x6.11-y6.11-x5.11*-y5.10* CGTACATTCCTGATTCATATTGTAAATTTCTGATTAAAGTTA T5;R7
T_6.12 x6.12-y6.12-x5.12*-y5.11* CCGTTCTCCCTCACAACCATTGCGCATTGTAGATTAAGGGCA T5;R7
T_6.13 x6.13-y6.13-x5.13*-y5.12* CTTAAGATGCTGTACAATCATGGAGGGTGTGGAGGCGAAGAA T5;R7
T_6.14 x6.14-y6.14-x5.14*-y5.13* CGTCACAATCTGCCGACGCGTGAAACAACCTGATGGCACGGA T5;R7
T_6.15 x6.15-y6.15-x5.15*-y5.14* CCAGCCGGACTGCATACTCGTGGTTCTTTCCGATGTAGACAA T5;R7
T_6.16 x6.16-y6.16-x5.16*-y5.15* CTGTGTTAGCTACACTTGGGTGCCAACGACAGAGGTTGGCGA T5;R7
T_6.17 x6.17-y6.17-x5.17*-y5.16* CATACGGCGCTGGAATTCACTGTAATGGGTGGAACACTTTCA T5;R7
T_6.18 x6.18-y6.18-x5.18*-y5.17* CACGCGAATCTATTAACAGTTGTGCGAGCGCGAATGCGTAAA T5;R7
T_6.19 x6.19-y6.19-x5.19*-y5.18* CCTGTATGCCTATACTTGCTTGGTGACAATCGAGACCTTAAA T5;R7
T_6.20 x6.20-y6.20-x5.20*-y5.19* CCCTCTGCACTTTGGGTGTATGCAACGACGCGAGCTGAGACA T5;R7
T_6.21 x6.21-y6.21-x5.21*-y5.20* CACGCTCAGCTAGAGGCCCATGGATTTCGTTGACACGGCGAA T5;R7
T_6.22 x6.22-y6.22-x5.22*-y5.21* CTGCGGCCACTTGCTCAATATGACATTCGTAGACACGCGCGA T5
T_6.23 x6.23-y6.23-x5.23*-y5.22* CCGGGAAGGCTCCCTCCCACTGCATTACCACGAGCAAGGTCA T5
T_6.24 x6.24-y6.24-x5.24*-y5.23* CAGCGTAAACTTTGACCTTATGTGTCCCGGAGAGGTGGATCA T5
T_6.25 x6.25-y6.25-x5.25*-y5.24* CAGGATCTCCTGACCGTGTATGATTCCGTTAGATTGAACAGA T5
T_6.26 x6.26-y6.26-x5.26*-y5.25* CCATTAAGCCTACTAGACCATGTCGTCTTCTGATACTCAGAA T5
T_6.27 x6.27-y6.27-x5.27*-y5.26* CGGCGGGAACTTATTCGCTATGAACAAGGCCGATGGATCTTA T5
T_6.28 x6.28-y6.28-x5.28*-y5.27* CCGCGTAATCTTAATAGTCATGGCCTCCGATGATGAGGGTAA T5
T_6.29 x6.29-y6.29-x5.29*-y5.28* CGCAAACGACTGGAACGCGGTGCTTGGCTTTGACCGTAAGAA T5
T_6.30 x6.30-y6.30-x5.30*-y5.29* CTCGAAATACTAGCAAGGCCTGAGCAGAATTGAACTGTAAGA T5
T_6.31 x6.31-y6.31-x5.31*-y5.30* CACTGGCGTCTCAGATGACGTGTGGGTTTAGGAAGGCAATTA T5
T_6.32 x6.32-y6.32-x5.32*-y5.31* CGTGATTACCTCGCATTTCATGCAGGAGGTAGAATGACTACA T5
T_6.33 x6.33-y6.33-x5.33*-y5.32* CACTAGTGTCTAGAAGACTATGTCTCCTTCCGACCGTGTTTA T5
T_6.34 x6.34-y6.34-x5.34*-y5.33* CCTTTAGTCCTCGTTAGGGTTGGCCCAAAGGGATAGTTGTTA T5
T_6.35 x6.35-y6.35-x5.35*-y5.34* CGAACGACACTCTCACCGCGTGATTCGAGCAGAGAGGGATCA T5
T_6.36 x6.36-y6.36-x5.36*-y5.35* CCTTATAAACTAAGCAAAGGTGTTACTGGACGACTCCTTGGA T5
T_6.37 x6.37-y6.37-x5.37*-y5.36* CCACCATTTCTGCGAGTTCGTGCTTGTTTGCGAGCGGACGAA T5
T_6.38 x6.38-y6.38-x5.38*-y5.37* CAAATTACGCTGTCTACAGGTGGGTCGGCTAGACCGTTCAAA T5
T_6.39 x6.39-y6.39-x5.39*-y5.38* CCGGCCTGGCTCAAGGGAGATGGTGTATCGAGACTCAGTCAA T5;R7
T_6.40 x6.40-y6.40-x5.40*-y5.39* CCAGGGTCACTCAGGCGTGCTGCTTACCATGGACACGAAATA T5;R7
T_6.41 x6.41-y6.41-x5.41*-y5.40* CTCGTCAGACTATGACGAATTGTATAGCCCAGACATAGGCTA T5;R7
T_6.42 x6.42-y6.42-x5.42*-y5.41* CGCCCAGCGCTGAAGTTTATTGAATCTTATTGAGTAACGTAA T5;R7
T_6.43 x6.43-y6.43-x5.43*-y5.42* CCAGCTGCACTCTCGTCTAATGCGTCGTAGGGAATCATGTGA T5;R7
T_6.44 x6.44-y6.44-x5.44*-y5.43* CGCGCGCCTCTAGCCTTACGTGATGAGTGCCGATCGGGATTA T5;R7
T_6.45 x6.45-y6.45-x5.45*-y5.44* CCGACCTCTCTAAATTATAATGCCCTAAGGTGAAAGCCCGCA T5;R7
T_6.46 x6.46-y6.46-x5.46*-y5.45* CTAAAGTCCCTACAATCCTATGTTCTGCTTTGATTAGCGGAA T5;R7
T_6.47 x6.47-y6.47-x5.47*-y5.46* CCCGCCTTACTTAGGTATACTGATCGGTATCGAGGCGTGAGA T5;R7
T_6.48 x6.48-y6.48-x5.48*-y5.47* CGTTCAGCCCTAACCGGTAATGAGAGTCTCGGACGAGACAAA T5;R7
T_6.49 x6.49-y6.49-x5.49*-y5.48* CATGCGTCGCTCGCGTCAATTGGAAGAACCAGAACAAGGTGA T5;R7
T_6.50 x6.50-y6.50-x5.50*-y5.49* CGACGGTTACTCCCGAGGGTTGCAACGCGAGGATAATGGACA T5;R7
T_6.51 x6.51-y6.51-x5.51*-y5.50* CAAGTATCCCTAGAGCTACTTGATTATGCCAGATTAATGTTA T5;R7
T_6.52 x6.52-y6.52-x5.52*-y5.51* CCGAATTACCTATAGGAGTCTGGGAAGTGATGAGGCGGATAA T5;R7
T_6.53 x6.53-y6.53-x5.53*-y5.52* CATGGTTTCCTCTTTGCTGATGCCACGGTAGGATTGGAGTGA T5;R7
T_6.54 x6.54-y6.54-x5.54*-y5.53* CTAGGCGTTCTGTTTGCTCGTGTGGAAATTCGACCAACGAAA T5;R7
T_6.55 x6.55-y6.55-x5.55*-y5.54* CGTAGTCCGCTTGCACGGTATGCGTGCGTCCGACTCCGCGAA T5;R7
T_6.56 x6.56-y6.56-x5.56*-y5.55* CTCTCGAAGCTCAGAAGTGGTGTTGACATTGGATGCTCTTGA T5;R7
T_6.57 x6.57-y6.57-x5.57*-y5.56* CCGATTCCTCTACTAGTGCTTGTACTCATTCGAGCCCGTCAA T5;R7
T_6.58 x6.58-y6.58-x5.58*-y5.57* CCATCATATCTGCTGTCCAATGGTCTCACACGATAGCAATCA T5;R7
T_6.59 x6.59-y6.59-x5.59*-y5.58* CAGTCTATTCTTAAGAGATCTGGTCGTATCAGACGACGCTTA T5
T_6.60 x6.60-y6.60-x5.60*-y5.59* CACTCTCATCTCATCAGTGCTGTATCCAAATGAAAGCAAGCA T5
T_6.61 x6.61-y6.61-x5.61*-y5.60* CCACGAAGTCTGCACGATAGTGTAGATAAGGGACTGAAGGGA T5
T_6.62 x6.62-y6.62-x5.62*-y5.61* CGAGTTTATCTCCAGTAATCTGCGCAAACGTGACGTAACCGA T5
T_6.63 x6.63-y6.63-x5.63*-y5.62* CGCCAAGTACTCGGGTATCTTGAGCGGAACTGAATCCGAGTA T5
T_6.64 x6.64-y6.64-x5.64*-y5.63* CCCGTGCACCTTTGCCATGATGTCATGCATGGATAATGATAA T5



Seq_ID Domains Sequence Used in
T_6.65 x6.65-y6.65-x5.65*-y5.64* CGCCGTGCTCTCGAGGTAAATGAACAACGCCGAGACCTAGCA T5
T_6.66 x6.66-y6.66-x5.66*-y5.65* CGAACTATGCTATAAGCATGTGGGTCCACCGGATATGTACTA T5
T_6.67 x6.67-y6.67-x5.67*-y5.66* CAAACAGTACTTGCTATATTTGCAGCCAAACGACAAATAGTA T5
T_6.68 x6.68-y6.68-x5.68*-y5.67* CCGCGTTTACTCATAATAATTGTATGCCATTGAAACAATTAA T5
T_6.69 x6.69-y6.69-x5.69*-y5.68* CGCTTCTACCTATGCGATCTTGTATATCCATGAGGCTCATTA T5
T_6.70 x6.70-y6.70-x5.70*-y5.69* CTTCAGTACCTAGGTACCGTTGAAGGAGGGCGAGGTCGGTCA T5
T_6.71 x6.71-y6.71-x5.71*-y5.70* CTTAACTGACTCAATGTCTGTGGTCATGAACGAAATTGACAA T5
T_6.72 x6.72-y6.72-x5.72*-y5.71* CACTGGTCTCTAAGCTCATTTGAGTCCGGAGGACGCAGGGTA T5
T_6.73 x6.73-y6.73-x5.73*-y5.72* CGCGACCGGCTATACATCATTGTGTCGAGTCGACAGTATCGA T5
T_6.74 x6.74-y6.74-x5.74*-y5.73* CATCGTTTACTTTCCACAGGTGCTTGACGGCGATTATGCGGA T5
T_6.75 x6.75-y6.75-x5.75*-y5.74* CTTAAAGCGCTAGGTTCGGATGGAGCCCTCGGACGTCACACA T5
T_6.76 x6.76-y6.76-x5.76*-y5.75* CGGTACGGTCTGATCGCCCGTGTCAGCCCTCGATTGACTTTA T5;R7
T_6.77 x6.77-y6.77-x5.77*-y5.76* CAGAGATATCTTGTAAGGTTTGTGTTGATGGGAAATTCAGTA T5;R7
T_6.78 x6.78-y6.78-x5.78*-y5.77* CCCAAACTACTGCGACAGCTTGATCTTTCGTGAACGCTCTGA T5;R7
T_6.79 x6.79-y6.79-x5.79*-y5.78* CAAACTCTGCTGTAGTTAAATGCTTGCACATGACGTACTTTA T5;R7
T_6.80 x6.80-y6.80-x5.80*-y5.79* CGCGGCGTACTTCTATAGATTGTAAGCATAGGATAGAGAACA T5;R7
T_6.81 x6.81-y6.81-x5.81*-y5.80* CTAGAAAGGCTAGTCTAATCTGTTGTCGGTTGAGGCGTCCTA T5;R7
T_6.82 x6.82-y6.82-x5.82*-y5.81* CAACATCGTCTGCACCTCCATGCTTTCGTCTGAAACGGGCAA T5;R7
T_6.83 x6.83-y6.83-x5.83*-y5.82* CGCCCTCTACTTGCACCGTCTGTGCTGTAATGACTGAACTAA T5;R7
T_6.84 x6.84-y6.84-x5.84*-y5.83* CGCCATGGTCTTCGAATACCTGTCACGGCAGGACTACTGCCA T5;R7
T_6.85 x6.85-y6.85-x5.85*-y5.84* CCGACCCGCCTTCCCTCGGGTGCGCTGTATTGACGGCAAGTA T5;R7
T_6.86 x6.86-y6.86-x5.86*-y5.85* CGATTTAAACTAACCGCACCTGATATAGTGCGAGTTTACATA T5;R7
T_6.87 x6.87-y6.87-x5.87*-y5.86* CATTTCCCTCTGGAATAGTATGGTCGTAGGCGAAGCGCGTCA T5;R7
T_6.88 x6.88-y6.88-x5.88*-y5.87* CCCGGATGTCTTCCATTTCCTGAAGCTTCCGGAAAGTTCGGA T5;R7
T_7.1 x7.1-y7.1-x6.2*-y6.1* CGCTACGTCGCTATGGTCCGTGGCAACTCTGAGACATCATCA T5;R7
T_7.2 x7.2-y7.2-x6.3*-y6.2* CTGGCACTGGCTAACCAAATTGTGACTATGGAGAGGGTCTTA T5;R7
T_7.3 x7.3-y7.3-x6.4*-y6.3* CAATCTTGATCTCACCCTCGTGAATAAACCGACGAATTCCGA T5;R7
T_7.4 x7.4-y7.4-x6.5*-y6.4* CACCGCTGCACTAGAACAAGTGGAATGCCCGACGTATCTACA T5;R7
T_7.5 x7.5-y7.5-x6.6*-y6.5* CCCTTGTTGGCTATTCAAGTTGCTCCGCCCGAAGGCTGACAA T5;R7
T_7.6 x7.6-y7.6-x6.7*-y6.6* CGGTCTCAGACTTCACTACCTGAGTGTGATGATTAAGACGAA T5;R7
T_7.7 x7.7-y7.7-x6.8*-y6.7* CATCTGGCTGCTCCAAAGATTGCATTATTAGAAACATTTGGA T5;R7
T_7.8 x7.8-y7.8-x6.9*-y6.8* CCAGCCGCTGCTTGCCTGATTGTTATTTGCGATAAGGGCGTA T5;R7
T_7.9 x7.9-y7.9-x6.10*-y6.9* CGCTGGCGATCTAAGAAGGGTGAGAGGCCCGAAACGACTAAA T5;R7
T_7.10 x7.10-y7.10-x6.11*-y6.10* CCCGGGCAGGCTGATGCGATTGGAATGTACGAAGGTAAGATA T5;R7
T_7.11 x7.11-y7.11-x6.12*-y6.11* CCTAGATACACTATGATCGTTGGGAGAACGGAATATGAATCA T5;R7
T_7.12 x7.12-y7.12-x6.13*-y6.12* CTTTAGGGACCTGTCATCTATGCATCTTAAGAATGGTTGTGA T5;R7
T_7.13 x7.13-y7.13-x6.14*-y6.13* CGCCGGGCTGCTGGAACTGGTGATTGTGACGATGATTGTACA T5;R7
T_7.14 x7.14-y7.14-x6.15*-y6.14* CGAACTTGGTCTCATTCGGCTGTCCGGCTGGACGCGTCGGCA T5;R7
T_7.15 x7.15-y7.15-x6.16*-y6.15* CCGGAGCTTTCTATCTCCAATGCTAACACAGACGAGTATGCA T5;R7
T_7.16 x7.16-y7.16-x6.17*-y6.16* CTTGTCCATTCTGCTTATTATGCGCCGTATGACCCAAGTGTA T5;R7
T_7.17 x7.17-y7.17-x6.18*-y6.17* CTACGGCCTACTGATAATACTGATTCGCGTGAGTGAATTCCA T5;R7
T_7.18 x7.18-y7.18-x6.19*-y6.18* CCTGTCCTTACTTCAATTACTGGCATACAGGAACTGTTAATA T5;R7
T_7.19 x7.19-y7.19-x6.20*-y6.19* CCCTTCGCGGCTTCAGGACCTGTGCAGAGGGAAGCAAGTATA T5;R7
T_7.20 x7.20-y7.20-x6.21*-y6.20* CACGAGCAGTCTCGGGTCCTTGCTGAGCGTGATACACCCAAA T5;R7
T_7.21 x7.21-y7.21-x6.22*-y6.21* CTAATACTGGCTTCCTTAACTGTGGCCGCAGATGGGCCTCTA T5
T_7.22 x7.22-y7.22-x6.23*-y6.22* CACTCGTTTCCTTATGGATATGCCTTCCCGGATATTGAGCAA T5
T_7.23 x7.23-y7.23-x6.24*-y6.23* CCTTTCGGCGCTTATAAGGGTGTTTACGCTGAGTGGGAGGGA T5
T_7.24 x7.24-y7.24-x6.25*-y6.24* CAGATGGTTTCTATCCTGTATGGAGATCCTGATAAGGTCAAA T5
T_7.25 x7.25-y7.25-x6.26*-y6.25* CTCCGCGTAGCTGAAACCAGTGGCTTAATGGATACACGGTCA T5
T_7.26 x7.26-y7.26-x6.27*-y6.26* CTATATGAGCCTCTTTGTAGTGTTCCCGCCGATGGTCTAGTA T5
T_7.27 x7.27-y7.27-x6.28*-y6.27* CGCGATCGCTCTGATTATAGTGATTACGCGGATAGCGAATAA T5
T_7.28 x7.28-y7.28-x6.29*-y6.28* CCCTTCTCACCTCGGTTGGCTGTCGTTTGCGATGACTATTAA T5
T_7.29 x7.29-y7.29-x6.30*-y6.29* CGGATCCCGACTTAGAAGTATGTATTTCGAGACCGCGTTCCA T5
T_7.30 x7.30-y7.30-x6.31*-y6.30* CTGAGAAACACTGGTAACTGTGACGCCAGTGAGGCCTTGCTA T5
T_7.31 x7.31-y7.31-x6.32*-y6.31* CCTGGGCTAACTGCCCATCTTGGTAATCACGACGTCATCTGA T5
T_7.32 x7.32-y7.32-x6.33*-y6.32* CGCGGTGTTTCTGCTATATGTGACACTAGTGATGAAATGCGA T5
T_7.33 x7.33-y7.33-x6.34*-y6.33* CTATGGGAAGCTACCGTATATGGACTAAAGGATAGTCTTCTA T5
T_7.34 x7.34-y7.34-x6.35*-y6.34* CCGTGACCACCTTTGAAGAATGTGTCGTTCGAACCCTAACGA T5
T_7.35 x7.35-y7.35-x6.36*-y6.35* CAAACTTCATCTTGAAGCAATGTTTATAAGGACGCGGTGAGA T5
T_7.36 x7.36-y7.36-x6.37*-y6.36* CGTCGTATTACTTATGCCCGTGAAATGGTGGACCTTTGCTTA T5
T_7.37 x7.37-y7.37-x6.38*-y6.37* CACTAAAGAGCTAGTACTGCTGCGTAATTTGACGAACTCGCA T5
T_7.38 x7.38-y7.38-x6.39*-y6.38* CTTATAACAGCTCTTTACATTGCCAGGCCGGACCTGTAGACA T5;R7
T_7.39 x7.39-y7.39-x6.40*-y6.39* CATACGCATACTCCTGCGCCTGTGACCCTGGATCTCCCTTGA T5;R7



Seq_ID Domains Sequence Used in
T_7.40 x7.40-y7.40-x6.41*-y6.40* CATAGGAGAGCTGATTCCGGTGTCTGACGAGAGCACGCCTGA T5;R7
T_7.41 x7.41-y7.41-x6.42*-y6.41* CGACCACTAACTGTACCTACTGCGCTGGGCGAATTCGTCATA T5;R7
T_7.42 x7.42-y7.42-x6.43*-y6.42* CTTGAACCAGCTTGAAGTATTGTGCAGCTGGAATAAACTTCA T5;R7
T_7.43 x7.43-y7.43-x6.44*-y6.43* CGACGCCGATCTAAACTATTTGAGGCGCGCGATTAGACGAGA T5;R7
T_7.44 x7.44-y7.44-x6.45*-y6.44* CATCTCCAACCTAGTGCTGCTGAGAGGTCGGACGTAAGGCTA T5;R7
T_7.45 x7.45-y7.45-x6.46*-y6.45* CATGAGATTGCTGAGGCGTTTGGGACTTTAGATTATAATTTA T5;R7
T_7.46 x7.46-y7.46-x6.47*-y6.46* CAAGGAAACCCTAGGTTTGTTGTAAGGCGGGATAGGATTGTA T5;R7
T_7.47 x7.47-y7.47-x6.48*-y6.47* CTACTGCTCCCTGATCTCCTTGGGCTGAACGAGTATACCTAA T5;R7
T_7.48 x7.48-y7.48-x6.49*-y6.48* CTGAACCACTCTCTATATCATGCGACGCATGATTACCGGTTA T5;R7
T_7.49 x7.49-y7.49-x6.50*-y6.49* CGGGCTGCGGCTAATACATATGTAACCGTCGAATTGACGCGA T5;R7
T_7.50 x7.50-y7.50-x6.51*-y6.50* CTTGCCTATCCTTGGAACGTTGGGATACTTGAACCCTCGGGA T5;R7
T_7.51 x7.51-y7.51-x6.52*-y6.51* CCCAGTGCGACTGTGGGTCATGGTAATTCGGAAGTAGCTCTA T5;R7
T_7.52 x7.52-y7.52-x6.53*-y6.52* CGGCATCTCGCTTAGGCCTATGGAAACCATGAGACTCCTATA T5;R7
T_7.53 x7.53-y7.53-x6.54*-y6.53* CCGAGTGTCGCTGTCGACCTTGAACGCCTAGATCAGCAAAGA T5;R7
T_7.54 x7.54-y7.54-x6.55*-y6.54* CATTGTGCCGCTACACCCTGTGCGGACTACGACGAGCAAACA T5;R7
T_7.55 x7.55-y7.55-x6.56*-y6.55* CGAGATCAAACTCCACAGGATGCTTCGAGAGATACCGTGCAA T5;R7
T_7.56 x7.56-y7.56-x6.57*-y6.56* CTGCACGGAACTCAACGATTTGAGGAATCGGACCACTTCTGA T5;R7
T_7.57 x7.57-y7.57-x6.58*-y6.57* CATCGTCCTCCTCGTGCATTTGATATGATGGAAGCACTAGTA T5;R7
T_7.58 x7.58-y7.58-x6.59*-y6.58* CCAGGTTGTCCTGCGTCGGGTGAATAGACTGATTGGACAGCA T5
T_7.59 x7.59-y7.59-x6.60*-y6.59* CCAGCTTATTCTTGTTACTCTGATGAGAGTGAGATCTCTTAA T5
T_7.60 x7.60-y7.60-x6.61*-y6.60* CAGCCTCTCGCTGAGCGCCTTGACTTCGTGGAGCACTGATGA T5
T_7.61 x7.61-y7.61-x6.62*-y6.61* CTAAAGCTACCTTAGGTGGCTGATAAACTCGACTATCGTGCA T5
T_7.62 x7.62-y7.62-x6.63*-y6.62* CGAAACATCCCTCTCGGGCGTGTACTTGGCGAGATTACTGGA T5
T_7.63 x7.63-y7.63-x6.64*-y6.63* CACCAGCGGTCTTGGGCTACTGGTGCACGGGAAGATACCCGA T5
T_7.64 x7.64-y7.64-x6.65*-y6.64* CGGTTTGATGCTGTTCTTCTTGAGCACGGCGATCATGGCAAA T5
T_7.65 x7.65-y7.65-x6.66*-y6.65* CCGGAGCCTCCTGTACAAAGTGCATAGTTCGATTTACCTCGA T5
T_7.66 x7.66-y7.66-x6.67*-y6.66* CCTGGGAGATCTTTGAATGGTGTACTGTTTGACATGCTTATA T5
T_7.67 x7.67-y7.67-x6.68*-y6.67* CTATCTCATACTCAACTTCCTGTAAACGCGGAAATATAGCAA T5
T_7.68 x7.68-y7.68-x6.69*-y6.68* CTTTCTAAGCCTAAATTCTATGGTAGAAGCGAATTATTATGA T5
T_7.69 x7.69-y7.69-x6.70*-y6.69* CCGTAAAGGTCTATCATAGGTGGTACTGAAGAAGATCGCATA T5
T_7.70 x7.70-y7.70-x6.71*-y6.70* CACCACTGCCCTGAGCACATTGTCAGTTAAGAACGGTACCTA T5
T_7.71 x7.71-y7.71-x6.72*-y6.71* CACTTCGACGCTGTGAGTAGTGAGACCAGTGACAGACATTGA T5
T_7.72 x7.72-y7.72-x6.73*-y6.72* CATGTACTGTCTCTCAGGGATGCCGGTCGCGAAATGAGCTTA T5
T_7.73 x7.73-y7.73-x6.74*-y6.73* CTATACTGTACTAACCGTAATGTAAACGATGAATGATGTATA T5
T_7.74 x7.74-y7.74-x6.75*-y6.74* CTATTGTGACCTTTCACACCTGCGCTTTAAGACCTGTGGAAA T5
T_7.75 x7.75-y7.75-x6.76*-y6.75* CATACATTTACTTTATATTCTGACCGTACCGATCCGAACCTA T5;R7
T_7.76 x7.76-y7.76-x6.77*-y6.76* CAGATACCGGCTAAAGGACTTGATATCTCTGACGGGCGATCA T5;R7
T_7.77 x7.77-y7.77-x6.78*-y6.77* CGGATGATTCCTAGACTAGGTGTAGTTTGGGAAACCTTACAA T5;R7
T_7.78 x7.78-y7.78-x6.79*-y6.78* CGGGTCAATGCTTTACACACTGCAGAGTTTGAAGCTGTCGCA T5;R7
T_7.79 x7.79-y7.79-x6.80*-y6.79* CATTCCGAGACTTCCGAACGTGTACGCCGCGATTTAACTACA T5;R7
T_7.80 x7.80-y7.80-x6.81*-y6.80* CAAACTAAGTCTGCTCCTTGTGCCTTTCTAGAATCTATAGAA T5;R7
T_7.81 x7.81-y7.81-x6.82*-y6.81* CGGCGAATTACTGCGATAGCTGACGATGTTGAGATTAGACTA T5;R7
T_7.82 x7.82-y7.82-x6.83*-y6.82* CTACGTCGTCCTCATGACGGTGTAGAGGGCGATGGAGGTGCA T5;R7
T_7.83 x7.83-y7.83-x6.84*-y6.83* CGCTCCTGCACTCGGAGCAATGACCATGGCGAGACGGTGCAA T5;R7
T_7.84 x7.84-y7.84-x6.85*-y6.84* CCATGCCTTGCTGGGCCTGGTGGCGGGTCGGAGGTATTCGAA T5;R7
T_7.85 x7.85-y7.85-x6.86*-y6.85* CTAACTCGCCCTAACTATATTGTTTAAATCGACCCGAGGGAA T5;R7
T_7.86 x7.86-y7.86-x6.87*-y6.86* CTAGCGTTTGCTAAGTGCATTGAGGGAAATGAGGTGCGGTTA T5;R7
T_7.87 x7.87-y7.87-x6.88*-y6.87* CAAGATTCACCTTAGCTCGATGACATCCGGGATACTATTCCA T5;R7
T_7.88 x7.88-y7.88-x6.89*-y6.88* CCGGCACGACCTCTTGTACGTGTTGGGTTAGAGGAAATGGAA T5;R7
T_8.1 T10-y8.1-x7.1*-T10 TTTTTTTTTTTAACTGCTTATGCGACGTAGCGTTTTTTTTTT T5;R7
T_8.2 x8.2-y8.2-x7.2*-y7.1* CGCCGTACCCTCGAACCGCATGCCAGTGCCAGACGGACCATA T5;R7
T_8.3 x8.3-y8.3-x7.3*-y7.2* CGAAACTTCCTCAGCTGATTTGATCAAGATTGAATTTGGTTA T5;R7
T_8.4 x8.4-y8.4-x7.4*-y7.3* CCATACACACTCGCTTCTGATGTGCAGCGGTGACGAGGGTGA T5;R7
T_8.5 x8.5-y8.5-x7.5*-y7.4* CCGCGCTTGCTACCTGTAGTTGCCAACAAGGGACTTGTTCTA T5;R7
T_8.6 x8.6-y8.6-x7.6*-y7.5* CGATTGAAGCTCGACAAGTTTGTCTGAGACCGAACTTGAATA T5;R7
T_8.7 x8.7-y8.7-x7.7*-y7.6* CGGAATTTGCTGTCGCCCGGTGCAGCCAGATGAGGTAGTGAA T5;R7
T_8.8 x8.8-y8.8-x7.8*-y7.7* CTTTAGAAACTGGTTTAAACTGCAGCGGCTGGAATCTTTGGA T5;R7
T_8.9 x8.9-y8.9-x7.9*-y7.8* CCCGGCCAACTCCATTCATGTGATCGCCAGCGAATCAGGCAA T5;R7
T_8.10 x8.10-y8.10-x7.10*-y7.9* CGGATACGCCTTCCAAGCACTGCCTGCCCGGGACCCTTCTTA T5;R7
T_8.11 x8.11-y8.11-x7.11*-y7.10* CGTAATAGACTAATGTCCTTTGTGTATCTAGGAATCGCATCA T5;R7
T_8.12 x8.12-y8.12-x7.12*-y7.11* CTGCAACTCCTACAAGGCTGTGGTCCCTAAAGAACGATCATA T5;R7
T_8.13 x8.13-y8.13-x7.13*-y7.12* CATTTGGTCCTTCCGGTTGTTGCAGCCCGGCGATAGATGACA T5;R7
T_8.14 x8.14-y8.14-x7.14*-y7.13* CCGTGTCGCCTTTGTTTCCATGACCAAGTTCGACCAGTTCCA T5;R7



Seq_ID Domains Sequence Used in
T_8.15 x8.15-y8.15-x7.15*-y7.14* CAAGCTCTACTGAAGTACGTTGAAAGCTCCGGAGCCGAATGA T5;R7
T_8.16 x8.16-y8.16-x7.16*-y7.15* CCACCGATTCTATAATATATTGAATGGACAAGATTGGAGATA T5;R7
T_8.17 x8.17-y8.17-x7.17*-y7.16* CCAAAGAAACTACCTCACTATGTAGGCCGTAGATAATAAGCA T5;R7
T_8.18 x8.18-y8.18-x7.18*-y7.17* CTGTCCCAACTCAGCTCGGGTGTAAGGACAGGAGTATTATCA T5;R7
T_8.19 x8.19-y8.19-x7.19*-y7.18* CCGGAATCGCTTTCTGGTGGTGCCGCGAAGGGAGTAATTGAA T5;R7
T_8.20 x8.20-y8.20-x7.20*-y7.19* CCGGACACCCTCGCTCGACTTGACTGCTCGTGAGGTCCTGAA T5;R7
T_8.21 x8.21-y8.21-x7.21*-y7.20* CGTCACTGCCTCAATATCGGTGCCAGTATTAGAAGGACCCGA T5;R7
T_8.22 x8.22-y8.22-x7.22*-y7.21* CCGAAGGGCCTTAAAGACAGTGGAAACGAGTGAGTTAAGGAA T5
T_8.23 x8.23-y8.23-x7.23*-y7.22* CATATACGCCTCGACACGCGTGCGCCGAAAGGATATCCATAA T5
T_8.24 x8.24-y8.24-x7.24*-y7.23* CTGGCGAACCTGCGATCAGGTGAAACCATCTGACCCTTATAA T5
T_8.25 x8.25-y8.25-x7.25*-y7.24* CCTCAATCCCTGCCGGTGGGTGCTACGCGGAGATACAGGATA T5
T_8.26 x8.26-y8.26-x7.26*-y7.25* CTAGTCCCTCTTGTTATGCGTGGCTCATATAGACTGGTTTCA T5
T_8.27 x8.27-y8.27-x7.27*-y7.26* CAACACGTTCTTAACGCACGTGAGCGATCGCGACTACAAAGA T5
T_8.28 x8.28-y8.28-x7.28*-y7.27* CTGTTGTTACTATTCTTGCGTGGTGAGAAGGGACTATAATCA T5
T_8.29 x8.29-y8.29-x7.29*-y7.28* CTCTAGGTCCTCTACAATAATGTCGGGATCCGAGCCAACCGA T5
T_8.30 x8.30-y8.30-x7.30*-y7.29* CCCGTGAGACTTAGAGCAATTGTGTTTCTCAGATACTTCTAA T5
T_8.31 x8.31-y8.31-x7.31*-y7.30* CAAGTGCTACTCTAGGAGAGTGTTAGCCCAGGACAGTTACCA T5
T_8.32 x8.32-y8.32-x7.32*-y7.31* CTTGGCTGGCTCTGTACGTTTGAAACACCGCGAAGATGGGCA T5
T_8.33 x8.33-y8.33-x7.33*-y7.32* CCGCGAACGCTTCCTACCAATGCTTCCCATAGACATATAGCA T5
T_8.34 x8.34-y8.34-x7.34*-y7.33* CACCGTCGGCTACGTTTAAGTGGTGGTCACGGATATACGGTA T5
T_8.35 x8.35-y8.35-x7.35*-y7.34* CCGATAATCCTAACAAGTAATGATGAAGTTTGATTCTTCAAA T5
T_8.36 x8.36-y8.36-x7.36*-y7.35* CTTCATCCGCTGTTGCATCATGTAATACGACGATTGCTTCAA T5
T_8.37 x8.37-y8.37-x7.37*-y7.36* CGCTTGAAACTTCTGGTATTTGCTCTTTAGTGACGGGCATAA T5
T_8.38 x8.38-y8.38-x7.38*-y7.37* CCTTATGTCCTCCCTCTAAATGCTGTTATAAGAGCAGTACTA T5
T_8.39 x8.39-y8.39-x7.39*-y7.38* CTACCTAACCTCAGCCAATCTGTATGCGTATGAATGTAAAGA T5;R7
T_8.40 x8.40-y8.40-x7.40*-y7.39* CTGGCTCTACTTTCCGTCGGTGCTCTCCTATGAGGCGCAGGA T5;R7
T_8.41 x8.41-y8.41-x7.41*-y7.40* CCAGCCCAACTGTGCTATGGTGTTAGTGGTCGACCGGAATCA T5;R7
T_8.42 x8.42-y8.42-x7.42*-y7.41* CGCCAGATTCTACGCTGCGCTGCTGGTTCAAGAGTAGGTACA T5;R7
T_8.43 x8.43-y8.43-x7.43*-y7.42* CCATATGGCCTTAATTTATTTGATCGGCGTCGAATACTTCAA T5;R7
T_8.44 x8.44-y8.44-x7.44*-y7.43* CGCCAACACCTTTAGTATATTGGTTGGAGATGAAATAGTTTA T5;R7
T_8.45 x8.45-y8.45-x7.45*-y7.44* CCTAGCCTCCTAATCCCTAATGCAATCTCATGAGCAGCACTA T5;R7
T_8.46 x8.46-y8.46-x7.46*-y7.45* CAGCACTTCCTCGAACTAACTGGGTTTCCTTGAAACGCCTCA T5;R7
T_8.47 x8.47-y8.47-x7.47*-y7.46* CGATCACAACTACCGGCCCGTGGGAGCAGTAGAACAAACCTA T5;R7
T_8.48 x8.48-y8.48-x7.48*-y7.47* CGGGAACTACTGTCACAGGGTGAGTGGTTCAGAAGGAGATCA T5;R7
T_8.49 x8.49-y8.49-x7.49*-y7.48* CAGGAAAGACTCTTCAACCGTGCCGCAGCCCGATGATATAGA T5;R7
T_8.50 x8.50-y8.50-x7.50*-y7.49* CCTTTACCTCTATATTCACGTGGATAGGCAAGATATGTATTA T5;R7
T_8.51 x8.51-y8.51-x7.51*-y7.50* CGCTCAAACCTAGAATGTTATGTCGCACTGGGAACGTTCCAA T5;R7
T_8.52 x8.52-y8.52-x7.52*-y7.51* CAGACCAGCCTGGGCATAGGTGCGAGATGCCGATGACCCACA T5;R7
T_8.53 x8.53-y8.53-x7.53*-y7.52* CGATGGAGTCTAACGCGAATTGCGACACTCGGATAGGCCTAA T5;R7
T_8.54 x8.54-y8.54-x7.54*-y7.53* CTTGATTGACTAAGTTAGGATGCGGCACAATGAAGGTCGACA T5;R7
T_8.55 x8.55-y8.55-x7.55*-y7.54* CAGATACTACTCCCAATGCGTGTTTGATCTCGACAGGGTGTA T5;R7
T_8.56 x8.56-y8.56-x7.56*-y7.55* CACAAAGAACTCCTAGTGATTGTTCCGTGCAGATCCTGTGGA T5;R7
T_8.57 x8.57-y8.57-x7.57*-y7.56* CGCCGTATTCTGTCAGAGCATGGAGGACGATGAAATCGTTGA T5;R7
T_8.58 x8.58-y8.58-x7.58*-y7.57* CTTGCACCTCTTTGGAGTGTTGGACAACCTGGAAATGCACGA T5;R7
T_8.59 x8.59-y8.59-x7.59*-y7.58* CGAAGCGAGCTCTGTTTCTGTGAATAAGCTGGACCCGACGCA T5
T_8.60 x8.60-y8.60-x7.60*-y7.59* CGGGCACACCTACGGCACGCTGCGAGAGGCTGAGAGTAACAA T5
T_8.61 x8.61-y8.61-x7.61*-y7.60* CCCTCTATGCTGTATAGCTGTGGTAGCTTTAGAAGGCGCTCA T5
T_8.62 x8.62-y8.62-x7.62*-y7.61* CGTTCCGGGCTGTCAGTTCGTGGGATGTTTCGAGCCACCTAA T5
T_8.63 x8.63-y8.63-x7.63*-y7.62* CTTCGGAAACTACTCATCCGTGACCGCTGGTGACGCCCGAGA T5
T_8.64 x8.64-y8.64-x7.64*-y7.63* CATACCACGCTCACCCTAACTGCATCAAACCGAGTAGCCCAA T5
T_8.65 x8.65-y8.65-x7.65*-y7.64* CCGAGACGTCTTCACAAGCCTGGAGGCTCCGGAAGAAGAACA T5
T_8.66 x8.66-y8.66-x7.66*-y7.65* CCTTGCACACTGTCTTAACATGATCTCCCAGGACTTTGTACA T5
T_8.67 x8.67-y8.67-x7.67*-y7.66* CTTGCGATTCTCAGGACAAGTGTATGAGATAGACCATTCAAA T5
T_8.68 x8.68-y8.68-x7.68*-y7.67* CAACCTTGACTATCTAGTCTTGGCTTAGAAAGAGGAAGTTGA T5
T_8.69 x8.69-y8.69-x7.69*-y7.68* CGTTAATATCTCGACGTACCTGACCTTTACGGATAGAATTTA T5
T_8.70 x8.70-y8.70-x7.70*-y7.69* CAAGTGTGACTAAAGCGCGTTGGGCAGTGGTGACCTATGATA T5
T_8.71 x8.71-y8.71-x7.71*-y7.70* CGAATCATTCTAACTACGTGTGCGTCGAAGTGAATGTGCTCA T5
T_8.72 x8.72-y8.72-x7.72*-y7.71* CGATGATAGCTGGCAGACCATGACAGTACATGACTACTCACA T5
T_8.73 x8.73-y8.73-x7.73*-y7.72* CCAGATGGACTCCCGGAGTCTGTACAGTATAGATCCCTGAGA T5
T_8.74 x8.74-y8.74-x7.74*-y7.73* CTAGACCGCCTAGAAGGAAGTGGTCACAATAGATTACGGTTA T5
T_8.75 x8.75-y8.75-x7.75*-y7.74* CGGCTGGCGCTAGCATACGCTGTAAATGTATGAGGTGTGAAA T5
T_8.76 x8.76-y8.76-x7.76*-y7.75* CGGGTGCGACTTTGCAGATATGCCGGTATCTGAGAATATAAA T5;R7
T_8.77 x8.77-y8.77-x7.77*-y7.76* CTAGGCACTCTAGCCACTCGTGGAATCATCCGAAGTCCTTTA T5;R7



Seq_ID Domains Sequence Used in
T_8.78 x8.78-y8.78-x7.78*-y7.77* CTCGATCCACTTACGCAACTTGCATTGACCCGACCTAGTCTA T5;R7
T_8.79 x8.79-y8.79-x7.79*-y7.78* CTCCTCAGGCTGCTTCTTGTTGTCTCGGAATGAGTGTGTAAA T5;R7
T_8.80 x8.80-y8.80-x7.80*-y7.79* CTCAAACGTCTATCCCTGAATGACTTAGTTTGACGTTCGGAA T5;R7
T_8.81 x8.81-y8.81-x7.81*-y7.80* CACAAGATCCTTCAGTAAGTTGTAATTCGCCGACAAGGAGCA T5;R7
T_8.82 x8.82-y8.82-x7.82*-y7.81* CTTTCGATCCTTGCTCTGCGTGGACGACGTAGAGCTATCGCA T5;R7
T_8.83 x8.83-y8.83-x7.83*-y7.82* CGAGGCACGCTCTAAAGAGTTGTGCAGGAGCGACCGTCATGA T5;R7
T_8.84 x8.84-y8.84-x7.84*-y7.83* CTCGATCAACTGGTTGGGCGTGCAAGGCATGGATTGCTCCGA T5;R7
T_8.85 x8.85-y8.85-x7.85*-y7.84* CGGCTTTATCTGAATGATATTGGGCGAGTTAGACCAGGCCCA T5;R7
T_8.86 x8.86-y8.86-x7.86*-y7.85* CTATTTATACTACTTAACATTGCAAACGCTAGAATATAGTTA T5;R7
T_8.87 x8.87-y8.87-x7.87*-y7.86* CGCAAGGTACTTAGCACACGTGGTGAATCTTGAATGCACTTA T5;R7
T_8.88 x8.88-y8.88-x7.88*-y7.87* CTACTAAGGCTATCCTGGATTGGTCGTGCCGGATCGAGCTAA T5;R7
T_9.1 x9.1-y9.1-x8.2*-y8.1* CCACTAGACGCTACGTTGTTTGGGTACGGCGATAAGCAGTTA T5;R7
T_9.2 x9.2-y9.2-x8.3*-y8.2* CCGGGTACAACTTGTTTGTGTGGAAGTTTCGATGCGGTTCGA T5;R7
T_9.3 x9.3-y9.3-x8.4*-y8.3* CAGCCAAAGGCTTAGGAATCTGTGTGTATGGAAATCAGCTGA T5;R7
T_9.4 x9.4-y9.4-x8.5*-y8.4* CAGATCGCTGCTCGGAACCCTGCAAGCGCGGATCAGAAGCGA T5;R7
T_9.5 x9.5-y9.5-x8.6*-y8.5* CCCTTCCTCTCTCTTCTGCCTGCTTCAATCGAACTACAGGTA T5;R7
T_9.6 x9.6-y9.6-x8.7*-y8.6* CAACAGCGCTCTTTGCCGCGTGCAAATTCCGAAACTTGTCGA T5;R7
T_9.7 x9.7-y9.7-x8.8*-y8.7* CAGTATGGTTCTCCTCGACATGTTTCTAAAGACCGGGCGACA T5;R7
T_9.8 x9.8-y9.8-x8.9*-y8.8* CAGAGAATTACTTGCATATTTGTTGGCCGGGAGTTTAAACCA T5;R7
T_9.9 x9.9-y9.9-x8.10*-y8.9* CGCGCAGCCGCTCGTCGCTTTGGCGTATCCGACATGAATGGA T5;R7
T_9.10 x9.10-y9.10-x8.11*-y8.10* CAGGCCTAATCTACCTAAGCTGTCTATTACGAGTGCTTGGAA T5;R7
T_9.11 x9.11-y9.11-x8.12*-y8.11* CCCTCACCGCCTTCTGGCCGTGGAGTTGCAGAAAGGACATTA T5;R7
T_9.12 x9.12-y9.12-x8.13*-y8.12* CCAAGCGCCTCTTTATCATATGGACCAAATGACAGCCTTGTA T5;R7
T_9.13 x9.13-y9.13-x8.14*-y8.13* CTATCCGATGCTCGGCCGTTTGGCGACACGGAACAACCGGAA T5;R7
T_9.14 x9.14-y9.14-x8.15*-y8.14* CTCATTTAAGCTGACACGTTTGTAGAGCTTGATGGAAACAAA T5;R7
T_9.15 x9.15-y9.15-x8.16*-y8.15* CTTGTTTAGCCTTCTCTACATGAATCGGTGGAACGTACTTCA T5;R7
T_9.16 x9.16-y9.16-x8.17*-y8.16* CTAAGCCGCTCTCTTTAATATGTTTCTTTGGAATATATTATA T5;R7
T_9.17 x9.17-y9.17-x8.18*-y8.17* CTTTGATGTCCTTAAACCATTGTTGGGACAGATAGTGAGGTA T5;R7
T_9.18 x9.18-y9.18-x8.19*-y8.18* CACGGTTTCACTACTAAGCATGCGATTCCGGACCCGAGCTGA T5;R7
T_9.19 x9.19-y9.19-x8.20*-y8.19* CCCGTCCTTCCTGACGAGGTTGGGTGTCCGGACCACCAGAAA T5;R7
T_9.20 x9.20-y9.20-x8.21*-y8.20* CCGGGTGGCTCTGATCACCATGGCAGTGACGAAGTCGAGCGA T5;R7
T_9.21 x9.21-y9.21-x8.22*-y8.21* CTAGGCCTACCTGTGGGTTATGGCCCTTCGGACCGATATTGA T5
T_9.22 x9.22-y9.22-x8.23*-y8.22* CTCCTCATTACTCCCAGTCCTGGCGTATATGACTGTCTTTAA T5
T_9.23 x9.23-y9.23-x8.24*-y8.23* CTTATACTGCCTTGGGCGCGTGGTTCGCCAGACGCGTGTCGA T5
T_9.24 x9.24-y9.24-x8.25*-y8.24* CAAGTAGGAACTGCGCTCGATGGGATTGAGGACCTGATCGCA T5
T_9.25 x9.25-y9.25-x8.26*-y8.25* CGGAGATTCCCTGTAAGATGTGAGGGACTAGACCCACCGGCA T5
T_9.26 x9.26-y9.26-x8.27*-y8.26* CCGCTGGCAGCTGACTTGGATGAACGTGTTGACGCATAACAA T5
T_9.27 x9.27-y9.27-x8.28*-y8.27* CGGACACCTGCTACAGTATTTGTAACAACAGACGTGCGTTAA T5
T_9.28 x9.28-y9.28-x8.29*-y8.28* CTCCCACGAGCTGTACTCAATGGACCTAGAGACGCAAGAATA T5
T_9.29 x9.29-y9.29-x8.30*-y8.29* CCGATGTCAGCTGCTCCCGTTGTCTCACGGGATTATTGTAGA T5
T_9.30 x9.30-y9.30-x8.31*-y8.30* CGATCCCAGGCTGGGTGATTTGTAGCACTTGAATTGCTCTAA T5
T_9.31 x9.31-y9.31-x8.32*-y8.31* CTGAAAGTAGCTTTGCGATCTGCCAGCCAAGACTCTCCTAGA T5
T_9.32 x9.32-y9.32-x8.33*-y8.32* CAAAGACGGACTCCCTCAACTGCGTTCGCGGAAACGTACAGA T5
T_9.33 x9.33-y9.33-x8.34*-y8.33* CGAACTCACCCTTTCCGCCGTGCCGACGGTGATTGGTAGGAA T5
T_9.34 x9.34-y9.34-x8.35*-y8.34* CATAACGCCGCTCCTGATCATGGATTATCGGACTTAAACGTA T5
T_9.35 x9.35-y9.35-x8.36*-y8.35* CTGGTCCTCGCTTACTGTCGTGCGGATGAAGATTACTTGTTA T5
T_9.36 x9.36-y9.36-x8.37*-y8.36* CGGAACTACGCTTGTTCGCTTGTTTCAAGCGATGATGCAACA T5
T_9.37 x9.37-y9.37-x8.38*-y8.37* CGTAACACCACTCCTAAGAGTGGACATAAGGAAATACCAGAA T5
T_9.38 x9.38-y9.38-x8.39*-y8.38* CTACCACTCGCTCTTACCGGTGGTTAGGTAGATTTAGAGGGA T5;R7
T_9.39 x9.39-y9.39-x8.40*-y8.39* CACAGCGATGCTGGATGCTGTGTAGAGCCAGAGATTGGCTGA T5;R7
T_9.40 x9.40-y9.40-x8.41*-y8.40* CGGATGCGTTCTTTGCCCAATGTTGGGCTGGACCGACGGAAA T5;R7
T_9.41 x9.41-y9.41-x8.42*-y8.41* CTCAAGCGACCTGAGTTACGTGAATCTGGCGACCATAGCACA T5;R7
T_9.42 x9.42-y9.42-x8.43*-y8.42* CGGCTGAACACTGCCGCCCGTGGCCATATGGAGCGCAGCGTA T5;R7
T_9.43 x9.43-y9.43-x8.44*-y8.43* CTTCCGCTGTCTGATGTAGCTGGTGTTGGCGAAATAAATTAA T5;R7
T_9.44 x9.44-y9.44-x8.45*-y8.44* CCGGTAAGCACTCACAAAGGTGGAGGCTAGGAATATACTAAA T5;R7
T_9.45 x9.45-y9.45-x8.46*-y8.45* CTGTTAATGTCTGCATAACGTGGAAGTGCTGATTAGGGATTA T5;R7
T_9.46 x9.46-y9.46-x8.47*-y8.46* CATTCTGTCGCTTGGTAGATTGTTGTGATCGAGTTAGTTCGA T5;R7
T_9.47 x9.47-y9.47-x8.48*-y8.47* CTTGTGGCCTCTAATTCACATGTAGTTCCCGACGGGCCGGTA T5;R7
T_9.48 x9.48-y9.48-x8.49*-y8.48* CAAGACACATCTAACACCCATGTCTTTCCTGACCCTGTGACA T5;R7
T_9.49 x9.49-y9.49-x8.50*-y8.49* CGTCGGCGGTCTTATACCTTTGAGGTAAAGGACGGTTGAAGA T5;R7
T_9.50 x9.50-y9.50-x8.51*-y8.50* CATGAGCGAACTCTGGGACATGGTTTGAGCGACGTGAATATA T5;R7
T_9.51 x9.51-y9.51-x8.52*-y8.51* CTACTATGGCCTAGGTATGGTGGCTGGTCTGATAACATTCTA T5;R7
T_9.52 x9.52-y9.52-x8.53*-y8.52* CAATCACGGTCTCCCGCCATTGACTCCATCGACCTATGCCCA T5;R7
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T_9.53 x9.53-y9.53-x8.54*-y8.53* CGTAAATTAACTCCGACAATTGTCAATCAAGAATTCGCGTTA T5;R7
T_9.54 x9.54-y9.54-x8.55*-y8.54* CGATGGATACCTCTAATACGTGTAGTATCTGATCCTAACTTA T5;R7
T_9.55 x9.55-y9.55-x8.56*-y8.55* CCAAGGTTCACTATATACCGTGTTCTTTGTGACGCATTGGGA T5;R7
T_9.56 x9.56-y9.56-x8.57*-y8.56* CCATCGATTTCTGCTCGATTTGAATACGGCGAATCACTAGGA T5;R7
T_9.57 x9.57-y9.57-x8.58*-y8.57* CCAGCCCGCTCTACAAATGCTGAGGTGCAAGATGCTCTGACA T5;R7
T_9.58 x9.58-y9.58-x8.59*-y8.58* CCTAAGACTTCTCAGGTGCATGCTCGCTTCGAACACTCCAAA T5
T_9.59 x9.59-y9.59-x8.60*-y8.59* CCTAGCGGTCCTATTCGTCGTGGTGTGCCCGACAGAAACAGA T5
T_9.60 x9.60-y9.60-x8.61*-y8.60* CTTTGGCGGACTCTGTAATGTGCATAGAGGGAGCGTGCCGTA T5
T_9.61 x9.61-y9.61-x8.62*-y8.61* CACGCACCATCTTCCTGGCATGCCCGGAACGACAGCTATACA T5
T_9.62 x9.62-y9.62-x8.63*-y8.62* CTAGGTATCCCTCCAACAAGTGTTTCCGAAGACGAACTGACA T5
T_9.63 x9.63-y9.63-x8.64*-y8.63* CAGTGAAGCGCTACAGTGGCTGCGTGGTATGACGGATGAGTA T5
T_9.64 x9.64-y9.64-x8.65*-y8.64* CGTGGAATGTCTCTAACGATTGACGTCTCGGAGTTAGGGTGA T5
T_9.65 x9.65-y9.65-x8.66*-y8.65* CTGCTTCAGCCTACAGCCCTTGTGTGCAAGGAGGCTTGTGAA T5
T_9.66 x9.66-y9.66-x8.67*-y8.66* CGCTCAGACGCTAAACGCATTGAATCGCAAGATGTTAAGACA T5
T_9.67 x9.67-y9.67-x8.68*-y8.67* CCCGACGTTTCTACGGCATGTGTCAAGGTTGACTTGTCCTGA T5
T_9.68 x9.68-y9.68-x8.69*-y8.68* CAGACTGTGCCTAATTTCAGTGATATTAACGAAGACTAGATA T5
T_9.69 x9.69-y9.69-x8.70*-y8.69* CCAACTCTGGCTAGAGGTGGTGTCACACTTGAGGTACGTCGA T5
T_9.70 x9.70-y9.70-x8.71*-y8.70* CGGTTAGCTCCTCTTGTCAGTGAATGATTCGAACGCGCTTTA T5
T_9.71 x9.71-y9.71-x8.72*-y8.71* CTTACATAACCTCGGCCGGTTGCTATCATCGACACGTAGTTA T5
T_9.72 x9.72-y9.72-x8.73*-y8.72* CTCCAACTCCCTTTAGACGTTGTCCATCTGGATGGTCTGCCA T5
T_9.73 x9.73-y9.73-x8.74*-y8.73* CCTCTTCCGCCTTTAAACATTGGCGGTCTAGAGACTCCGGGA T5
T_9.74 x9.74-y9.74-x8.75*-y8.74* CGTGTGCAAACTAGTAATTGTGCGCCAGCCGACTTCCTTCTA T5
T_9.75 x9.75-y9.75-x8.76*-y8.75* CTGGGTAACGCTAGGTCGTTTGTCGCACCCGAGCGTATGCTA T5;R7
T_9.76 x9.76-y9.76-x8.77*-y8.76* CACTCGGCGCCTCAGGCAATTGAGTGCCTAGATATCTGCAAA T5;R7
T_9.77 x9.77-y9.77-x8.78*-y8.77* CGGCACCGTACTACGAAATTTGTGGATCGAGACGAGTGGCTA T5;R7
T_9.78 x9.78-y9.78-x8.79*-y8.78* CTCCATATTTCTTGACCAGTTGCCTGAGGAGAAGTTGCGTAA T5;R7
T_9.79 x9.79-y9.79-x8.80*-y8.79* CATATTTGAGCTCCCTTATATGACGTTTGAGAACAAGAAGCA T5;R7
T_9.80 x9.80-y9.80-x8.81*-y8.80* CTTTAATGGCCTTGGCTCGTTGGATCTTGTGATTCAGGGATA T5;R7
T_9.81 x9.81-y9.81-x8.82*-y8.81* CACGGAGGTACTACTGAGGTTGGATCGAAAGAACTTACTGAA T5;R7
T_9.82 x9.82-y9.82-x8.83*-y8.82* CGTATACCCACTTTCCATGTTGCGTGCCTCGACGCAGAGCAA T5;R7
T_9.83 x9.83-y9.83-x8.84*-y8.83* CAATGCTCTTCTGTAATCAATGTTGATCGAGAACTCTTTAGA T5;R7
T_9.84 x9.84-y9.84-x8.85*-y8.84* CAGATGGAACCTCACGTCGTTGATAAAGCCGACGCCCAACCA T5;R7
T_9.85 x9.85-y9.85-x8.86*-y8.85* CCAACGGTTGCTTATTGTTATGTATAAATAGAATATCATTCA T5;R7
T_9.86 x9.86-y9.86-x8.87*-y8.86* CAACTCACCACTATAAAGCTTGTACCTTGCGAATGTTAAGTA T5;R7
T_9.87 x9.87-y9.87-x8.88*-y8.87* CTCCCTGTGTCTTTACAAACTGCCTTAGTAGACGTGTGCTAA T5;R7
T_9.88 x9.88-y9.88-x8.89*-y8.88* CAGCACCAACCTGTCCACGGTGTTTGGTGTGAATCCAGGATA T5;R7
T_10.1 T10-y10.1-x9.1*-T10 TTTTTTTTTTTTCGGTCGATTGCGTCTAGTGGTTTTTTTTTT T5;R7
T_10.2 x10.2-y10.2-x9.2*-y9.1* CTCATCGATCTTGCGAGCCATGTTGTACCCGGAAACAACGTA T5;R7
T_10.3 x10.3-y10.3-x9.3*-y9.2* CAGCTGTTGCTATGCACTCGTGCCTTTGGCTGACACAAACAA T5;R7
T_10.4 x10.4-y10.4-x9.4*-y9.3* CCGTCGTTACTATCCCTTATTGCAGCGATCTGAGATTCCTAA T5;R7
T_10.5 x10.5-y10.5-x9.5*-y9.4* CCACCTCCACTAAGAGAACCTGAGAGGAAGGGAGGGTTCCGA T5;R7
T_10.6 x10.6-y10.6-x9.6*-y9.5* CACCGACTACTCGGCCTCATTGAGCGCTGTTGAGGCAGAAGA T5;R7
T_10.7 x10.7-y10.7-x9.7*-y9.6* CACATATGTCTCAACCTTATTGAACCATACTGACGCGGCAAA T5;R7
T_10.8 x10.8-y10.8-x9.8*-y9.7* CATCATCCACTTGACTCAAGTGTAATTCTCTGATGTCGAGGA T5;R7
T_10.9 x10.9-y10.9-x9.9*-y9.8* CGCATATACCTCTGACCCGGTGCGGCTGCGCGAAATATGCAA T5;R7
T_10.10 x10.10-y10.10-x9.10*-y9.9* CGCCCTGGACTGTGGCAAAGTGATTAGGCCTGAAAGCGACGA T5;R7
T_10.11 x10.11-y10.11-x9.11*-y9.10* CTCTGGAAACTCGATCTTACTGGCGGTGAGGGAGCTTAGGTA T5;R7
T_10.12 x10.12-y10.12-x9.12*-y9.11* CGAGCACGTCTGATCAGTCCTGAGGCGCTTGGACGGCCAGAA T5;R7
T_10.13 x10.13-y10.13-x9.13*-y9.12* CCGCCGCGGCTGGGTCGTTGTGCATCGGATAGATATGATAAA T5;R7
T_10.14 x10.14-y10.14-x9.14*-y9.13* CAACATATCCTCCGAGGGATTGCTTAAATGAGAAACGGCCGA T5;R7
T_10.15 x10.15-y10.15-x9.15*-y9.14* CACCGCATTCTGCAGACCCTTGGCTAAACAAGAAACGTGTCA T5;R7
T_10.16 x10.16-y10.16-x9.16*-y9.15* CCTGCCGAGCTGGCCGAAGGTGAGCGGCTTAGATGTAGAGAA T5;R7
T_10.17 x10.17-y10.17-x9.17*-y9.16* CATGGGCCGCTTCAAATACTTGGACATCAAAGATATTAAAGA T5;R7
T_10.18 x10.18-y10.18-x9.18*-y9.17* CCATAATTTCTCGCCGTTAGTGTGAAACCGTGAATGGTTTAA T5;R7
T_10.19 x10.19-y10.19-x9.19*-y9.18* CCCGCCAAACTATTCGTTCGTGGAAGGACGGGATGCTTAGTA T5;R7
T_10.20 x10.20-y10.20-x9.20*-y9.19* CATGCTCAACTCGCTCCAGTTGAGCCACCCGGAACCTCGTCA T5;R7
T_10.21 x10.21-y10.21-x9.21*-y9.20* CCGTTGACCCTACAAGCAAATGGTAGGCCTAGATGGTGATCA T5;R7
T_10.22 x10.22-y10.22-x9.22*-y9.21* CTATCTCTGCTATCTTCGTGTGTAATGAGGAGATAACCCACA T5
T_10.23 x10.23-y10.23-x9.23*-y9.22* CTCTTTCGACTTTCTCACAATGGCAGTATAAGAGGACTGGGA T5
T_10.24 x10.24-y10.24-x9.24*-y9.23* CCGCGTCTTCTCCGGGCTCGTGTTCCTACTTGACGCGCCCAA T5
T_10.25 x10.25-y10.25-x9.25*-y9.24* CCCGCGTGTCTGCCACGCCGTGGGAATCTCCGATCGAGCGCA T5
T_10.26 x10.26-y10.26-x9.26*-y9.25* CTAGACTTCCTCTTATGGCTTGCTGCCAGCGGACATCTTACA T5
T_10.27 x10.27-y10.27-x9.27*-y9.26* CGCTATTTACTTGCGCTGCGTGCAGGTGTCCGATCCAAGTCA T5



Seq_ID Domains Sequence Used in
T_10.28 x10.28-y10.28-x9.28*-y9.27* CGGATGGTGCTGCGGACGCGTGCTCGTGGGAGAAATACTGTA T5
T_10.29 x10.29-y10.29-x9.29*-y9.28* CTATCCCATCTCAAGGAATATGCTGACATCGGATTGAGTACA T5
T_10.30 x10.30-y10.30-x9.30*-y9.29* CCGTCCGTCCTACCCGACCATGCCTGGGATCGAACGGGAGCA T5
T_10.31 x10.31-y10.31-x9.31*-y9.30* CGCTATCTCCTGCGTTCCGTTGCTACTTTCAGAAATCACCCA T5
T_10.32 x10.32-y10.32-x9.32*-y9.31* CCCGCTATGCTCTTTGTCATTGTCCGTCTTTGAGATCGCAAA T5
T_10.33 x10.33-y10.33-x9.33*-y9.32* CGTTGATGGCTTAGCGCGTATGGGTGAGTTCGAGTTGAGGGA T5
T_10.34 x10.34-y10.34-x9.34*-y9.33* CGATTAACACTATACTCATTTGCGGCGTTATGACGGCGGAAA T5
T_10.35 x10.35-y10.35-x9.35*-y9.34* CTACAGGGACTTTCAGCGCGTGCGAGGACCAGATGATCAGGA T5
T_10.36 x10.36-y10.36-x9.36*-y9.35* CTGCGACCACTGCTGCAAGGTGCGTAGTTCCGACGACAGTAA T5
T_10.37 x10.37-y10.37-x9.37*-y9.36* CCCTCATTCCTACCCTCACCTGTGGTGTTACGAAGCGAACAA T5
T_10.38 x10.38-y10.38-x9.38*-y9.37* CGTGCAGCACTGAAGCGACATGCGAGTGGTAGACTCTTAGGA T5
T_10.39 x10.39-y10.39-x9.39*-y9.38* CCGCGCGTACTCACATTACGTGCATCGCTGTGACCGGTAAGA T5;R7
T_10.40 x10.40-y10.40-x9.40*-y9.39* CGACGTGACCTTAGAACAGGTGAACGCATCCGACAGCATCCA T5;R7
T_10.41 x10.41-y10.41-x9.41*-y9.40* CGAACAGCACTTTCACTTCTTGGTCGCTTGAGATTGGGCAAA T5;R7
T_10.42 x10.42-y10.42-x9.42*-y9.41* CATCGCTAACTAGTAGCAAATGTGTTCAGCCGACGTAACTCA T5;R7
T_10.43 x10.43-y10.43-x9.43*-y9.42* CATTACCCACTATCGCGCGTTGACAGCGGAAGACGGGCGGCA T5;R7
T_10.44 x10.44-y10.44-x9.44*-y9.43* CCCGGTATACTATACGGCCCTGTGCTTACCGGAGCTACATCA T5;R7
T_10.45 x10.45-y10.45-x9.45*-y9.44* CCTATGCCTCTGCCCAAATCTGACATTAACAGACCTTTGTGA T5;R7
T_10.46 x10.46-y10.46-x9.46*-y9.45* CGCATACTTCTCGAAACCCGTGCGACAGAATGACGTTATGCA T5;R7
T_10.47 x10.47-y10.47-x9.47*-y9.46* CGTGGACACCTCACAGGCTGTGAGGCCACAAGAATCTACCAA T5;R7
T_10.48 x10.48-y10.48-x9.48*-y9.47* CGGCTGCATCTTGGACGAGTTGATGTGTCTTGATGTGAATTA T5;R7
T_10.49 x10.49-y10.49-x9.49*-y9.48* CTGTCTGCACTGGTCCGTATTGACCGCCGACGATGGGTGTTA T5;R7
T_10.50 x10.50-y10.50-x9.50*-y9.49* CGCTTGATCCTCTTGGAACATGTTCGCTCATGAAAGGTATAA T5;R7
T_10.51 x10.51-y10.51-x9.51*-y9.50* CCTCTGACTCTCAATGCCCTTGGCCATAGTAGATGTCCCAGA T5;R7
T_10.52 x10.52-y10.52-x9.52*-y9.51* CCGGTTTGCCTGTCCAGGAGTGACCGTGATTGACCATACCTA T5;R7
T_10.53 x10.53-y10.53-x9.53*-y9.52* CAAGGACTGCTTTCTTCGCATGTTAATTTACGAATGGCGGGA T5;R7
T_10.54 x10.54-y10.54-x9.54*-y9.53* CTGCAGGCGCTGGCGGGATCTGGTATCCATCGAATTGTCGGA T5;R7
T_10.55 x10.55-y10.55-x9.55*-y9.54* CACCTTGGCCTAAGCTTGCATGTGAACCTTGGACGTATTAGA T5;R7
T_10.56 x10.56-y10.56-x9.56*-y9.55* CGACGCTTTCTCCGGACGATTGAAATCGATGGACGGTATATA T5;R7
T_10.57 x10.57-y10.57-x9.57*-y9.56* CGCGAGAACCTCCCACACCATGAGCGGGCTGGAAATCGAGCA T5;R7
T_10.58 x10.58-y10.58-x9.58*-y9.57* CCCGGTGAACTTATCAAATTTGAAGTCTTAGGAGCATTTGTA T5;R7
T_10.59 x10.59-y10.59-x9.59*-y9.58* CAAAGGCCGCTCTATCGAAGTGGACCGCTAGGATGCACCTGA T5
T_10.60 x10.60-y10.60-x9.60*-y9.59* CTCCCGATTCTGCCCGCGGTTGTCCGCCAAAGACGACGAATA T5
T_10.61 x10.61-y10.61-x9.61*-y9.60* CAGAAAGACCTTCACCGGATTGATGGTGCGTGACATTACAGA T5
T_10.62 x10.62-y10.62-x9.62*-y9.61* CTAGCTCGACTGCCTCGCGGTGGGATACCTAGATGCCAGGAA T5
T_10.63 x10.63-y10.63-x9.63*-y9.62* CCAACTGCCCTCTAGCTCTGTGCGCTTCACTGACTTGTTGGA T5
T_10.64 x10.64-y10.64-x9.64*-y9.63* CTATTTCCTCTATCCGTGGGTGACATTCCACGAGCCACTGTA T5
T_10.65 x10.65-y10.65-x9.65*-y9.64* CCCTCGGCTCTGCTTGCAAATGGCTGAAGCAGAATCGTTAGA T5
T_10.66 x10.66-y10.66-x9.66*-y9.65* CAAACGATTCTCGCCCATACTGCGTCTGAGCGAAGGGCTGTA T5
T_10.67 x10.67-y10.67-x9.67*-y9.66* CGGAATAGGCTCTCATGATATGAAACGTCGGGAATGCGTTTA T5
T_10.68 x10.68-y10.68-x9.68*-y9.67* CTCATGTTACTGCGCAGTTATGGCACAGTCTGACATGCCGTA T5
T_10.69 x10.69-y10.69-x9.69*-y9.68* CGATGCTTTCTAGTCTGCCTTGCCAGAGTTGGACTGAAATTA T5
T_10.70 x10.70-y10.70-x9.70*-y9.69* CCCTGGCCGCTCCAGACGTTTGGAGCTAACCGACCACCTCTA T5
T_10.71 x10.71-y10.71-x9.71*-y9.70* CCCGGGAATCTTGTCACAAATGGTTATGTAAGACTGACAAGA T5
T_10.72 x10.72-y10.72-x9.72*-y9.71* CATAGGAAACTTGGAACTTGTGGGAGTTGGAGAACCGGCCGA T5
T_10.73 x10.73-y10.73-x9.73*-y9.72* CAATCCGCCCTTGAAGTGGCTGGCGGAAGAGGAACGTCTAAA T5
T_10.74 x10.74-y10.74-x9.74*-y9.73* CATTTACGGCTAGGGACTGTTGTTTGCACACGAATGTTTAAA T5
T_10.75 x10.75-y10.75-x9.75*-y9.74* CGTATTATACTCTGCAGTAATGCGTTACCCAGACAATTACTA T5
T_10.76 x10.76-y10.76-x9.76*-y9.75* CCATTTAGTCTTAGCTATTGTGGCGCCGAGTGAAACGACCTA T5;R7
T_10.77 x10.77-y10.77-x9.77*-y9.76* CATTAGTGGCTTGGAGAGATTGTACGGTGCCGAATTGCCTGA T5;R7
T_10.78 x10.78-y10.78-x9.78*-y9.77* CTACCCGGGCTTCGCGCCTATGAAATATGGAGAAATTTCGTA T5;R7
T_10.79 x10.79-y10.79-x9.79*-y9.78* CTGCCAGACCTCATTCTCGTTGCTCAAATATGAACTGGTCAA T5;R7
T_10.80 x10.80-y10.80-x9.80*-y9.79* CGCAGAAGCCTATTCACCGATGGCCATTAAAGATATAAGGGA T5;R7
T_10.81 x10.81-y10.81-x9.81*-y9.80* CCCACTGTGCTCAACAGAGATGTACCTCCGTGAACGAGCCAA T5;R7
T_10.82 x10.82-y10.82-x9.82*-y9.81* CCGACCTGGCTGGAACATTATGTGGGTATACGAACCTCAGTA T5;R7
T_10.83 x10.83-y10.83-x9.83*-y9.82* CAGGCTTTACTTACTCCTATTGAAGAGCATTGAACATGGAAA T5;R7
T_10.84 x10.84-y10.84-x9.84*-y9.83* CGTCTCAATCTGCAAGGCGGTGGTTCCATCTGATTGATTACA T5;R7
T_10.85 x10.85-y10.85-x9.85*-y9.84* CAGTGGCAGCTTACTTCGAATGCAACCGTTGGAACGACGTGA T5;R7
T_10.86 x10.86-y10.86-x9.86*-y9.85* CCGGGTTCACTCAATCTCGCTGTGGTGAGTTGATAACAATAA T5;R7
T_10.87 x10.87-y10.87-x9.87*-y9.86* CCCTTTGAACTTACCTTCCCTGACACAGGGAGAAGCTTTATA T5;R7
T_10.88 x10.88-y10.88-x9.88*-y9.87* CGCTCACTTCTGCCAATTCTTGGTTGGTGCTGAGTTTGTAAA T5;R7
T_11.1 x11.1-y11.1-x10.2*-y10.1* CGCAACTTAACTGGCAAGGGTGATCGATGAGAATCGACCGAA T5;R7
T_11.2 x11.2-y11.2-x10.3*-y10.2* CCATGTTTGTCTTTATTACATGCAACAGCTGATGGCTCGCAA T5;R7



Seq_ID Domains Sequence Used in
T_11.3 x11.3-y11.3-x10.4*-y10.3* CATAGATCCTCTAACCTCCTTGTAACGACGGACGAGTGCATA T5;R7
T_11.4 x11.4-y11.4-x10.5*-y10.4* CCCGTCTGAACTCGCTAAGTTGTGGAGGTGGAATAAGGGATA T5;R7
T_11.5 x11.5-y11.5-x10.6*-y10.5* CGGGCTCTCTCTAGGTTGCATGTAGTCGGTGAGGTTCTCTTA T5;R7
T_11.6 x11.6-y11.6-x10.7*-y10.6* CGGGCAAGCTCTGTCTATAGTGACATATGTGAATGAGGCCGA T5;R7
T_11.7 x11.7-y11.7-x10.8*-y10.7* CCGTCATGTTCTTGAGATCATGTGGATGATGAATAAGGTTGA T5;R7
T_11.8 x11.8-y11.8-x10.9*-y10.8* CAAACTACGCCTGCTCATATTGGTATATGCGACTTGAGTCAA T5;R7
T_11.9 x11.9-y11.9-x10.10*-y10.9* CGGGACTGTACTCCTAACCTTGTCCAGGGCGACCGGGTCAGA T5;R7
T_11.10 x11.10-y11.10-x10.11*-y10.10* CCTGGGCCAGCTCGCAACAATGTTTCCAGAGACTTTGCCACA T5;R7
T_11.11 x11.11-y11.11-x10.12*-y10.11* CCTCGGGCCGCTCAACGCCGTGACGTGCTCGAGTAAGATCGA T5;R7
T_11.12 x11.12-y11.12-x10.13*-y10.12* CCCGTTAATACTATAGTTGATGCCGCGGCGGAGGACTGATCA T5;R7
T_11.13 x11.13-y11.13-x10.14*-y10.13* CCGGTAACCGCTATGTTCCCTGGATATGTTGACAACGACCCA T5;R7
T_11.14 x11.14-y11.14-x10.15*-y10.14* CTCACAAGAACTAATAAGAGTGAATGCGGTGAATCCCTCGGA T5;R7
T_11.15 x11.15-y11.15-x10.16*-y10.15* CGTTGTAATACTACCATTCCTGCTCGGCAGGAAGGGTCTGCA T5;R7
T_11.16 x11.16-y11.16-x10.17*-y10.16* CGAATGGTCACTCGAACCAATGCGGCCCATGACCTTCGGCCA T5;R7
T_11.17 x11.17-y11.17-x10.18*-y10.17* CTAGCTGGATCTGTCATATATGAAATTATGGAAGTATTTGAA T5;R7
T_11.18 x11.18-y11.18-x10.19*-y10.18* CACGGGCCCACTTGTTGCTTTGTTTGGCGGGACTAACGGCGA T5;R7
T_11.19 x11.19-y11.19-x10.20*-y10.19* CCTACGAGTTCTAGGAGGCGTGTTGAGCATGACGAACGAATA T5;R7
T_11.20 x11.20-y11.20-x10.21*-y10.20* CTATTCTACACTCGTCGTCATGGGTCAACGGAACTGGAGCGA T5;R7
T_11.21 x11.21-y11.21-x10.22*-y10.21* CCCAAAGGCGCTTCCAGACATGCAGAGATAGATTTGCTTGTA T5
T_11.22 x11.22-y11.22-x10.23*-y10.22* CTCGGAGCCGCTTCCCTGTCTGTCGAAAGAGACACGAAGATA T5
T_11.23 x11.23-y11.23-x10.24*-y10.23* CTGACCACGTCTTCGCGTCATGAAGACGCGGATTGTGAGAAA T5
T_11.24 x11.24-y11.24-x10.25*-y10.24* CCTACGGTGTCTCAATGTAGTGACACGCGGGACGAGCCCGGA T5
T_11.25 x11.25-y11.25-x10.26*-y10.25* CGTCAAGGCCCTTCCCTTGGTGGAAGTCTAGACGGCGTGGCA T5
T_11.26 x11.26-y11.26-x10.27*-y10.26* CACAAACTAGCTCAGACCAATGTAAATAGCGAAGCCATAAGA T5
T_11.27 x11.27-y11.27-x10.28*-y10.27* CGTTTCCGTTCTCTAAGATTTGCACCATCCGACGCAGCGCAA T5
T_11.28 x11.28-y11.28-x10.29*-y10.28* CGGGAAAGTGCTTCGCGTGCTGATGGGATAGACGCGTCCGCA T5
T_11.29 x11.29-y11.29-x10.30*-y10.29* CCGTACCTATCTTATCTCAGTGGACGGACGGATATTCCTTGA T5
T_11.30 x11.30-y11.30-x10.31*-y10.30* CTGTTGACGGCTCCGGGCACTGGAGATAGCGATGGTCGGGTA T5
T_11.31 x11.31-y11.31-x10.32*-y10.31* CTAACTTACTCTGCGTTAATTGCATAGCGGGAACGGAACGCA T5
T_11.32 x11.32-y11.32-x10.33*-y10.32* CGTATAGGAGCTTATGTTCGTGCCATCAACGAATGACAAAGA T5
T_11.33 x11.33-y11.33-x10.34*-y10.33* CACATAACTTCTTCGGGTATTGTGTTAATCGATACGCGCTAA T5
T_11.34 x11.34-y11.34-x10.35*-y10.34* CCGATAAGTCCTGACGGTTGTGTCCCTGTAGAAATGAGTATA T5
T_11.35 x11.35-y11.35-x10.36*-y10.35* CGCGAACAGACTTTCATAGTTGTGGTCGCAGACGCGCTGAAA T5
T_11.36 x11.36-y11.36-x10.37*-y10.36* CATAAACTCTCTCGGACAGTTGGAATGAGGGACCTTGCAGCA T5
T_11.37 x11.37-y11.37-x10.38*-y10.37* CCGATTCTTCCTAAAGACGATGTGCTGCACGAGGTGAGGGTA T5
T_11.38 x11.38-y11.38-x10.39*-y10.38* CAATGCTTACCTCGTAGCCATGTACGCGCGGATGTCGCTTCA T5;R7
T_11.39 x11.39-y11.39-x10.40*-y10.39* CACGAATGCCCTGGATGTTATGGTCACGTCGACGTAATGTGA T5;R7
T_11.40 x11.40-y11.40-x10.41*-y10.40* CGTTTCGCTCCTAGCAATAGTGTGCTGTTCGACCTGTTCTAA T5;R7
T_11.41 x11.41-y11.41-x10.42*-y10.41* CTTGTCTGTCCTGCCATTGCTGTTAGCGATGAAGAAGTGAAA T5;R7
T_11.42 x11.42-y11.42-x10.43*-y10.42* CGGAACTTGACTTAGCGTAGTGTGGGTAATGATTTGCTACTA T5;R7
T_11.43 x11.43-y11.43-x10.44*-y10.43* CGGACTAGGCCTGGCGTCCGTGTATACCGGGAACGCGCGATA T5;R7
T_11.44 x11.44-y11.44-x10.45*-y10.44* CAAGAGGGTACTGTTGCGGGTGAGGCATAGGAGGGCCGTATA T5;R7
T_11.45 x11.45-y11.45-x10.46*-y10.45* CCTGCTAGAACTCTGTCAAGTGAAGTATGCGAGATTTGGGCA T5;R7
T_11.46 x11.46-y11.46-x10.47*-y10.46* CCCATCTACGCTAGATACGCTGGTGTCCACGACGGGTTTCGA T5;R7
T_11.47 x11.47-y11.47-x10.48*-y10.47* CCCAATCGCCCTGAGTCGTGTGATGCAGCCGACAGCCTGTGA T5;R7
T_11.48 x11.48-y11.48-x10.49*-y10.48* CAAAGATAACCTACTAGCTATGTGCAGACAGAACTCGTCCAA T5;R7
T_11.49 x11.49-y11.49-x10.50*-y10.49* CCTTGATGGTCTCTGATTCGTGGATCAAGCGAATACGGACCA T5;R7
T_11.50 x11.50-y11.50-x10.51*-y10.50* CTTTCATGGACTGTCAATTATGAGTCAGAGGATGTTCCAAGA T5;R7
T_11.51 x11.51-y11.51-x10.52*-y10.51* CGTTAAGTCACTTTAAACGGTGGCAAACCGGAAGGGCATTGA T5;R7
T_11.52 x11.52-y11.52-x10.53*-y10.52* CTGACCGATACTATGGTTCGTGCAGTCCTTGACTCCTGGACA T5;R7
T_11.53 x11.53-y11.53-x10.54*-y10.53* CGCAGAACACCTTGTATGTGTGCGCCTGCAGATGCGAAGAAA T5;R7
T_11.54 x11.54-y11.54-x10.55*-y10.54* CGGGCTATTACTAAAGCCAATGGCCAAGGTGAGATCCCGCCA T5;R7
T_11.55 x11.55-y11.55-x10.56*-y10.55* CGGGCTAAAGCTTTAATCTATGAAAGCGTCGATGCAAGCTTA T5;R7
T_11.56 x11.56-y11.56-x10.57*-y10.56* CCCTGTACGACTCGATTCGCTGGTTCTCGCGAATCGTCCGGA T5;R7
T_11.57 x11.57-y11.57-x10.58*-y10.57* CTGGGTAGCCCTTTAGGCAATGTTCACCGGGATGGTGTGGGA T5;R7
T_11.58 x11.58-y11.58-x10.59*-y10.58* CGAATTGGCGCTGGTGGGTATGCGGCCTTTGAAATTTGATAA T5
T_11.59 x11.59-y11.59-x10.60*-y10.59* CTAGTTTATGCTTTATGCGTTGAATCGGGAGACTTCGATAGA T5
T_11.60 x11.60-y11.60-x10.61*-y10.60* CCCACCTTGTCTGCAAACGTTGGTCTTTCTGAACCGCGGGCA T5
T_11.61 x11.61-y11.61-x10.62*-y10.61* CAATATGTTGCTGGATTCGGTGTCGAGCTAGAATCCGGTGAA T5
T_11.62 x11.62-y11.62-x10.63*-y10.62* CGGTCTATTGCTCTGGACCATGGGCAGTTGGACCGCGAGGCA T5
T_11.63 x11.63-y11.63-x10.64*-y10.63* CTTCAGGAGCCTTCTTGGCGTGAGGAAATAGACAGAGCTAGA T5
T_11.64 x11.64-y11.64-x10.65*-y10.64* CGCCTGGGTTCTGGCATGATTGAGCCGAGGGACCCACGGATA T5
T_11.65 x11.65-y11.65-x10.66*-y10.65* CTATTGATTCCTGTCTTGTATGAATCGTTTGATTTGCAAGCA T5
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T_11.66 x11.66-y11.66-x10.67*-y10.66* CGCCGAAACGCTGGGTTCGATGCCTATTCCGAGTATGGGCGA T5
T_11.67 x11.67-y11.67-x10.68*-y10.67* CTAAATATACCTGTTAAGCGTGTAACATGAGATATCATGAGA T5
T_11.68 x11.68-y11.68-x10.69*-y10.68* CCTGTTGCGCCTACACGTACTGAAAGCATCGATAACTGCGCA T5
T_11.69 x11.69-y11.69-x10.70*-y10.69* CGGTAGCTGACTCGCGCGGTTGCGGCCAGGGAAGGCAGACTA T5
T_11.70 x11.70-y11.70-x10.71*-y10.70* CGTAATCTCTCTGACTTACATGATTCCCGGGAAACGTCTGGA T5
T_11.71 x11.71-y11.71-x10.72*-y10.71* CCTTACAGATCTTCCGGCACTGTTTCCTATGATTTGTGACAA T5
T_11.72 x11.72-y11.72-x10.73*-y10.72* CTGTACCGGACTCAATCAAATGGGCGGATTGACAAGTTCCAA T5
T_11.73 x11.73-y11.73-x10.74*-y10.73* CGCGTGGGATCTTGGTCACCTGCCGTAAATGAGCCACTTCAA T5
T_11.74 x11.74-y11.74-x10.75*-y10.74* CCAATTACGCCTAGTCTCGGTGTATAATACGAACAGTCCCTA T5
T_11.75 x11.75-y11.75-x10.76*-y10.75* CAAGCATGGTCTCGAGATCTTGACTAAATGGATTACTGCAGA T5;R7
T_11.76 x11.76-y11.76-x10.77*-y10.76* CAACTTCATTCTCAGTGCCCTGCCACTAATGACAATAGCTAA T5;R7
T_11.77 x11.77-y11.77-x10.78*-y10.77* CGGGCTTTACCTGCATGCTATGCCCGGGTAGAATCTCTCCAA T5;R7
T_11.78 x11.78-y11.78-x10.79*-y10.78* CGCCCGCCCACTGTCAACGGTGGTCTGGCAGATAGGCGCGAA T5;R7
T_11.79 x11.79-y11.79-x10.80*-y10.79* CTTGATCGGGCTTTCGAACCTGGCTTCTGCGAACGAGAATGA T5;R7
T_11.80 x11.80-y11.80-x10.81*-y10.80* CTTCCATCCGCTTCCTGAGCTGCACAGTGGGATCGGTGAATA T5;R7
T_11.81 x11.81-y11.81-x10.82*-y10.81* CGGGCGGTGACTGATAAGTATGCCAGGTCGGATCTCTGTTGA T5;R7
T_11.82 x11.82-y11.82-x10.83*-y10.82* CTTCTGACTTCTCGGTAAAGTGTAAAGCCTGATAATGTTCCA T5;R7
T_11.83 x11.83-y11.83-x10.84*-y10.83* CCTTGCTAACCTTCCGCGGGTGATTGAGACGAATAGGAGTAA T5;R7
T_11.84 x11.84-y11.84-x10.85*-y10.84* CTTCCGATGACTGGATTAACTGCTGCCACTGACCGCCTTGCA T5;R7
T_11.85 x11.85-y11.85-x10.86*-y10.85* CCCTGTTCTCCTTTAACCGGTGTGAACCCGGATTCGAAGTAA T5;R7
T_11.86 x11.86-y11.86-x10.87*-y10.86* CTCCAAGGTGCTTAGGATGATGTTCAAAGGGAGCGAGATTGA T5;R7
T_11.87 x11.87-y11.87-x10.88*-y10.87* CGTCGCCTACCTCGTGGACGTGAAGTGAGCGAGGGAAGGTAA T5;R7
T_11.88 x11.88-y11.88-x10.89*-y10.88* CACTTGTGAGCTCTTCCGACTGACCAGTATGAAGAATTGGCA T5;R7
T_12.1 T10-y12.1-x11.1*-T10 TTTTTTTTTTTGGGAGGGCGTGTTAAGTTGCGTTTTTTTTTT T5;R7
T_12.2 x12.2-y12.2-x11.2*-y11.1* CTTTCGAAGCTTTCGGTCCATGACAAACATGGACCCTTGCCA T5;R7
T_12.3 x12.3-y12.3-x11.3*-y11.2* CAAACGCAGCTCCTAACACCTGAGGATCTATGATGTAATAAA T5;R7
T_12.4 x12.4-y12.4-x11.4*-y11.3* CTACGACGGCTAACATGTCCTGTTCAGACGGGAAGGAGGTTA T5;R7
T_12.5 x12.5-y12.5-x11.5*-y11.4* CCACTTACCCTAGTCCTTCATGAGAGAGCCCGAACTTAGCGA T5;R7
T_12.6 x12.6-y12.6-x11.6*-y11.5* CTGTATGCACTACGCTCCATTGAGCTTGCCCGATGCAACCTA T5;R7
T_12.7 x12.7-y12.7-x11.7*-y11.6* CTAGCCATTCTAGTATAACGTGAACATGACGGACTATAGACA T5;R7
T_12.8 x12.8-y12.8-x11.8*-y11.7* CTATCGGCGCTAACCGTTAATGGCGTAGTTTGATGATCTCAA T5;R7
T_12.9 x12.9-y12.9-x11.9*-y11.8* CCCTGACAACTATCATGGCTTGTACAGTCCCGAATATGAGCA T5;R7
T_12.10 x12.10-y12.10-x11.10*-y11.9* CCCTGCCGTCTGGCCGCGAGTGCTGGCCCAGGAAGGTTAGGA T5;R7
T_12.11 x12.11-y12.11-x11.11*-y11.10* CGGCATAGGCTCGGATAAAGTGCGGCCCGAGGATTGTTGCGA T5;R7
T_12.12 x12.12-y12.12-x11.12*-y11.11* CTGCAACATCTCCTAAGGCCTGTATTAACGGGACGGCGTTGA T5;R7
T_12.13 x12.13-y12.13-x11.13*-y11.12* CGTGGCGGGCTCGGAATAAATGCGGTTACCGGATCAACTATA T5;R7
T_12.14 x12.14-y12.14-x11.14*-y11.13* CCTAGCTTCCTGCAGCCTACTGTTCTTGTGAGAGGGAACATA T5;R7
T_12.15 x12.15-y12.15-x11.15*-y11.14* CATCTTGTACTGACGAATAATGTATTACAACGACTCTTATTA T5;R7
T_12.16 x12.16-y12.16-x11.16*-y11.15* CCTTTCCCACTTGCAACCACTGTGACCATTCGAGGAATGGTA T5;R7
T_12.17 x12.17-y12.17-x11.17*-y11.16* CCAGGGCTACTCAGCCCAGGTGATCCAGCTAGATTGGTTCGA T5;R7
T_12.18 x12.18-y12.18-x11.18*-y11.17* CATTGTTAGCTGGAGTAGCGTGTGGGCCCGTGATATATGACA T5;R7
T_12.19 x12.19-y12.19-x11.19*-y11.18* CATTGATGTCTTTAGGACGTTGAACTCGTAGGAAAGCAACAA T5;R7
T_12.20 x12.20-y12.20-x11.20*-y11.19* CCCTGGTGCCTGCCTGTGCGTGTGTAGAATAGACGCCTCCTA T5;R7
T_12.21 x12.21-y12.21-x11.21*-y11.20* CATCGACTTCTTATGTGCGGTGCGCCTTTGGGATGACGACGA T5;R7
T_12.22 x12.22-y12.22-x11.22*-y11.21* CCTTGAGGCCTCTTCAGCGTTGCGGCTCCGAGATGTCTGGAA T5
T_12.23 x12.23-y12.23-x11.23*-y11.22* CGACGCTACCTGCCGATCCATGACGTGGTCAGAGACAGGGAA T5
T_12.24 x12.24-y12.24-x11.24*-y11.23* CTCGGCGAGCTGGAAGGCACTGACACCGTAGGATGACGCGAA T5
T_12.25 x12.25-y12.25-x11.25*-y11.24* CGACAGGCACTTCAGGGAACTGGGCCTTGACGACTACATTGA T5
T_12.26 x12.26-y12.26-x11.26*-y11.25* CTGAGCTGACTGGGTAGGTTTGCTAGTTTGTGACCAAGGGAA T5
T_12.27 x12.27-y12.27-x11.27*-y11.26* CAAGTCTTCCTCCTCTACGGTGAACGGAAACGATTGGTCTGA T5
T_12.28 x12.28-y12.28-x11.28*-y11.27* CCGCAAGAGCTCTGCAAGTTTGCACTTTCCCGAAATCTTAGA T5
T_12.29 x12.29-y12.29-x11.29*-y11.28* CTATTTGACCTCAATTTGTATGATAGGTACGGAGCACGCGAA T5
T_12.30 x12.30-y12.30-x11.30*-y11.29* CGACGTTACCTCATTGGACGTGCCGTCAACAGACTGAGATAA T5
T_12.31 x12.31-y12.31-x11.31*-y11.30* CGCGATACACTGCTCCTGCTTGAGTAAGTTAGAGTGCCCGGA T5
T_12.32 x12.32-y12.32-x11.32*-y11.31* CCACCCGCGCTATGATATATTGCTCCTATACGAATTAACGCA T5
T_12.33 x12.33-y12.33-x11.33*-y11.32* CATTCTTCCCTGGGTTGGTATGAAGTTATGTGACGAACATAA T5
T_12.34 x12.34-y12.34-x11.34*-y11.33* CCCTGGCTCCTTGGCAAATCTGGACTTATCGGAATACCCGAA T5
T_12.35 x12.35-y12.35-x11.35*-y11.34* CATCACAGACTTACAGCCATTGTCTGTTCGCGACAACCGTCA T5
T_12.36 x12.36-y12.36-x11.36*-y11.35* CTCGGGTCTCTTCTCTCTTATGAGAGTTTATGAACTATGAAA T5
T_12.37 x12.37-y12.37-x11.37*-y11.36* CGTGTACGTCTGGGCTGGCATGGAAGAATCGGAACTGTCCGA T5
T_12.38 x12.38-y12.38-x11.38*-y11.37* CCGGTCTAACTATGGATCATTGGTAAGCATTGATCGTCTTTA T5
T_12.39 x12.39-y12.39-x11.39*-y11.38* CTGATTTATCTTTATTTCATTGGGCATTCGTGATGGCTACGA T5;R7
T_12.40 x12.40-y12.40-x11.40*-y11.39* CCCTATGTACTGAATGGAAGTGGAGCGAAACGATAACATCCA T5;R7
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T_12.41 x12.41-y12.41-x11.41*-y11.40* CTTTGCACCCTGCGGCACCCTGGACAGACAAGACTATTGCTA T5;R7
T_12.42 x12.42-y12.42-x11.42*-y11.41* CGCCAACGGCTGACTGACAGTGTCAAGTTCCGAGCAATGGCA T5;R7
T_12.43 x12.43-y12.43-x11.43*-y11.42* CTCAACACACTCAAGCCGAGTGGCCTAGTCCGACTACGCTAA T5;R7
T_12.44 x12.44-y12.44-x11.44*-y11.43* CAACGCCTTCTAGCTGTTGATGTACCCTCTTGACGGACGCCA T5;R7
T_12.45 x12.45-y12.45-x11.45*-y11.44* CATTATTGGCTCACTGCATATGTTCTAGCAGGACCCGCAACA T5;R7
T_12.46 x12.46-y12.46-x11.46*-y11.45* CGCTAAGAACTCACGTATGATGCGTAGATGGGACTTGACAGA T5;R7
T_12.47 x12.47-y12.47-x11.47*-y11.46* CCCGGGCGCCTAGAGTTCGTTGGGCGATTGGGAGCGTATCTA T5;R7
T_12.48 x12.48-y12.48-x11.48*-y11.47* CACTCCGGCCTAAGATAATATGGTTATCTTTGACACGACTCA T5;R7
T_12.49 x12.49-y12.49-x11.49*-y11.48* CCAGTGTTACTCAACGGATTTGACCATCAAGGATAGCTAGTA T5;R7
T_12.50 x12.50-y12.50-x11.50*-y11.49* CCGGCTCGGCTAGTAAGACATGTCCATGAAAGACGAATCAGA T5;R7
T_12.51 x12.51-y12.51-x11.51*-y11.50* CGGAGCCCGCTGGAAACACCTGTGACTTAACGATAATTGACA T5;R7
T_12.52 x12.52-y12.52-x11.52*-y11.51* CGCAAGCGGCTTTGATAGTCTGTATCGGTCAGACCGTTTAAA T5;R7
T_12.53 x12.53-y12.53-x11.53*-y11.52* CTCTTCGATCTTCTCTTGGGTGGTGTTCTGCGACGAACCATA T5;R7
T_12.54 x12.54-y12.54-x11.54*-y11.53* CGGTGGCGACTACGATTACGTGTAATAGCCCGACACATACAA T5;R7
T_12.55 x12.55-y12.55-x11.55*-y11.54* CTCAGGTACCTGTTGATAGTTGCTTTAGCCCGATTGGCTTTA T5;R7
T_12.56 x12.56-y12.56-x11.56*-y11.55* CGTATCCGTCTGTCCAGCGTTGTCGTACAGGGATAGATTAAA T5;R7
T_12.57 x12.57-y12.57-x11.57*-y11.56* CTAACGAACCTTCTATGTAGTGGGCTACCCAGAGCGAATCGA T5;R7
T_12.58 x12.58-y12.58-x11.58*-y11.57* CTAGATGTTCTCTGAGAGCTTGCGCCAATTCGATTGCCTAAA T5;R7
T_12.59 x12.59-y12.59-x11.59*-y11.58* CCGCTCCAACTATATAAATTTGCATAAACTAGATACCCACCA T5
T_12.60 x12.60-y12.60-x11.60*-y11.59* CAGATTAGCCTACACTGGCCTGACAAGGTGGGAACGCATAAA T5
T_12.61 x12.61-y12.61-x11.61*-y11.60* CCGTCTCTCCTCTAATGTCGTGCAACATATTGAACGTTTGCA T5
T_12.62 x12.62-y12.62-x11.62*-y11.61* CATTCGATGCTTACAAAGGTTGCAATAGACCGACCGAATCCA T5
T_12.63 x12.63-y12.63-x11.63*-y11.62* CTTAGTTCGCTATATAGACATGGCTCCTGAAGATGGTCCAGA T5
T_12.64 x12.64-y12.64-x11.64*-y11.63* CCCGTGGGCCTAGTACTCAGTGAACCCAGGCGACGCCAAGAA T5
T_12.65 x12.65-y12.65-x11.65*-y11.64* CCACGAAACCTAGTACCGCCTGGAATCAATAGAATCATGCCA T5
T_12.66 x12.66-y12.66-x11.66*-y11.65* CGGGTGAGCCTAAAGGAGTATGCGTTTCGGCGATACAAGACA T5
T_12.67 x12.67-y12.67-x11.67*-y11.66* CTCCACTGCCTACACCATGCTGGTATATTTAGATCGAACCCA T5
T_12.68 x12.68-y12.68-x11.68*-y11.67* CAGAGCACACTACTATCACCTGGCGCAACAGGACGCTTAACA T5
T_12.69 x12.69-y12.69-x11.69*-y11.68* CGAGGTTGCCTTATCTTCGCTGTCAGCTACCGAGTACGTGTA T5
T_12.70 x12.70-y12.70-x11.70*-y11.69* CGCAGTTCACTCTACACATTTGAGAGATTACGAACCGCGCGA T5
T_12.71 x12.71-y12.71-x11.71*-y11.70* CGGACGTTACTCGAGAAATATGATCTGTAAGGATGTAAGTCA T5
T_12.72 x12.72-y12.72-x11.72*-y11.71* CACCGTGCCCTTCCGTGCCTTGTCCGGTACAGAGTGCCGGAA T5
T_12.73 x12.73-y12.73-x11.73*-y11.72* CTTTGCATCCTCTCCTTAGCTGATCCCACGCGATTTGATTGA T5
T_12.74 x12.74-y12.74-x11.74*-y11.73* CGGCTGTCACTTGGATCACATGGCGTAATTGGAGGTGACCAA T5
T_12.75 x12.75-y12.75-x11.75*-y11.74* CTCTTAGACCTCCAACTTCGTGACCATGCTTGACCGAGACTA T5
T_12.76 x12.76-y12.76-x11.76*-y11.75* CGTACGCGACTTGGCAGTCGTGAATGAAGTTGAAGATCTCGA T5;R7
T_12.77 x12.77-y12.77-x11.77*-y11.76* CTGGCCTAGCTTATAGTGCATGGTAAAGCCCGAGGGCACTGA T5;R7
T_12.78 x12.78-y12.78-x11.78*-y11.77* CAACATAGTCTACTCAAATCTGTGGGCGGGCGATAGCATGCA T5;R7
T_12.79 x12.79-y12.79-x11.79*-y11.78* CCAAGTTCCCTCTCTAGCGCTGCCCGATCAAGACCGTTGACA T5;R7
T_12.80 x12.80-y12.80-x11.80*-y11.79* CGTGTAACGCTCGCTGCACCTGCGGATGGAAGAGGTTCGAAA T5;R7
T_12.81 x12.81-y12.81-x11.81*-y11.80* CGCTCTTTCCTCACGCTTAGTGTCACCGCCCGAGCTCAGGAA T5;R7
T_12.82 x12.82-y12.82-x11.82*-y11.81* CGCTCGGGACTCAGTATCGTTGAAGTCAGAAGATACTTATCA T5;R7
T_12.83 x12.83-y12.83-x11.83*-y11.82* CGCGCCCGACTTTAGGGTCGTGGTTAGCAAGGACTTTACCGA T5;R7
T_12.84 x12.84-y12.84-x11.84*-y11.83* CTACGCGAACTTCAGAATGCTGTCATCGGAAGACCCGCGGAA T5;R7
T_12.85 x12.85-y12.85-x11.85*-y11.84* CCATGAACTCTTAGCCATCGTGGAGAACAGGGAGTTAATCCA T5;R7
T_12.86 x12.86-y12.86-x11.86*-y11.85* CTCTGCAACCTGAGCGATAATGCACCTTGGAGACCGGTTAAA T5;R7
T_12.87 x12.87-y12.87-x11.87*-y11.86* CTTTGTGGACTGTTTGGTACTGGTAGGCGACGATCATCCTAA T5;R7
T_12.88 x12.88-y12.88-x11.88*-y11.87* CCAGTGTCCCTATACTAATATGCTCACAAGTGACGTCCACGA T5;R7
T_3.89T x3.89-T10-T10-y2.89* CCCATCTCGACTTTTTTTTTTTTTTTTTTTTAATAGCCGGGA T5
T_5.89T x5.89-T10-T10-y4.89* CAACACTGCACTTTTTTTTTTTTTTTTTTTTACTCTGTTAAA T5
T_7.89T x7.89-T10-T10-y6.89* CCCTTACTTGCTTTTTTTTTTTTTTTTTTTTACACTAAAGCA T5
T_9.89T x9.89-T10-T10-y8.89* CAAGGGACGCCTTTTTTTTTTTTTTTTTTTTAACGGTTCGCA T5
T_11.89T x11.89-T10-T10-y10.89* CGAGACAGGCCTTTTTTTTTTTTTTTTTTTTATTTAAGGGAA T5
T_13.89T x1.89-T10-T10-y12.89* CCCGGAAGGTCTTTTTTTTTTTTTTTTTTTTAGGGTCGATGA T5
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TR_1.1 x1.1-y1.1 CCGTGGTCCTCTTAATCACGT R7
TR_1.2 x1.2-y1.2 CCTAGCTATTCTAGTCGGTAT R7
TR_1.3 x1.3-y1.3 CTTACACACCCTAAGCGCTGT R7
TR_1.4 x1.4-y1.4 CCAGCTATTGCTGTACTGTAT R7
TR_1.5 x1.5-y1.5 CTACGATGCTCTCGCGATTCT R7
TR_1.6 x1.6-y1.6 CTAGCCGCGACTGTAGAGTCT R7
TR_1.7 x1.7-y1.7 CCGCGATATTCTACCCGCTTT R7
TR_1.8 x1.8-y1.8 CCATAACTTGCTGTCCTGGCT R7
TR_1.9 x1.9-y1.9 CGGTGACCATCTAGTCCTAAT R7
TR_1.10 x1.10-y1.10 CAATTACGGCCTGTGTTTAGT R7
TR_1.11 x1.11-y1.11 CTGGGAGGCCCTCGTAGAACT R7
TR_1.12 x1.12-y1.12 CAAGCTTATGCTTCCTTTGTT R7
TR_1.13 x1.13-y1.13 CGCGCGCATCCTCCTATATAT R7
TR_1.14 x1.14-y1.14 CGATAATACCCTGACATTGTT R7
TR_1.15 x1.15-y1.15 CGCCGGGAAGCTCATAATGCT R7
TR_1.16 x1.16-y1.16 CTGGCCATGTCTGGGCGTTGT R7
TR_1.17 x1.17-y1.17 CTTCGGCAGGCTAAGGGAGGT R7
TR_1.18 x1.18-y1.18 CTTATTGTGTCTAGTAGTTAT R7
TR_1.19 x1.19-y1.19 CAGTGCAGTACTTTGAGGGAT R7
TR_1.20 x1.20-y1.20 CCTGTCCCGGCTGCCGGACAT R7
TR_1.21 x1.21-T10 CTGACTAAACCTTTTTTTTTT R7
TR_1.38 x1.38-y1.38-x12.2*-y12.1* CCCGTCACGACTCCGACCCATGCTTCGAAAGACGCCCTCCCA R7
TR_1.39 x1.39-y1.39-x12.3*-y12.2* CCAGGTGTTCCTGGGTGACGTGCTGCGTTTGATGGACCGAAA R7
TR_1.40 x1.40-y1.40-x12.4*-y12.3* CATCGGTCCACTAGATTGCGTGCCGTCGTAGAGGTGTTAGGA R7
TR_1.41 x1.41-y1.41-x12.5*-y12.4* CAAGGATAAACTATCACGGTTGGGTAAGTGGAGGACATGTTA R7
TR_1.42 x1.42-y1.42-x12.6*-y12.5* CTGTTGGATTCTAATCCGGATGTGCATACAGATGAAGGACTA R7
TR_1.43 x1.43-y1.43-x12.7*-y12.6* CTCTGTATGGCTAGTCGTGATGAATGGCTAGAATGGAGCGTA R7
TR_1.44 x1.44-y1.44-x12.8*-y12.7* CTATGCTAGACTAACTAGAATGCGCCGATAGACGTTATACTA R7
TR_1.45 x1.45-y1.45-x12.9*-y12.8* CTTGGTACACCTAATTAGTATGTTGTCAGGGATTAACGGTTA R7
TR_1.46 x1.46-y1.46-x12.10*-y12.9* CTTAGCTAGACTTGTACTAATGACGGCAGGGAAGCCATGATA R7
TR_1.47 x1.47-y1.47-x12.11*-y12.10* CGGATGGCGGCTGGCCCGTGTGCCTATGCCGACTCGCGGCCA R7
TR_1.48 x1.48-y1.48-x12.12*-y12.11* CCAATAGGGCCTTGCAGACCTGATGTTGCAGACTTTATCCGA R7
TR_1.49 x1.49-y1.49-x12.13*-y12.12* CTGGTGTAATCTAAGATCGTTGCCCGCCACGAGGCCTTAGGA R7
TR_1.50 x1.50-y1.50-x12.14*-y12.13* CAATTTACTACTCGTCTAGTTGGAAGCTAGGATTTATTCCGA R7
TR_1.51 x1.51-y1.51-x12.15*-y12.14* CTGTGTAGGTCTCGGGAACGTGTACAAGATGAGTAGGCTGCA R7
TR_1.52 x1.52-y1.52-x12.16*-y12.15* CCACCTGGCCCTTACGCCTCTGTGGGAAAGGATTATTCGTCA R7
TR_1.53 x1.53-y1.53-x12.17*-y12.16* CTCTGGGTCGCTGTGCTACTTGTAGCCCTGGAGTGGTTGCAA R7
TR_1.54 x1.54-y1.54-x12.18*-y12.17* CACAACCCAGCTCGGAGAAATGCTAACAATGACCTGGGCTGA R7
TR_1.55 x1.55-y1.55-x12.19*-y12.18* CTGCTTTCGCCTCACGTGCCTGACATCAATGACGCTACTCCA R7
TR_1.56 x1.56-y1.56-x12.20*-y12.19* CTGCTTCTCACTTAAATCAGTGGCACCAGGGAACGTCCTAAA R7
TR_1.57 x1.57-y1.57-x12.21*-y12.20* CCAGCACCGGCTACCTTCTCTGAAGTCGATGACGCACAGGCA R7
TR_1.58 x1.58-T10-T10-y12.21* CGCCGCATCGCTTTTTTTTTTTTTTTTTTTTACCGCACATAA R7
TR_1.75 x1.75-y1.75-x12.39*-y12.38* CAATCGAAGCCTTTATGGTCTGATAAATCAGAATGATCCATA R7
TR_1.76 x1.76-y1.76-x12.40*-y12.39* CTTCTAGGTACTAAGAGTCCTGTACATAGGGAATGAAATAAA R7
TR_1.77 x1.77-y1.77-x12.41*-y12.40* CCCAGGTCGCCTGGTAGCGCTGGGTGCAAAGACTTCCATTCA R7
TR_1.78 x1.78-y1.78-x12.42*-y12.41* CATCCACCGCCTACTCCGCTTGCCGTTGGCGAGGGTGCCGCA R7
TR_1.79 x1.79-y1.79-x12.43*-y12.42* CCAATGGGAACTCTATGGACTGTGTGTTGAGACTGTCAGTCA R7
TR_1.80 x1.80-y1.80-x12.44*-y12.43* CCTCGTCAAACTCTTATAAGTGAAGGCGTTGACTCGGCTTGA R7
TR_1.81 x1.81-y1.81-x12.45*-y12.44* CTCGCGGACCCTAATGGCCGTGCCAATAATGATCAACAGCTA R7
TR_1.82 x1.82-y1.82-x12.46*-y12.45* CGAATTCGGTCTACCTAGACTGTTCTTAGCGATATGCAGTGA R7
TR_1.83 x1.83-y1.83-x12.47*-y12.46* CACCGTTAAACTCGGTACTTTGGCGCCCGGGATCATACGTGA R7
TR_1.84 x1.84-y1.84-x12.48*-y12.47* CCGAGGCAAACTTACTATACTGGCCGGAGTGAACGAACTCTA R7
TR_1.85 x1.85-y1.85-x12.49*-y12.48* CGAGAAAGCCCTTAGAAATCTGTAACACTGGATATTATCTTA R7
TR_1.86 x1.86-y1.86-x12.50*-y12.49* CTTACGCTAGCTTTGTAATCTGCCGAGCCGGAAATCCGTTGA R7
TR_1.87 x1.87-y1.87-x12.51*-y12.50* CCTGCGTGACCTAGGAACCGTGCGGGCTCCGATGTCTTACTA R7
TR_1.88 x1.88-y1.88-x12.52*-y12.51* CTACGTTCGACTTCCCTAAATGCCGCTTGCGAGGTGTTTCCA R7
TR_1.89 x1.89-y1.89-x12.53*-y12.52* CCCGGAAGGTCTCGAACATCTGATCGAAGAGAGACTATCAAA R7
TR_1.90 x1.90-y1.90-x12.54*-y12.53* CTCAGATGGCCTAATGTACTTGTCGCCACCGACCCAAGAGAA R7
TR_1.91 x1.91-y1.91-x12.55*-y12.54* CTCTACTAACCTGCTTCCTGTGGTACCTGAGACGTAATCGTA R7
TR_1.92 x1.92-y1.92-x12.56*-y12.55* CCATAGCGGCCTTAAGTTTCTGACGGATACGAACTATCAACA R7
TR_1.93 x1.93-y1.93-x12.57*-y12.56* CGTGTTAATTCTTTAAAGGGTGGTTCGTTAGAACGCTGGACA R7
TR_1.94 x1.94-y1.94-x12.58*-y12.57* CCTCGTAGGGCTTGTGCCCGTGAACATCTAGACTACATAGAA R7
TR_1.95 x1.95-T10-T10-y12.58* CTGGTTATTCCTTTTTTTTTTTTTTTTTTTTAAGCTCTCAGA R7



Seq_ID Domains Sequence Used in
TR_13.75 x12.76*-y12.75* GTCGCGTACGACGAAGTTGGA R7
TR_13.76 x12.77*-y12.76* GCTAGGCCAGACGACTGCCAA R7
TR_13.77 x12.78*-y12.77* GACTATGTTGATGCACTATAA R7
TR_13.78 x12.79*-y12.78* GGGAACTTGGAGATTTGAGTA R7
TR_13.79 x12.80*-y12.79* GCGTTACACGAGCGCTAGAGA R7
TR_13.80 x12.81*-y12.80* GGAAAGAGCGAGGTGCAGCGA R7
TR_13.81 x12.82*-y12.81* GTCCCGAGCGACTAAGCGTGA R7
TR_13.82 x12.83*-y12.82* GTCGGGCGCGAACGATACTGA R7
TR_13.83 x12.84*-y12.83* GTTCGCGTAGACGACCCTAAA R7
TR_13.84 x12.85*-y12.84* GAGTTCATGGAGCATTCTGAA R7
TR_13.85 x12.86*-y12.85* GGTTGCAGAGACGATGGCTAA R7
TR_13.86 x12.87*-y12.86* GTCCACAAAGATTATCGCTCA R7
TR_13.87 x12.88*-y12.87* GGGACACTGGAGTACCAAACA R7
TR_13.88 x12.89*-y12.88* GAATCAAGGGATATTAGTATA R7
TR_13.89 x12.90*-y12.89* GTATAATCCGAGGGTCGATGA R7
TR_13.90 x12.91*-y12.90* GATCATGACGATAAATTGATA R7
TR_13.91 x12.92*-y12.91* GCATTATACGAGCCGTTATAA R7
TR_13.92 x12.93*-y12.92* GTATAGTCTGACTGCTTCTAA R7
TR_13.93 x12.94*-y12.93* GGCGTGACTGACCGTCCGCTA R7
TR_13.94 x12.95*-y12.94* GGTTTGGGAGACGTTCCATTA R7
TR_13.95 T10-y12.95* TTTTTTTTTTATCGTGCGCGA R7
TR_2.38 T10-y2.38-x1.38*-T10 TTTTTTTTTTTGATGTAACTTGGCTTCGATTGTTTTTTTTTT R7
TR_4.38 T10-y4.38-x3.38*-T10 TTTTTTTTTTTTGTAGACCCTGACTCCTTCGGTTTTTTTTTT R7
TR_6.38 T10-y6.38-x5.38*-T10 TTTTTTTTTTTAGGTTCGGATGGAGCCCTCGGTTTTTTTTTT R7
TR_8.38 T10-y8.38-x7.38*-T10 TTTTTTTTTTTAGCATACGCTGTAAATGTATGTTTTTTTTTT R7
TR_10.38 T10-y10.38-x9.38*-T10 TTTTTTTTTTTCTGCAGTAATGCGTTACCCAGTTTTTTTTTT R7
TR_12.38 T10-y12.38-x11.38*-T10 TTTTTTTTTTTCCAACTTCGTGACCATGCTTGTTTTTTTTTT R7
TR_2.75 T10-y2.75-x1.75*-T10 TTTTTTTTTTTAGAAAGTTATGCACGGGCCTGTTTTTTTTTT R7
TR_4.75 T10-y4.75-x3.75*-T10 TTTTTTTTTTTGCTGATACATGTGTAAATATGTTTTTTTTTT R7
TR_6.75 T10-y6.75-x5.75*-T10 TTTTTTTTTTTCGACGTGTATGTTGGGAACAGTTTTTTTTTT R7
TR_8.75 T10-y8.75-x7.75*-T10 TTTTTTTTTTTACGGGCTAATGACCGCAGAAGTTTTTTTTTT R7
TR_10.75 T10-y10.75-x9.75*-T10 TTTTTTTTTTTTGCACGCACTGCACAGATCAGTTTTTTTTTT R7
TR_12.75 T10-y12.75-x11.75*-T10 TTTTTTTTTTTTCCTCGCCTTGTGCAAGAAAGTTTTTTTTTT R7
TR_3.21 x3.21-T10-T10-y2.21* CCTGGAACGGCTTTTTTTTTTTTTTTTTTTTACGTTGCACCA R7
TR_5.21 x5.21-T10-T10-y4.21* CAACGAAATCCTTTTTTTTTTTTTTTTTTTTACCTGACCCAA R7
TR_7.21 x7.21-T10-T10-y6.21* CTAATACTGGCTTTTTTTTTTTTTTTTTTTTATGGGCCTCTA R7
TR_9.21 x9.21-T10-T10-y8.21* CTAGGCCTACCTTTTTTTTTTTTTTTTTTTTACCGATATTGA R7
TR_11.21 x11.21-T10-T10-y10.21* CCCAAAGGCGCTTTTTTTTTTTTTTTTTTTTATTTGCTTGTA R7
TR_3.58 x3.58-T10-T10-y2.58* CGAATCTGATCTTTTTTTTTTTTTTTTTTTTATTCTTACTTA R7
TR_5.58 x5.58-T10-T10-y4.58* CGTGTGAGACCTTTTTTTTTTTTTTTTTTTTACTACCGGGTA R7
TR_7.58 x7.58-T10-T10-y6.58* CCAGGTTGTCCTTTTTTTTTTTTTTTTTTTTATTGGACAGCA R7
TR_9.58 x9.58-T10-T10-y8.58* CCTAAGACTTCTTTTTTTTTTTTTTTTTTTTAACACTCCAAA R7
TR_11.58 x11.58-T10-T10-y10.58* CGAATTGGCGCTTTTTTTTTTTTTTTTTTTTAAATTTGATAA R7
TR_3.95 x3.95-T10-T10-y2.95* CGGATATTACCTTTTTTTTTTTTTTTTTTTTAATAGCCACAA R7
TR_5.95 x5.95-T10-T10-y4.95* CGCATTATCACTTTTTTTTTTTTTTTTTTTTACTGAATGTTA R7
TR_7.95 x7.95-T10-T10-y6.95* CCGGACTTCGCTTTTTTTTTTTTTTTTTTTTACCATTGATGA R7
TR_9.95 x9.95-T10-T10-y8.95* CATCTCTGCCCTTTTTTTTTTTTTTTTTTTTATGACCTTTGA R7
TR_11.95 x11.95-T10-T10-y10.95* CGCGTGGCACCTTTTTTTTTTTTTTTTTTTTACTATTAGGCA R7
TR_2.89 x2.89-y2.89-x1.89*-y1.88* CTATAGTGTCTCCCGGCTATTGACCTTCCGGGATTTAGGGAA R7
TR_2.90 x2.90-y2.90-x1.90*-y1.89* CCATCTATCCTACACGGTGGTGGCCATCTGAGAGATGTTCGA R7
TR_2.91 x2.91-y2.91-x1.91*-y1.90* CTATGCAGCCTGCCCTGGTCTGGTTAGTAGAGAAGTACATTA R7
TR_2.92 x2.92-y2.92-x1.92*-y1.91* CCCAGTCACCTGATCCTCGATGGCCGCTATGGACAGGAAGCA R7
TR_2.93 x2.93-y2.93-x1.93*-y1.92* CCCGAGGCACTTTCTCTCTATGAATTAACACGAGAAACTTAA R7
TR_2.94 x2.94-y2.94-x1.94*-y1.93* CATTCGCAGCTGAAGGCTGCTGCCCTACGAGGACCCTTTAAA R7
TR_2.95 x2.95-y2.95-x1.95*-y1.94* CTTGTCTTTCTTGTGGCTATTGGAATAACCAGACGGGCACAA R7
TR_3.89 x3.89-y3.89-x2.90*-y2.89* CCCATCTCGACTACCCTGGTTGGATAGATGGAATAGCCGGGA R7
TR_3.90 x3.90-y3.90-x2.91*-y2.90* CCGGAAAGCTCTCCGCCACTTGGCTGCATAGACCACCGTGTA R7
TR_3.91 x3.91-y3.91-x2.92*-y2.91* CTTTATCGCGCTCGTTGTGGTGGTGACTGGGAGACCAGGGCA R7
TR_3.92 x3.92-y3.92-x2.93*-y2.92* CAACCTCCGGCTTCGTGGCCTGTGCCTCGGGATCGAGGATCA R7
TR_3.93 x3.93-y3.93-x2.94*-y2.93* CCATAATCGGCTGCTATCAATGCTGCGAATGATAGAGAGAAA R7
TR_3.94 x3.94-y3.94-x2.95*-y2.94* CTTCGAAATTCTCCGCTATTTGAAAGACAAGAGCAGCCTTCA R7
TR_4.89 x4.89-y4.89-x3.89*-y3.88* CCGGGCGAACTTTAACAGAGTGTCGAGATGGGAATACTTAGA R7
TR_4.90 x4.90-y4.90-x3.90*-y3.89* CTGCATAGTCTCTTGCAGTATGAGCTTTCCGGAACCAGGGTA R7



Seq_ID Domains Sequence Used in
TR_4.91 x4.91-y4.91-x3.91*-y3.90* CCGTATCCGCTTTCCTTAATTGCGCGATAAAGAAGTGGCGGA R7
TR_4.92 x4.92-y4.92-x3.92*-y3.91* CTCCGCGGTCTATATTGGCTTGCCGGAGGTTGACCACAACGA R7
TR_4.93 x4.93-y4.93-x3.93*-y3.92* CGTAGCGCACTATGACTTTATGCCGATTATGGAGGCCACGAA R7
TR_4.94 x4.94-y4.94-x3.94*-y3.93* CACTTCGTTCTAAAGGGTTCTGAATTTCGAAGATTGATAGCA R7
TR_4.95 x4.95-y4.95-x3.95*-y3.94* CAAGCTCGCCTAACATTCAGTGGTAATATCCGAAATAGCGGA R7
TR_5.89 x5.89-y5.89-x4.90*-y4.89* CAACACTGCACTCATGACATTGACTATGCAGACTCTGTTAAA R7
TR_5.90 x5.90-y5.90-x4.91*-y4.90* CCTGGGATTACTTACCAATCTGCGGATACGGATACTGCAAGA R7
TR_5.91 x5.91-y5.91-x4.92*-y4.91* CCCGACTTCTCTCGGTGCCCTGACCGCGGAGAATTAAGGAAA R7
TR_5.92 x5.92-y5.92-x4.93*-y4.92* CCAAATTTACCTGTGCCCTATGTGCGCTACGAAGCCAATATA R7
TR_5.93 x5.93-y5.93-x4.94*-y4.93* CGACTCCTGCCTCGATAGCCTGAACGAAGTGATAAAGTCATA R7
TR_5.94 x5.94-y5.94-x4.95*-y4.94* CACCTATACTCTTACACGTCTGGCGAGCTTGAGAACCCTTTA R7
TR_6.89 x6.89-y6.89-x5.89*-y5.88* CTAACCCAACTGCTTTAGTGTGTGCAGTGTTGACTGACTCTA R7
TR_6.90 x6.90-y6.90-x5.90*-y5.89* CCTGTGTGGCTTAGGTCTACTGTAATCCCAGGAATGTCATGA R7
TR_6.91 x6.91-y6.91-x5.91*-y5.90* CCTTAATGACTTGTGTCGGATGAGAAGTCGGGAGATTGGTAA R7
TR_6.92 x6.92-y6.92-x5.92*-y5.91* CACTATCATCTGGTACTCTTTGGTAAATTTGGAGGGCACCGA R7
TR_6.93 x6.93-y6.93-x5.93*-y5.92* CGTCCACCGCTGGAGCATGTTGGCAGGAGTCGATAGGGCACA R7
TR_6.94 x6.94-y6.94-x5.94*-y5.93* CATTCATGCCTCGCTCACCGTGAGTATAGGTGAGGCTATCGA R7
TR_6.95 x6.95-y6.95-x5.95*-y5.94* CTGCCATACCTCATCAATGGTGTGATAATGCGAGACGTGTAA R7
TR_7.89 x7.89-y7.89-x6.90*-y6.89* CCCTTACTTGCTCGGCGGGTTGCCACACAGGACACTAAAGCA R7
TR_7.90 x7.90-y7.90-x6.91*-y6.90* CATTTGAACTCTCTGAGTAATGTCATTAAGGAGTAGACCTAA R7
TR_7.91 x7.91-y7.91-x6.92*-y6.91* CCTGCATTCTCTCCTGGCTATGATGATAGTGATCCGACACAA R7
TR_7.92 x7.92-y7.92-x6.93*-y6.92* CGCGTAACTACTTACACATATGCGGTGGACGAAAGAGTACCA R7
TR_7.93 x7.93-y7.93-x6.94*-y6.93* CAGTGGCCAGCTGCTGTGGATGGCATGAATGAACATGCTCCA R7
TR_7.94 x7.94-y7.94-x6.95*-y6.94* CCTTTCTAATCTTTGTTGTGTGGTATGGCAGACGGTGAGCGA R7
TR_8.89 x8.89-y8.89-x7.89*-y7.88* CACACCAAACTGCGAACCGTTGCAAGTAAGGGACGTACAAGA R7
TR_8.90 x8.90-y8.90-x7.90*-y7.89* CTGCTACAACTTAATCTCTGTGAGTTCAAATGAACCCGCCGA R7
TR_8.91 x8.91-y8.91-x7.91*-y7.90* CGACATAAGCTGCCGAGTATTGAGAATGCAGGATTACTCAGA R7
TR_8.92 x8.92-y8.92-x7.92*-y7.91* CTAGTATTGCTGGGACACGTTGTAGTTACGCGATAGCCAGGA R7
TR_8.93 x8.93-y8.93-x7.93*-y7.92* CCTGAAGTCCTGTGTCGGCATGCTGGCCACTGATATGTGTAA R7
TR_8.94 x8.94-y8.94-x7.94*-y7.93* CAGACGACACTGCGAATCAATGATTAGAAAGGATCCACAGCA R7
TR_8.95 x8.95-y8.95-x7.95*-y7.94* CTAGAAACCCTCAAAGGTCATGCGAAGTCCGGACACAACAAA R7
TR_9.89 x9.89-y9.89-x8.90*-y8.89* CAAGGGACGCCTAAGTCCTCTGTTGTAGCAGAACGGTTCGCA R7
TR_9.90 x9.90-y9.90-x8.91*-y8.90* CCGTGGACGGCTATCGCCAGTGCTTATGTCGACAGAGATTAA R7
TR_9.91 x9.91-y9.91-x8.92*-y8.91* CTTCAGTCGGCTTTGTAGCCTGCAATACTAGAATACTCGGCA R7
TR_9.92 x9.92-y9.92-x8.93*-y8.92* CCCTCGATGTCTCTGGGTACTGGACTTCAGGAACGTGTCCCA R7
TR_9.93 x9.93-y9.93-x8.94*-y8.93* CGAACGCGTACTGTTAAATGTGTGTCGTCTGATGCCGACACA R7
TR_9.94 x9.94-y9.94-x8.95*-y8.94* CATTTCAAGCCTGCCGCCGTTGGGTTTCTAGATTGATTCGCA R7
TR_10.89 x10.89-y10.89-x9.89*-y9.88* CATACTGGTCTTCCCTTAAATGGCGTCCCTTGACCGTGGACA R7
TR_10.90 x10.90-y10.90-x9.90*-y9.89* CGTTCACAACTGGCACTATTTGCCGTCCACGGAGAGGACTTA R7
TR_10.91 x10.91-y10.91-x9.91*-y9.90* CGCTAGCCGCTTTGGAGAATTGCCGACTGAAGACTGGCGATA R7
TR_10.92 x10.92-y10.92-x9.92*-y9.91* CGACCATTACTAGTGACTGGTGACATCGAGGGAGGCTACAAA R7
TR_10.93 x10.93-y10.93-x9.93*-y9.92* CTGGATAAGCTCACGTTCGTTGTACGCGTTCGAGTACCCAGA R7
TR_10.94 x10.94-y10.94-x9.94*-y9.93* CTGGGAAAGCTAAGTGTTTGTGGCTTGAAATGACATTTAACA R7
TR_10.95 x10.95-y10.95-x9.95*-y9.94* CTGATATTACTGCCTAATAGTGGGCAGAGATGAACGGCGGCA R7
TR_11.89 x11.89-y11.89-x10.90*-y10.89* CGAGACAGGCCTCAGCTTCGTGTTGTGAACGATTTAAGGGAA R7
TR_11.90 x11.90-y11.90-x10.91*-y10.90* CCTTTGATCACTAAGGCACTTGCGGCTAGCGAAATAGTGCCA R7
TR_11.91 x11.91-y11.91-x10.92*-y10.91* CCCGCATAACCTTCAGAGCTTGTAATGGTCGAATTCTCCAAA R7
TR_11.92 x11.92-y11.92-x10.93*-y10.92* CGCCAAGATACTGGATCGTATGCTTATCCAGACCAGTCACTA R7
TR_11.93 x11.93-y11.93-x10.94*-y10.93* CGCTAGGTAACTTAAGATATTGCTTTCCCAGAACGAACGTGA R7
TR_11.94 x11.94-y11.94-x10.95*-y10.94* CCCTTTGTACCTAACGTGGGTGTAATATCAGACAAACACTTA R7
TR_12.89 x12.89-y12.89-x11.89*-y11.88* CCCTTGATTCTCATCGACCCTGGCCTGTCTCGAGTCGGAAGA R7
TR_12.90 x12.90-y12.90-x11.90*-y11.89* CGGATTATACTATCAATTTATGTGATCAAAGGACGAAGCTGA R7
TR_12.91 x12.91-y12.91-x11.91*-y11.90* CGTCATGATCTTATAACGGCTGGTTATGCGGGAAGTGCCTTA R7
TR_12.92 x12.92-y12.92-x11.92*-y11.91* CGTATAATGCTTAGAAGCAGTGTATCTTGGCGAAGCTCTGAA R7
TR_12.93 x12.93-y12.93-x11.93*-y11.92* CAGACTATACTAGCGGACGGTGTTACCTAGCGATACGATCCA R7
TR_12.94 x12.94-y12.94-x11.94*-y11.93* CAGTCACGCCTAATGGAACGTGGTACAAAGGGAATATCTTAA R7
TR_12.95 x12.95-y12.95-x11.95*-y11.94* CTCCCAAACCTCGCGCACGATGGTGCCACGCGACCCACGTTA R7
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RR_1.1 c1.1-d1.1 TGGGCCTCGTGATGACACCGC R6R
RR_1.2 c1.2-d1.2 AGTTATGCGGGCTTAATGACA R6R
RR_1.3 c1.3-d1.3 GGCCTGACCGCCCTACGTTTG R6R
RR_1.4 c1.4-d1.4 TGCTCGAGGTCACCTTCTCAA R6R
RR_1.5 c1.5-d1.5 CTGATTCCTCCAAGCGAATAA R6R
RR_1.6 c1.6-d1.6 CGACTCTAACTACATCTCAGA R6R
RR_1.7 c1.7-d1.7 GACCCGCTCCCCCAGAGTCGT R6R
RR_1.8 c1.8-d1.8 TCAAAAATTCTATCTACAATG R6R
RR_1.9 c1.9-d1.9 TCAAGCATAGACTGAAGCCCT R6R
RR_1.10 c1.10-d1.10 CATGACCAAGAAGAGCCCAGT R6R
RR_1.11 c1.11-d1.11 TGGGCGGTGCTTGTCTATGCA R6R
RR_1.12 c1.12-d1.12 TTTATTGCTCCTCACGACACA R6R
RR_1.13 c1.13-d1.13 CGCCTTGGGAAACATCAGGGA R6R
RR_1.14 c1.14-d1.14 GGATTTGGAGTACTTCTTCAG R6R
RR_2.1 T10-d2.1-c1.1*-T10 TTTTTTTTTTGCACATAGCATCACGAGGCCCATTTTTTTTTT R6R
RR_2.2 c2.2-d2.2-c1.2*-d1.1* TTCAAAGACCATTTCGTGTGACCCGCATAACTGCGGTGTCAT R6R
RR_2.3 c2.3-d2.3-c1.3*-d1.2* GCCACCACTCTGAACTCGTATGCGGTCAGGCCTGTCATTAAG R6R
RR_2.4 c2.4-d2.4-c1.4*-d1.3* GGACTCGTGTCAAAACTCGAGGACCTCGAGCACAAACGTAGG R6R
RR_2.5 c2.5-d2.5-c1.5*-d1.4* TAAGTCGCGTCTGACAGACACGGAGGAATCAGTTGAGAAGGT R6R
RR_2.6 c2.6-d2.6-c1.6*-d1.5* TGATCATCGGTAACACGAACTAGTTAGAGTCGTTATTCGCTT R6R
RR_2.7 c2.7-d2.7-c1.7*-d1.6* GTATCTAGACGTCCGCAACCAGGGAGCGGGTCTCTGAGATGT R6R
RR_2.8 c2.8-d2.8-c1.8*-d1.7* CGGAGGTAGCGCTACTATCAGAGAATTTTTGAACGACTCTGG R6R
RR_2.9 c2.9-d2.9-c1.9*-d1.8* TCGTTCTGTGCCGCACGTTGTTCTATGCTTGACATTGTAGAT R6R
RR_2.10 c2.10-d2.10-c1.10*-d1.9* CCGCTAATGTTGAGACTGCTCTCTTGGTCATGAGGGCTTCAG R6R
RR_2.11 c2.11-d2.11-c1.11*-d1.10* AAAGGATGGGGATAAGCCAGAAGCACCGCCCAACTGGGCTCT R6R
RR_2.12 c2.12-d2.12-c1.12*-d1.11* CGACCCATTCCGCGGTCGCGCGGAGCAATAAATGCATAGACA R6R
RR_2.13 c2.13-d2.13-c1.13*-d1.12* CAGGCTCCTAGGTCCGCTTCTTTCCCAAGGCGTGTGTCGTGA R6R
RR_2.14 c2.14-d2.14-c1.14*-d1.13* TCCGAAAGTGGAATGGGTAGAACTCCAAATCCTCCCTGATGT R6R
RR_2.15 c2.15-T11-T11-d1.14* CATGGATATTTTTTTTTTTTTTTTTTTTTTTTCTGAAGAAGT R6R
RR_3.1 c3.1-d3.1-c2.2*-d2.1* TAGGCTTCTCGACCTCAGCCTGGTCTTTGAAATGCTATGTGC R6R
RR_3.2 c3.2-d3.2-c2.3*-d2.2* CCCTTTGGTGAAGTCTCACCTGAGTGGTGGCTCACACGAAAT R6R
RR_3.3 c3.3-d3.3-c2.4*-d2.3* CAGTAAATTTAGGCCTAATGTACACGAGTCCATACGAGTTCA R6R
RR_3.4 c3.4-d3.4-c2.5*-d2.4* ATGTCGCGACACAAAAGACCGACGCGACTTACTCGAGTTTTG R6R
RR_3.5 c3.5-d3.5-c2.6*-d2.5* AGGGGGTATGGCGCACTTGTGCCGATGATCAGTGTCTGTCAG R6R
RR_3.6 c3.6-d3.6-c2.7*-d2.6* CAAAGAACTACGCCCTAAGCAGTCTAGATACAGTTCGTGTTA R6R
RR_3.7 c3.7-d3.7-c2.8*-d2.7* AAGGATTGAAACAGCACCAGTGCTACCTCCGTGGTTGCGGAC R6R
RR_3.8 c3.8-d3.8-c2.9*-d2.8* CGCGGTCCGCCGCATCCAAACCACAGAACGACTGATAGTAGC R6R
RR_3.9 c3.9-d3.9-c2.10*-d2.9* AAATATATTTTAAGTGGTAGGACATTAGCGGACAACGTGCGG R6R
RR_3.10 c3.10-d3.10-c2.11*-d2.10* AAACCCAGGAATACTGCACACCCCATCCTTTGAGCAGTCTCA R6R
RR_3.11 c3.11-d3.11-c2.12*-d2.11* ACCATCGCTAAGGGGATCGCCGAATGGGTCGTCTGGCTTATC R6R
RR_3.12 c3.12-d3.12-c2.13*-d2.12* TCCATCGAAAATATCCTAATCTAGGAGCCTGGCGCGACCGCG R6R
RR_3.13 c3.13-d3.13-c2.14*-d2.13* CGTCCCGAACAGAATACAAATCACTTTCGGAAGAAGCGGACC R6R
RR_3.14 c3.14-d3.14-c2.15*-d2.14* CTCCCCTTCCAGTGCGCGATGAATATCCATGTCTACCCATTC R6R
RR_4.1 T10-d4.1-c3.1*-T10 TTTTTTTTTTGGCCGATTAGCCGAGAAGCCTATTTTTTTTTT R6R
RR_4.2 c4.2-d4.2-c3.2*-d3.1* TCCCCTTCCACCCGACGTGCCTCACCAAAGGGAGGCTGAGGT R6R
RR_4.3 c4.3-d4.3-c3.3*-d3.2* ACCTTGGTGGAAGGCGGCGTATAAATTTACTGAGGTGAGACT R6R
RR_4.4 c4.4-d4.4-c3.4*-d3.3* CGGGAACTAGCGTGACCCTTTTGTCGCGACATACATTAGGCC R6R
RR_4.5 c4.5-d4.5-c3.5*-d3.4* GATAGGGCAATGAGCTGGGAACCATACCCCCTCGGTCTTTTG R6R
RR_4.6 c4.6-d4.6-c3.6*-d3.5* ATCCTATACTTACGCCAATGAGTAGTTCTTTGCACAAGTGCG R6R
RR_4.7 c4.7-d4.7-c3.7*-d3.6* GCTGGCAATGGGGATTGCCAATTTCAATCCTTTGCTTAGGGC R6R
RR_4.8 c4.8-d4.8-c3.8*-d3.7* GACCTTATATAGATTAACCGGGGCGGACCGCGACTGGTGCTG R6R
RR_4.9 c4.9-d4.9-c3.9*-d3.8* CTCATAATTTTCAAGCCCAAGAAAATATATTTGTTTGGATGC R6R
RR_4.10 c4.10-d4.10-c3.10*-d3.9* CAGGCAGTACAAATCGGGGCATTCCTGGGTTTCCTACCACTT R6R
RR_4.11 c4.11-d4.11-c3.11*-d3.10* AGAATAAATTGATATGACTCGTTAGCGATGGTGTGTGCAGTA R6R
RR_4.12 c4.12-d4.12-c3.12*-d3.11* GTTAATGCACTGTAGATTTTTTTTTCGATGGAGGCGATCCCC R6R
RR_4.13 c4.13-d4.13-c3.13*-d3.12* CGTGCAGAATGCGCCTCCCCCTGTTCGGGACGGATTAGGATA R6R
RR_4.14 c4.14-d4.14-c3.14*-d3.13* GCTGGGGGTTGCAGAGGGCCCTGGAAGGGGAGATTTGTATTC R6R
RR_4.15 c4.15-T11-T11-d3.14* GAGTAAACTATTTTTTTTTTTTTTTTTTTTTTCATCGCGCAC R6R
RR_5.1 c5.1-d5.1-c4.2*-d4.1* TTATCGTTGAGGATACCTCTTTGGAAGGGGAGCTAATCGGCC R6R
RR_5.2 c5.2-d5.2-c4.3*-d4.2* ATTCCGGCCGCAGCCGTACAGCCACCAAGGTGGCACGTCGGG R6R
RR_5.3 c5.3-d5.3-c4.4*-d4.3* CAAGCCCAGCGGTAAGACAACCTAGTTCCCGTACGCCGCCTT R6R
RR_5.4 c5.4-d5.4-c4.5*-d4.4* CCTACCCTATTTTTTAGACTATTGCCCTATCAAAGGGTCACG R6R
RR_5.5 c5.5-d5.5-c4.6*-d4.5* TCGGCGCGCGACCTCGAGTCAAGTATAGGATTTCCCAGCTCA R6R



Seq_ID Domains Sequence Used in
RR_5.6 c5.6-d5.6-c4.7*-d4.6* AGAACTCTGGCCCAAACAGTACATTGCCAGCTCATTGGCGTA R6R
RR_5.7 c5.7-d5.7-c4.8*-d4.7* TCTATCAGTCTTCCGCGATCCATATAAGGTCTTGGCAATCCC R6R
RR_5.8 c5.8-d5.8-c4.9*-d4.8* ATAGGACAGCATCAGTCTCCTAAATTATGAGCCGGTTAATCT R6R
RR_5.9 c5.9-d5.9-c4.10*-d4.9* ACTAGTGCGGGCTTGCCGCAGGTACTGCCTGCTTGGGCTTGA R6R
RR_5.10 c5.10-d5.10-c4.11*-d4.10* ATCGCGATGAAGTCCCCCGATAATTTATTCTTGCCCCGATTT R6R
RR_5.11 c5.11-d5.11-c4.12*-d4.11* ACTTGGCCATATTAAACGCTTGTGCATTAACCGAGTCATATC R6R
RR_5.12 c5.12-d5.12-c4.13*-d4.12* CACACGTCGGGCACGAGGAGTATTCTGCACGAAAAATCTACA R6R
RR_5.13 c5.13-d5.13-c4.14*-d4.13* CTGCAGGACATTGCCGGCCGGAACCCCCAGCGGGGGAGGCGC R6R
RR_5.14 c5.14-d5.14-c4.15*-d4.14* GCGTCGTGGTGGGAAGTATTGTAGTTTACTCGGGCCCTCTGC R6R
RR_6.1 T10-d6.1-c5.1*-T10 TTTTTTTTTTTATAGTACACCCTCAACGATAATTTTTTTTTT R6R
RR_6.2 c6.2-d6.2-c5.2*-d5.1* TTTAGGTTTCCTGTTGTCGACGCGGCCGGAATAAGAGGTATC R6R
RR_6.3 c6.3-d6.3-c5.3*-d5.2* CTAGTCTCGAAATCTGGCGGACGCTGGGCTTGCTGTACGGCT R6R
RR_6.4 c6.4-d6.4-c5.4*-d5.3* TTGGGTAGTTACGGATAATGGAATAGGGTAGGGTTGTCTTAC R6R
RR_6.5 c6.5-d6.5-c5.5*-d5.4* ACACGGCCGCGAGAATACGCCTCGCGCGCCGATAGTCTAAAA R6R
RR_6.6 c6.6-d6.6-c5.6*-d5.5* GAACTCTTACTGGGAATCAACGCCAGAGTTCTTGACTCGAGG R6R
RR_6.7 c6.7-d6.7-c5.7*-d5.6* TGACATCTGGTGTTCGGAAGCAGACTGATAGATACTGTTTGG R6R
RR_6.8 c6.8-d6.8-c5.8*-d5.7* TCGGGATGGTTTCCATTCTCATGCTGTCCTATGGATCGCGGA R6R
RR_6.9 c6.9-d6.9-c5.9*-d5.8* CTATTAGTTTTGAGTGACCGTCCCGCACTAGTAGGAGACTGA R6R
RR_6.10 c6.10-d6.10-c5.10*-d5.9* CTTCCGCCGTTCTCGCAGTGCTTCATCGCGATCTGCGGCAAG R6R
RR_6.11 c6.11-d6.11-c5.11*-d5.10* TTAGCAGGTATCTCCTACCTTTATGGCCAAGTATCGGGGGAC R6R
RR_6.12 c6.12-d6.12-c5.12*-d5.11* GGACGGATGGTTAGGTACTGGCCCGACGTGTGAAGCGTTTAA R6R
RR_6.13 c6.13-d6.13-c5.13*-d5.12* CGAGCGATCTAGAGAATGATCATGTCCTGCAGACTCCTCGTG R6R
RR_6.14 c6.14-d6.14-c5.14*-d5.13* AGTGACGGTGAATTTATTGCTCACCACGACGCCCGGCCGGCA R6R
RR_6.15 c6.15-T11-T11-d5.14* ACCCGAGAGCTTTTTTTTTTTTTTTTTTTTTTCAATACTTCC R6R
RR_7.1 c7.1-d7.1-c6.2*-d6.1* GCAGTGTATGGACGCTGGAAGGAAACCTAAAGGTGTACTATA R6R
RR_7.2 c7.2-d7.2-c6.3*-d6.2* ACCTTAACTGTAAGTAATATGTCGAGACTAGGTCGACAACAG R6R
RR_7.3 c7.3-d7.3-c6.4*-d6.3* ATATCTTACCGGACGACGCTAAACTACCCAATCCGCCAGATT R6R
RR_7.4 c7.4-d7.4-c6.5*-d6.4* CATCCTTTGCTCACTACAAGTGCGGCCGTGTCCATTATCCGT R6R
RR_7.5 c7.5-d7.5-c6.6*-d6.5* ATCTGTTCTTCCCTCAAGGTTGTAAGAGTTCGGCGTATTCTC R6R
RR_7.6 c7.6-d7.6-c6.7*-d6.6* CGTGGGATTACAGCCGGTTTGCCAGATGTCAGTTGATTCCCA R6R
RR_7.7 c7.7-d7.7-c6.8*-d6.7* ACCGTCCTCTCGACCTTCCCAACCATCCCGAGCTTCCGAACA R6R
RR_7.8 c7.8-d7.8-c6.9*-d6.8* GTGGTACCTCCGCAGGTTGTCAAACTAATAGTGAGAATGGAA R6R
RR_7.9 c7.9-d7.9-c6.10*-d6.9* AGTGATTGACTGAGTGGCCTCACGGCGGAAGACGGTCACTCA R6R
RR_7.10 c7.10-d7.10-c6.11*-d6.10* CGTGCTAAAAATGCCTTGAGGTACCTGCTAAGCACTGCGAGA R6R
RR_7.11 c7.11-d7.11-c6.12*-d6.11* TAAGTGGTTTAAAACGCCGTCCCATCCGTCCAAGGTAGGAGA R6R
RR_7.12 c7.12-d7.12-c6.13*-d6.12* ACAATACTTAGTCGAATCAGAAGATCGCTCGCCAGTACCTAA R6R
RR_7.13 c7.13-d7.13-c6.14*-d6.13* CATATGCCCAAACATTCTACCCACCGTCACTGATCATTCTCT R6R
RR_7.14 c7.14-d7.14-c6.15*-d6.14* GCTGATCATAATCATCGTTCGGCTCTCGGGTAGCAATAAATT R6R
RR_8.1 T10-d8.1-c7.1*-T10 TTTTTTTTTTGTGAGGTTAGTCCATACACTGCTTTTTTTTTT R6R
RR_8.2 c8.2-d8.2-c7.2*-d7.1* GACAGGAAGGGCCTAACAGTCACAGTTAAGGTCTTCCAGCGT R6R
RR_8.3 c8.3-d8.3-c7.3*-d7.2* TCGCGAGTAATCTACCTCCTACGGTAAGATATCATATTACTT R6R
RR_8.4 c8.4-d8.4-c7.4*-d7.3* ACGAGCGGCCAGTGTACCTTTAGCAAAGGATGTAGCGTCGTC R6R
RR_8.5 c8.5-d8.5-c7.5*-d7.4* CGGAGCTTTTGCCCTACATATGAAGAACAGATACTTGTAGTG R6R
RR_8.6 c8.6-d8.6-c7.6*-d7.5* CGAGAAAATGGCCACGACACTGTAATCCCACGAACCTTGAGG R6R
RR_8.7 c8.7-d8.7-c7.7*-d7.6* AGCAGTCACTCGCAGTATCGCGAGAGGACGGTCAAACCGGCT R6R
RR_8.8 c8.8-d8.8-c7.8*-d7.7* GCGACCGAAATCCCCGGTGCTGGAGGTACCACTGGGAAGGTC R6R
RR_8.9 c8.9-d8.9-c7.9*-d7.8* ACGCCTGCGCGGTCAGGGGTCAGTCAATCACTGACAACCTGC R6R
RR_8.10 c8.10-d8.10-c7.10*-d7.9* TCGCGACTTTAGAAGGTATCGTTTTTAGCACGGAGGCCACTC R6R
RR_8.11 c8.11-d8.11-c7.11*-d7.10* GAACGAAGATAGTGCTATGTTTAAACCACTTACCTCAAGGCA R6R
RR_8.12 c8.12-d8.12-c7.12*-d7.11* GGCTCTCGCGGTACAGCCACTCTAAGTATTGTGACGGCGTTT R6R
RR_8.13 c8.13-d8.13-c7.13*-d7.12* TGAATCTAAGGGGCCTGCGGGTTGGGCATATGTCTGATTCGA R6R
RR_8.14 c8.14-d8.14-c7.14*-d7.13* CACGCGGGCATGGGTGTTTTATTATGATCAGCGGTAGAATGT R6R
RR_8.15 c8.15-T11-T11-d7.14* TTGGCGCGATTTTTTTTTTTTTTTTTTTTTTTCGAACGATGA R6R
RR_9.1 c9.1-d9.1-c8.2*-d8.1* TCATTACAGGGTTTGTCTAATCCTTCCTGTCACTAACCTCAC R6R
RR_9.2 c9.2-d9.2-c8.3*-d8.2* GATTACATGCCAGAAAATAGTTTACTCGCGAGACTGTTAGGC R6R
RR_9.3 c9.3-d9.3-c8.4*-d8.3* AGGCTCTAACGCCGTCGTCCCGGCCGCTCGTTAGGAGGTAGA R6R
RR_9.4 c9.4-d9.4-c8.5*-d8.4* GTTAACTGGCAATCTACTGACAAAAGCTCCGAAAGGTACACT R6R
RR_9.5 c9.5-d9.5-c8.6*-d8.5* CGCATGTCGTCGCGGCCCATCCATTTTCTCGATATGTAGGGC R6R
RR_9.6 c9.6-d9.6-c8.7*-d8.6* GGAACAAATTCACATACTCGCAGTGACTGCTAGTGTCGTGGC R6R
RR_9.7 c9.7-d9.7-c8.8*-d8.7* ACCGCCGAGTCCAAGCCGTGCTTTCGGTCGCGCGATACTGCG R6R
RR_9.8 c9.8-d9.8-c8.9*-d8.8* TCGATTTGTCAGCAGAACTCTGCGCAGGCGTAGCACCGGGGA R6R
RR_9.9 c9.9-d9.9-c8.10*-d8.9* CGATCGCAAGACTTATCCGGCAAAGTCGCGAGACCCCTGACC R6R
RR_9.10 c9.10-d9.10-c8.11*-d8.10* CGACAGTGACCAACGCCTCCCATCTTCGTTCCGATACCTTCT R6R



Seq_ID Domains Sequence Used in
RR_9.11 c9.11-d9.11-c8.12*-d8.11* ATTTTCCTGTAACACGCGCTGCGCGAGAGCCAACATAGCACT R6R
RR_9.12 c9.12-d9.12-c8.13*-d8.12* GTCTCGATAAGATCAGGCCGTCTTAGATTCAAGTGGCTGTAC R6R
RR_9.13 c9.13-d9.13-c8.14*-d8.13* GTGGCCAACACATCGTGAAATTGCCCGCGTGCCCGCAGGCCC R6R
RR_9.14 c9.14-d9.14-c8.15*-d8.14* TTCGAGCTCGACAGTGAGCTAATCGCGCCAATAAAACACCCA R6R
RR_10.1 T10-d10.1-c9.1*-T10 TTTTTTTTTTGCGCCATCGCGCCCTGTAATGATTTTTTTTTT R6R
RR_10.2 c10.2-d10.2-c9.2*-d9.1* ATTCTCATTATGGGACGGGGGGGCATGTAATCATTAGACAAA R6R
RR_10.3 c10.3-d10.3-c9.3*-d9.2* GCATGATGTACAGGAAGGGAGCGTTAGAGCCTACTATTTTCT R6R
RR_10.4 c10.4-d10.4-c9.4*-d9.3* CGGAGAAGAGGAATATGTGCGTGCCAGTTAACGGGACGACGG R6R
RR_10.5 c10.5-d10.5-c9.5*-d9.4* GAACAGTCTTTCCAAAGCGTCGACGACATGCGGTCAGTAGAT R6R
RR_10.6 c10.6-d10.6-c9.6*-d9.5* GTCTAACGCAAGTAAGGTAATGAATTTGTTCCGATGGGCCGC R6R
RR_10.7 c10.7-d10.7-c9.7*-d9.6* TTATAGCTATGGGGGAGAACAGACTCGGCGGTGCGAGTATGT R6R
RR_10.8 c10.8-d10.8-c9.8*-d9.7* TCATTTGATTCTGCTTAGGTTTGACAAATCGAGCACGGCTTG R6R
RR_10.9 c10.9-d10.9-c9.9*-d9.8* GTTGGGGCATCTTTCGTACGGTCTTGCGATCGAGAGTTCTGC R6R
RR_10.10 c10.10-d10.10-c9.10*-d9.9* TGCGGACCTCTTACAAATCCCGGTCACTGTCGGCCGGATAAG R6R
RR_10.11 c10.11-d10.11-c9.11*-d9.10* GCGTCCTCTTTTCAGGGTCATTACAGGAAAATGGGAGGCGTT R6R
RR_10.12 c10.12-d10.12-c9.12*-d9.11* AGACTCCTTATCCTCGCGAGTCTTATCGAGACCAGCGCGTGT R6R
RR_10.13 c10.13-d10.13-c9.13*-d9.12* CAACCAAGGCGACGTGAGAGTGTGTTGGCCACACGGCCTGAT R6R
RR_10.14 c10.14-d10.14-c9.14*-d9.13* TAAATAGTTTCCCGCGTGCAGTCGAGCTCGAAATTTCACGAT R6R
RR_10.15 c10.15-T11-T11-d9.14* CCAAAGCTCATTTTTTTTTTTTTTTTTTTTTTTAGCTCACTG R6R
RR_11.1 c11.1-d11.1-c10.2*-d10.1* TTCATCTGAGCGTGCGATACTTAATGAGAATCGCGATGGCGC R6R
RR_11.2 c11.2-d11.2-c10.3*-d10.2* TGGATTCATCGGATATTCCGCTACATCATGCCCCCCGTCCCA R6R
RR_11.3 c11.3-d11.3-c10.4*-d10.3* TGCTTCCTGAAACGACCTTACCTCTTCTCCGCTCCCTTCCTG R6R
RR_11.4 c11.4-d11.4-c10.5*-d10.4* GCAGGTATCTATCGTAGTCGGAAGACTGTTCCGCACATATTC R6R
RR_11.5 c11.5-d11.5-c10.6*-d10.5* CGCTAACATGTACAAGCATTTTGCGTTAGACGACGCTTTGGA R6R
RR_11.6 c11.6-d11.6-c10.7*-d10.6* ATCGCCGGCCGCCCGTTCGGCATAGCTATAAATTACCTTACT R6R
RR_11.7 c11.7-d11.7-c10.8*-d10.7* TGATCGAGTGAAACTGGAGCCAATCAAATGATGTTCTCCCCC R6R
RR_11.8 c11.8-d11.8-c10.9*-d10.8* CCTTTCCGTCAGCTTCAAATCATGCCCCAACAACCTAAGCAG R6R
RR_11.9 c11.9-d11.9-c10.10*-d10.9* CTTGCGCTTTGGATTGATCGCGAGGTCCGCACCGTACGAAAG R6R
RR_11.10 c11.10-d11.10-c10.11*-d10.10* ACACTATAGCTAGACGTGGGGAAGAGGACGCGGGATTTGTAA R6R
RR_11.11 c11.11-d11.11-c10.12*-d10.11* GGACGAGGCCAAACCCCGGAATAAGGAGTCTATGACCCTGAA R6R
RR_11.12 c11.12-d11.12-c10.13*-d10.12* CCCCACCATTGGGGCTACACTGCCTTGGTTGACTCGCGAGGA R6R
RR_11.13 c11.13-d11.13-c10.14*-d10.13* TGAAGTTGGTTTCTTATCGAGAAACTATTTAACTCTCACGTC R6R
RR_11.14 c11.14-d11.14-c10.15*-d10.14* GATCTTGGTTGTGTGTGTATCTGAGCTTTGGCTGCACGCGGG R6R
RR_12.1 T10-d12.1-c11.1*-T10 TTTTTTTTTTGAGGTTCGAAGGCTCAGATGAATTTTTTTTTT R6R
RR_12.2 c12.2-d12.2-c11.2*-d11.1* CATAATATGTTTCTCTCCGCTCGATGAATCCAAGTATCGCAC R6R
RR_12.3 c12.3-d12.3-c11.3*-d11.2* TATGCGTCCGACCTCGTGGTTTTCAGGAAGCAGCGGAATATC R6R
RR_12.4 c12.4-d12.4-c11.4*-d11.3* ATACTATGTTCCTGTGGGGACTAGATACCTGCGTAAGGTCGT R6R
RR_12.5 c12.5-d12.5-c11.5*-d11.4* GAACCCTAATTCCTTAATACGACATGTTAGCGCCGACTACGA R6R
RR_12.6 c12.6-d12.6-c11.6*-d11.5* ACAGTCGAGCGAGTGAGTGACCGGCCGGCGATAAATGCTTGT R6R
RR_12.7 c12.7-d12.7-c11.7*-d11.6* TAGGCTGGCCGGTCAAGACCGTCACTCGATCAGCCGAACGGG R6R
RR_12.8 c12.8-d12.8-c11.8*-d11.7* GAAACATGCATGAGGCCATCGTGACGGAAAGGGGCTCCAGTT R6R
RR_12.9 c12.9-d12.9-c11.9*-d11.8* TATACCTCAATTTCTATAAACCAAAGCGCAAGGATTTGAAGC R6R
RR_12.10 c12.10-d12.10-c11.10*-d11.9* ATAAAAAGAGCTCTTAAGTGAAGCTATAGTGTGCGATCAATC R6R
RR_12.11 c12.11-d12.11-c11.11*-d11.10* TAGAATCTCATGGGCAACACCTGGCCTCGTCCCCCCACGTCT R6R
RR_12.12 c12.12-d12.12-c11.12*-d11.11* AGTCAACAGCATTAGGGTATGCAATGGTGGGGTTCCGGGGTT R6R
RR_12.13 c12.13-d12.13-c11.13*-d11.12* AACTTAATTGGACACTCATTGAACCAACTTCAAGTGTAGCCC R6R
RR_12.14 c12.14-d12.14-c11.14*-d11.13* CGGGTCGTATTTCATGTATTCCAACCAAGATCCTCGATAAGA R6R
RR_12.15 c12.15-T11-T11-d11.14* TGTTGCCATATTTTTTTTTTTTTTTTTTTTTTGATACACACA R6R
RR_13.1 c13.1-d13.1-c12.2*-d12.1* CGACCCTACTTTCCCGAGAACACATATTATGCTTCGAACCTC R6R
RR_13.2 c13.2-d13.2-c12.3*-d12.2* CGGCTCCGCGCGCTTTAATGCCGGACGCATAAGCGGAGAGAA R6R
RR_13.3 c13.3-d13.3-c12.4*-d12.3* TTAAATCCAAGCAGACTCCAAAACATAGTATAACCACGAGGT R6R
RR_13.4 c13.4-d13.4-c12.5*-d12.4* ATTTCCCCACGTTAGAGTGACATTAGGGTTCGTCCCCACAGG R6R
RR_13.5 c13.5-d13.5-c12.6*-d12.5* AAGAGAACCTCGATATAATACGCTCGACTGTCGTATTAAGGA R6R
RR_13.6 c13.6-d13.6-c12.7*-d12.6* ACAGGCATTCGAAAAACGTGAGGCCAGCCTAGTCACTCACTC R6R
RR_13.7 c13.7-d13.7-c12.8*-d12.7* CGTGCGTTTTATGCGAATCACTGCATGTTTCCGGTCTTGACC R6R
RR_13.8 c13.8-d13.8-c12.9*-d12.8* ACTCATACCAAGGAACTATCATTGAGGTATACGATGGCCTCA R6R
RR_13.9 c13.9-d13.9-c12.10*-d12.9* TACACCGGAACTTGATACTCTCTCTTTTTATGTTTATAGAAA R6R
RR_13.10 c13.10-d13.10-c12.11*-d12.10* TACGGAGTGTTACTAACGCGCTGAGATTCTATCACTTAAGAG R6R
RR_13.11 c13.11-d13.11-c12.12*-d12.11* AGATTTCCGACCTGGCTTATGGCTGTTGACTGGTGTTGCCCA R6R
RR_13.12 c13.12-d13.12-c12.13*-d12.12* TTGAGACCCTGTCTAGTAGAACAATTAAGTTCATACCCTAAT R6R
RR_13.13 c13.13-d13.13-c12.14*-d12.13* CCTCGTCTTGCGTGCCGCCAGATACGACCCGCAATGAGTGTC R6R
RR_13.14 c13.14-d13.14-c12.15*-d12.14* TATTACTTTCTCCTACCAGGTTATGGCAACAGAATACATGAA R6R
RR_14.1 T10-d14.1-c13.1*-T10 TTTTTTTTTTGATCAAGGTCAAAGTAGGGTCGTTTTTTTTTT R6R
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RR_14.2 c14.2-d14.2-c13.2*-d13.1* GAGGAACTTGAGTTAGACTTTGCGCGGAGCCGGTTCTCGGGA R6R
RR_14.3 c14.3-d14.3-c13.3*-d13.2* CCAGCAGGACTTTGCCATACCCTTGGATTTAAGCATTAAAGC R6R
RR_14.4 c14.4-d14.4-c13.4*-d13.3* TAGTGCCAAGAAAACAATAGACGTGGGGAAATTTGGAGTCTG R6R
RR_14.5 c14.5-d14.5-c13.5*-d13.4* AGGTGAATACTACCCCTATGTGAGGTTCTCTTGTCACTCTAA R6R
RR_14.6 c14.6-d14.6-c13.6*-d13.5* TTGATTGAAGGAAGGAGTGTCCGAATGCCTGTGTATTATATC R6R
RR_14.7 c14.7-d14.7-c13.7*-d13.6* GGCCAATCTGCACGAGCCCGGTAAAACGCACGTCACGTTTTT R6R
RR_14.8 c14.8-d14.8-c13.8*-d13.7* GGCACCTTGCAGATAGTAGGTTTGGTATGAGTGTGATTCGCA R6R
RR_14.9 c14.9-d14.9-c13.9*-d13.8* CGGACAGTTAGAATACCCAGAGTTCCGGTGTATGATAGTTCC R6R
RR_14.10 c14.10-d14.10-c13.10*-d13.9* CCCGACTTGAGTGAGTCCCTCAACACTCCGTAAGAGTATCAA R6R
RR_14.11 c14.11-d14.11-c13.11*-d13.10* TTGGTATAGCATCTAACCCGGGTCGGAAATCTGCGCGTTAGT R6R
RR_14.12 c14.12-d14.12-c13.12*-d13.11* TCACGGAACCTCGCTATCACACAGGGTCTCAACATAAGCCAG R6R
RR_14.13 c14.13-d14.13-c13.13*-d13.12* TCACCAATGGTGAGAAACAGCGCAAGACGAGGTTCTACTAGA R6R
RR_14.14 c14.14-d14.14-c13.14*-d13.13* CGACCGGACCCTGTTCTCGCTAGAAAGTAATACTGGCGGCAC R6R
RR_14.15 c14.15-T11-T11-d13.14* TAGATGTTCTTTTTTTTTTTTTTTTTTTTTTTACCTGGTAGG R6R
RR_15.1 c15.1-d15.1-c14.2*-d14.1* GAATGAACCCGGGGTTTTCATCAAGTTCCTCTGACCTTGATC R6R
RR_15.2 c15.2-d15.2-c14.3*-d14.2* GAATTACGAGAGTCGACTGAGGTCCTGCTGGAAAGTCTAACT R6R
RR_15.3 c15.3-d15.3-c14.4*-d14.3* CAGATTTCCGCTAATTCCTTCCTTGGCACTAGGTATGGCAAA R6R
RR_15.4 c15.4-d15.4-c14.5*-d14.4* GTGTATGCCTCCGCGGTATGCGTATTCACCTTCTATTGTTTT R6R
RR_15.5 c15.5-d15.5-c14.6*-d14.5* TAATCCGTAGTTTCCGCGAAACTTCAATCAAACATAGGGGTA R6R
RR_15.6 c15.6-d15.6-c14.7*-d14.6* GATCGACGGTGAACCTTAGTGCAGATTGGCCGACACTCCTTC R6R
RR_15.7 c15.7-d15.7-c14.8*-d14.7* CGGGGCCCCTCCCAACCGCGAGCAAGGTGCCCCGGGCTCGTG R6R
RR_15.8 c15.8-d15.8-c14.9*-d14.8* CCATCTTCAGAATGGCTCTCTTAACTGTCCGACCTACTATCT R6R
RR_15.9 c15.9-d15.9-c14.10*-d14.9* GAACCCTGTACACCTCTAGGTTCAAGTCGGGTCTGGGTATTC R6R
RR_15.10 c15.10-d15.10-c14.11*-d14.10* AGTGTATCTCGAGTGTGATTCGCTATACCAAGAGGGACTCAC R6R
RR_15.11 c15.11-d15.11-c14.12*-d14.11* ATTGGGCGTTTGATGCGTCTTGGTTCCGTGACCGGGTTAGAT R6R
RR_15.12 c15.12-d15.12-c14.13*-d14.12* GAGCCTGTACGGTTTGCCCCGCCATTGGTGATGTGATAGCGA R6R
RR_15.13 c15.13-d15.13-c14.14*-d14.13* GGACTTCCTCCTCTCGCTGGAGGTCCGGTCGGCTGTTTCTCA R6R
RR_15.14 c15.14-d15.14-c14.15*-d14.14* AGGCATTACAATACGTATCGAAGAACATCTAAGCGAGAACAG R6R
RR_16.1 T10-d16.1-c15.1*-T10 TTTTTTTTTTTGGCATGTACGCGGGTTCATTCTTTTTTTTTT R6R
RR_16.2 c16.2-d16.2-c15.2*-d15.1* AGAACGGCCACTGTTGTATTCTCTCGTAATTCATGAAAACCC R6R
RR_16.3 c16.3-d16.3-c15.3*-d15.2* TTCGGAGGCACTCGCTGATCCGCGGAAATCTGCTCAGTCGAC R6R
RR_16.4 c16.4-d16.4-c15.4*-d15.3* GTATACTCAGGTCTAAGGCGCGAGGCATACACGAAGGAATTA R6R
RR_16.5 c16.5-d16.5-c15.5*-d15.4* ACTGGGTATAGAGGTTGATGAACTACGGATTAGCATACCGCG R6R
RR_16.6 c16.6-d16.6-c15.6*-d15.5* GAGCTATCCATGATTTACTTTCACCGTCGATCTTTCGCGGAA R6R
RR_16.7 c16.7-d16.7-c15.7*-d15.6* TCTTTGTAATTCCATCGAACGGAGGGGCCCCGCACTAAGGTT R6R
RR_16.8 c16.8-d16.8-c15.8*-d15.7* GTCTCAGGTGTTCGAACGCGTTCTGAAGATGGTCGCGGTTGG R6R
RR_16.9 c16.9-d16.9-c15.9*-d15.8* TAGGACTGCATAGTCAATGGCGTACAGGGTTCAGAGAGCCAT R6R
RR_16.10 c16.10-d16.10-c15.10*-d15.9* TGTGGTCAAAGAAGCTAAGGGCGAGATACACTACCTAGAGGT R6R
RR_16.11 c16.11-d16.11-c15.11*-d15.10* CATGAGAAGGTGACATCTTGCAAACGCCCAATGAATCACACT R6R
RR_16.12 c16.12-d16.12-c15.12*-d15.11* ACTGCATCTCGGTCATCTCTACGTACAGGCTCAAGACGCATC R6R
RR_16.13 c16.13-d16.13-c15.13*-d15.12* TCCAGCGTGGTTGGACAGCGTGGAGGAAGTCCCGGGGCAAAC R6R
RR_16.14 c16.14-d16.14-c15.14*-d15.13* CTCTCTCCCGCGGGGGGCTTGTTGTAATGCCTTCCAGCGAGA R6R
RR_16.15 c16.15-T11-T11-d15.14* AAGGTCACTATTTTTTTTTTTTTTTTTTTTTTTCGATACGTA R6R
RR_17.1 c17.1-d17.1-c16.2*-d16.1* ACACCATATTAAAACCCCGGCTGGCCGTTCTCGTACATGCCA R6R
RR_17.2 c17.2-d17.2-c16.3*-d16.2* CGATTTTCCTTATTAGGGGGATGCCTCCGAAGAATACAACAG R6R
RR_17.3 c17.3-d17.3-c16.4*-d16.3* GCGGTGTACCTATTTGAGTGTCTGAGTATACGGATCAGCGAG R6R
RR_17.4 c17.4-d17.4-c16.5*-d16.4* CGAGTGTGTCGTCGGGCACGGTATACCCAGTGCGCCTTAGAC R6R
RR_17.5 c17.5-d17.5-c16.6*-d16.5* CAATCCGGCACGGTCACGTAATGGATAGCTCTCATCAACCTC R6R
RR_17.6 c17.6-d17.6-c16.7*-d16.6* TGCACATGAGATACGTATAACATTACAAAGAAAAGTAAATCA R6R
RR_17.7 c17.7-d17.7-c16.8*-d16.7* AGCAGGCTGCCCATGCCGGTCCACCTGAGACCGTTCGATGGA R6R
RR_17.8 c17.8-d17.8-c16.9*-d16.8* CCCGCGGTCAGAGATAATGTATGCAGTCCTAACGCGTTCGAA R6R
RR_17.9 c17.9-d17.9-c16.10*-d16.9* GACATTAACTGTTCGTATGCATTTGACCACAGCCATTGACTA R6R
RR_17.10 c17.10-d17.10-c16.11*-d16.10* GGTGAGACCGGGGTCCCAACACCTTCTCATGCCCTTAGCTTC R6R
RR_17.11 c17.11-d17.11-c16.12*-d16.11* GATCTGAGCATAACCTAGCTAGAGATGCAGTGCAAGATGTCA R6R
RR_17.12 c17.12-d17.12-c16.13*-d16.12* GTTACGACGGCGGCTACTAACCCACGCTGGATAGAGATGACC R6R
RR_17.13 c17.13-d17.13-c16.14*-d16.13* GACAACAAATTTCTTTGACGTCGGGAGAGAGACGCTGTCCAA R6R
RR_17.14 c17.14-d17.14-c16.15*-d16.14* AAGGCGGCTTTCCGACATGAATAGTGACCTTCAAGCCCCCCG R6R
RR_18.1 T10-d18.1-c17.1*-T10 TTTTTTTTTTAGTCTATGCCCTAATATGGTGTTTTTTTTTTT R6R
RR_18.2 c18.2-d18.2-c17.2*-d17.1* TCGGTCATCCTGTCATTGGCGAAGGAAAATCGGCCGGGGTTT R6R
RR_18.3 c18.3-d18.3-c17.3*-d17.2* GGACACAGGGTTCCCGTGAGTAGGTACACCGCTCCCCCTAAT R6R
RR_18.4 c18.4-d18.4-c17.4*-d17.3* CACAGTACTTTACCGTGATGACGACACACTCGACACTCAAAT R6R
RR_18.5 c18.5-d18.5-c17.5*-d17.4* TCCCCATTCGGTACTAACGACGTGCCGGATTGCCGTGCCCGA R6R
RR_18.6 c18.6-d18.6-c17.6*-d17.5* TCGGACTTTCATTTCAAAGAGTCTCATGTGCATTACGTGACC R6R



Seq_ID Domains Sequence Used in
RR_18.7 c18.7-d18.7-c17.7*-d17.6* ACCTTTTCCGAGAACGGAACTGGCAGCCTGCTGTTATACGTA R6R
RR_18.8 c18.8-d18.8-c17.8*-d17.7* GTCAACAGACATAAATTTAGACTGACCGCGGGGACCGGCATG R6R
RR_18.9 c18.9-d18.9-c17.9*-d17.8* TCATAGATGTTTAAAGATTAGCAGTTAATGTCTACATTATCT R6R
RR_18.10 c18.10-d18.10-c17.10*-d17.9* TACACCGGGCAGCATCAATACCCGGTCTCACCTGCATACGAA R6R
RR_18.11 c18.11-d18.11-c17.11*-d17.10* CAATGTGGGCAATTCTCGTGAATGCTCAGATCTGTTGGGACC R6R
RR_18.12 c18.12-d18.12-c17.12*-d17.11* ACATTCGCTCCAGTGAATTATGCCGTCGTAACTAGCTAGGTT R6R
RR_18.13 c18.13-d18.13-c17.13*-d17.12* TCCAAGCGACCGGATGTATAAAATTTGTTGTCGTTAGTAGCC R6R
RR_18.14 c18.14-d18.14-c17.14*-d17.13* CTAGTTTTCTGGATACGAGAGAAAGCCGCCTTACGTCAAAGA R6R
RR_18.15 c18.15-T11-T11-d17.14* ATTCTAAGAATTTTTTTTTTTTTTTTTTTTTTTTCATGTCGG R6R
RR_19.1 c19.1-d19.1-c18.2*-d18.1* AATTAACGCTACTTACCTACCGGATGACCGAGGGCATAGACT R6R
RR_19.2 c19.2-d19.2-c18.3*-d18.2* ACGCACTCGACCACTAGCACCCCCTGTGTCCCGCCAATGACA R6R
RR_19.3 c19.3-d19.3-c18.4*-d18.3* CCGCTGAGGATTGTGGACACCAAGTACTGTGACTCACGGGAA R6R
RR_19.4 c19.4-d19.4-c18.5*-d18.4* GAAGACACTGGAGGCGCCGATCGAATGGGGATCATCACGGTA R6R
RR_19.5 c19.5-d19.5-c18.6*-d18.5* GTGCCGTTAGGAAACGTAAAAGAAAGTCCGAGTCGTTAGTAC R6R
RR_19.6 c19.6-d19.6-c18.7*-d18.6* GCACTGTAATATATCAATGCTCGGAAAAGGTCTCTTTGAAAT R6R
RR_19.7 c19.7-d19.7-c18.8*-d18.7* TTCGAATCGGTGGGCTATCAAGTCTGTTGACAGTTCCGTTCT R6R
RR_19.8 c19.8-d19.8-c18.9*-d18.8* TCTATCATATTAGATTAGCACACATCTATGATCTAAATTTAT R6R
RR_19.9 c19.9-d19.9-c18.10*-d18.9* TCTGGAAATAACGGCAGTCCTGCCCGGTGTACTAATCTTTAA R6R
RR_19.10 c19.10-d19.10-c18.11*-d18.10* CAAACGGATGGGTTCTCGACTGCCCACATTGGTATTGATGCT R6R
RR_19.11 c19.11-d19.11-c18.12*-d18.11* CCACTACTAGTACATCAATGAGAGCGAATGTTCACGAGAATT R6R
RR_19.12 c19.12-d19.12-c18.13*-d18.12* TACCAGTATGCCCGGGGTGTAGTCGCTTGGAATAATTCACTG R6R
RR_19.13 c19.13-d19.13-c18.14*-d18.13* GGTTATTAGCTATTGGTTTAAAGAAAACTAGTTATACATCCG R6R
RR_19.14 c19.14-d19.14-c18.15*-d18.14* GGGCGACGGCGTTGGTATAAATTCTTAGAATCTCTCGTATCC R6R
RR_20.1 T10-d20.1-c19.1*-T10 TTTTTTTTTTTTTAAACATCATAGCGTTAATTTTTTTTTTTT R6R
RR_20.2 c20.2-d20.2-c19.2*-d19.1* CAGCAAGAAAGACAAGAATGCGTCGAGTGCGTGGTAGGTAAG R6R
RR_20.3 c20.3-d20.3-c19.3*-d19.2* TAAGGCCGCGGTTACTGACGAATCCTCAGCGGGGTGCTAGTG R6R
RR_20.4 c20.4-d20.4-c19.4*-d19.3* CGGCTATTTTTAATTAAAGGTCCAGTGTCTTCGGTGTCCACA R6R
RR_20.5 c20.5-d20.5-c19.5*-d19.4* GCGCCTGTTCGTACGTTCTTGCCTAACGGCACATCGGCGCCT R6R
RR_20.6 c20.6-d20.6-c19.6*-d19.5* TAAGTAATGACCGTGAGATAATATTACAGTGCTTTTACGTTT R6R
RR_20.7 c20.7-d20.7-c19.7*-d19.6* GCTGACTCTCTGCGCCGGAATACCGATTCGAAAGCATTGATA R6R
RR_20.8 c20.8-d20.8-c19.8*-d19.7* ACCTCTCCCTAGATTTCGGGCAATATGATAGATTGATAGCCC R6R
RR_20.9 c20.9-d20.9-c19.9*-d19.8* TGTCATATCAGGGCACCATTATTATTTCCAGAGTGCTAATCT R6R
RR_20.10 c20.10-d20.10-c19.10*-d19.9* CTTGAAAATTGGAACGGGTATCCATCCGTTTGAGGACTGCCG R6R
RR_20.11 c20.11-d20.11-c19.11*-d19.10* CAGATGTCCGAGCACCCTAAAACTAGTAGTGGAGTCGAGAAC R6R
RR_20.12 c20.12-d20.12-c19.12*-d19.11* AAAAACTTAAGCCTATGGGGAGCATACTGGTATCATTGATGT R6R
RR_20.13 c20.13-d20.13-c19.13*-d19.12* ACCCGAATTTACCTAGTTGTTAGCTAATAACCTACACCCCGG R6R
RR_20.14 c20.14-d20.14-c19.14*-d19.13* AGGTTGTATGGGGCCACATATCGCCGTCGCCCTTAAACCAAT R6R
RR_20.15 c20.15-T11-T11-d19.14* GTAAGTACCGTTTTTTTTTTTTTTTTTTTTTTTTTATACCAA R6R
RR_21.1 c21.1-d21.1-c20.2*-d20.1* AAAGTCATTGCATGTCTTTCGTTTCTTGCTGTGATGTTTAAA R6R
RR_21.2 c21.2-d21.2-c20.3*-d20.2* CCTTCTGATTAAGCAGCACATCGCGGCCTTAGCATTCTTGTC R6R
RR_21.3 c21.3-d21.3-c20.4*-d20.3* AAAAGCGGCAGTGCACCTATCAAAATAGCCGTCGTCAGTAAC R6R
RR_21.4 c21.4-d21.4-c20.5*-d20.4* ACCTCAGACCTATTTTGCCTTGAACAGGCGCACCTTTAATTA R6R
RR_21.5 c21.5-d21.5-c20.6*-d20.5* CAACACTTAGTCGTTAAAAGCTCATTACTTACAAGAACGTAC R6R
RR_21.6 c21.6-d21.6-c20.7*-d20.6* CTCAATAGTTCTTTCGGTTCGGAGAGTCAGCTTATCTCACGG R6R
RR_21.7 c21.7-d21.7-c20.8*-d20.7* ACATCAATGTATCGCCCGGCGAGGGAGAGGTATTCCGGCGCA R6R
RR_21.8 c21.8-d21.8-c20.9*-d20.8* CTGCGAAGGTGTCCATACTAATGATATGACAGCCCGAAATCT R6R
RR_21.9 c21.9-d21.9-c20.10*-d20.9* CCCTATGGCTAAACCTAGGGGAATTTTCAAGTAATGGTGCCC R6R
RR_21.10 c21.10-d21.10-c20.11*-d20.10* TATAAACACATCGAATGTCCCCGGACATCTGATACCCGTTCC R6R
RR_21.11 c21.11-d21.11-c20.12*-d20.11* TACGTTTAAAGCTGTTGCCTCTTAAGTTTTTTTTAGGGTGCT R6R
RR_21.12 c21.12-d21.12-c20.13*-d20.12* CGCCAGGCATTGCGTGGTCACAAATTCGGGTTCCCCATAGGC R6R
RR_21.13 c21.13-d21.13-c20.14*-d20.13* GCATTGCTTATTTCCAAGGGACATACAACCTAACAACTAGGT R6R
RR_21.14 c21.14-d21.14-c20.15*-d20.14* CCACGGCTCACGTTCCAAGCTCGGTACTTACATATGTGGCCC R6R
RR_22.1 T10-d22.1-c21.1*-T10 TTTTTTTTTTAGGTTTCCACAGCAATGACTTTTTTTTTTTTT R6R
RR_22.2 c22.2-d22.2-c21.2*-d21.1* ATACTGTTCCCCAGACCAACCTAATCAGAAGGCGAAAGACAT R6R
RR_22.3 c22.3-d22.3-c21.3*-d21.2* GAGGTATTCTACCCTACGGTCCTGCCGCTTTTATGTGCTGCT R6R
RR_22.4 c22.4-d22.4-c21.4*-d21.3* AGTATTCAAGTTGCTTAACGAAGGTCTGAGGTGATAGGTGCA R6R
RR_22.5 c22.5-d22.5-c21.5*-d21.4* ATCGACTACCGATGGCCACGAACTAAGTGTTGAAGGCAAAAT R6R
RR_22.6 c22.6-d22.6-c21.6*-d21.5* GCATATGTGACACGGGCACTCGAACTATTGAGGCTTTTAACG R6R
RR_22.7 c22.7-d22.7-c21.7*-d21.6* TCGCCTATTTTCGATGGTCTGTACATTGATGTCGAACCGAAA R6R
RR_22.8 c22.8-d22.8-c21.8*-d21.7* CCCAAGCTAGCTGCGGGTGTACACCTTCGCAGCGCCGGGCGA R6R
RR_22.9 c22.9-d22.9-c21.9*-d21.8* GACCAATCGCTAGCGTTTATATAGCCATAGGGTTAGTATGGA R6R
RR_22.10 c22.10-d22.10-c21.10*-d21.9* CGATTTTACACGGCCTGAATTATGTGTTTATACCCCTAGGTT R6R
RR_22.11 c22.11-d22.11-c21.11*-d21.10* TCCATGGGGGACTATGGAATGCTTTAAACGTAGGGACATTCG R6R



Seq_ID Domains Sequence Used in
RR_22.12 c22.12-d22.12-c21.12*-d21.11* ACATTAGTTAAACCGACATCAAATGCCTGGCGGAGGCAACAG R6R
RR_22.13 c22.13-d22.13-c21.13*-d21.12* ACACCAGTGCGCAGTCGGTCCATAAGCAATGCGTGACCACGC R6R
RR_22.14 c22.14-d22.14-c21.14*-d21.13* TATGTCAAGGAATAAACATCGGTGAGCCGTGGTCCCTTGGAA R6R
RR_22.15 c22.15-T11-T11-d21.14* CGATGCTCGTTTTTTTTTTTTTTTTTTTTTTTAGCTTGGAAC R6R
RR_23.1 c23.1-d23.1-c22.2*-d22.1* GTATCAATGCAGACAGTCTAAGGAACAGTATTGTGGAAACCT R6R
RR_23.2 c23.2-d23.2-c22.3*-d22.2* CTTGGAGGTGAGACGTTTTTTAGAATACCTCGGTTGGTCTGG R6R
RR_23.3 c23.3-d23.3-c22.4*-d22.3* GCCGATCCTTTCAGCTACCACCTTGAATACTGACCGTAGGGT R6R
RR_23.4 c23.4-d23.4-c22.5*-d22.4* TCTTTACTGGCGCCACTGAGGGGTAGTCGATTCGTTAAGCAA R6R
RR_23.5 c23.5-d23.5-c22.6*-d22.5* ATAATGTGCTTCGCCTGAAAATCACATATGCTCGTGGCCATC R6R
RR_23.6 c23.6-d23.6-c22.7*-d22.6* CATCATCAATAACCACGCTTTAAATAGGCGAGAGTGCCCGTG R6R
RR_23.7 c23.7-d23.7-c22.8*-d22.7* TCAATCGACGCTGGGGCAGGGCTAGCTTGGGCAGACCATCGA R6R
RR_23.8 c23.8-d23.8-c22.9*-d22.8* GTACATTCATGGGATCTGGCCGCGATTGGTCTACACCCGCAG R6R
RR_23.9 c23.9-d23.9-c22.10*-d22.9* TGGTCCGCACCTGTAGCGCCCTGTAAAATCGTATAAACGCTA R6R
RR_23.10 c23.10-d23.10-c22.11*-d22.10* TCTCACCCACTGATATCCGGACCCCCATGGAAATTCAGGCCG R6R
RR_23.11 c23.11-d23.11-c22.12*-d22.11* GCTAGTCCACTAAATACAGGGTAACTAATGTCATTCCATAGT R6R
RR_23.12 c23.12-d23.12-c22.13*-d22.12* GAAGATCCCTTACGCCGTGCCGCACTGGTGTTGATGTCGGTT R6R
RR_23.13 c23.13-d23.13-c22.14*-d22.13* TTCAATTCAACGGTGGATGGTCCTTGACATAGGACCGACTGC R6R
RR_23.14 c23.14-d23.14-c22.15*-d22.14* ACACCATGCAGGATAGGATGCACGAGCATCGCGATGTTTATT R6R
RR_24.1 T10-d24.1-c23.1*-T10 TTTTTTTTTTGGTGACAAGCCTGCATTGATACTTTTTTTTTT R6R
RR_24.2 c24.2-d24.2-c23.2*-d23.1* CAGCGGATCGTGAAATTGGCATCACCTCCAAGTTAGACTGTC R6R
RR_24.3 c24.3-d24.3-c23.3*-d23.2* AGTTTAGACCGGGATGAAGGAAAAGGATCGGCAAAAAACGTC R6R
RR_24.4 c24.4-d24.4-c23.4*-d23.3* ATGACCTCCCGACTCTGCCGAGCCAGTAAAGAGTGGTAGCTG R6R
RR_24.5 c24.5-d24.5-c23.5*-d23.4* TCGTGGTCAATTGGCTAGATTAAGCACATTATCCTCAGTGGC R6R
RR_24.6 c24.6-d24.6-c23.6*-d23.5* GGCCAGATGGTCTGAGCCCTTTATTGATGATGTTTTCAGGCG R6R
RR_24.7 c24.7-d24.7-c23.7*-d23.6* TCTCTACCTAGGACCCCATGGGCGTCGATTGAAAAGCGTGGT R6R
RR_24.8 c24.8-d24.8-c23.8*-d23.7* TATCATGTTAGGCTGGCCGGGCATGAATGTACCCCTGCCCCA R6R
RR_24.9 c24.9-d24.9-c23.9*-d23.8* CTGCTCCATCTGCGCACCGGCGGTGCGGACCAGGCCAGATCC R6R
RR_24.10 c24.10-d24.10-c23.10*-d23.9* GCCGACAGGAGGTAAATGGGCAGTGGGTGAGAGGGCGCTACA R6R
RR_24.11 c24.11-d24.11-c23.11*-d23.10* ACTGTGTGTGATCTCTAACCAAGTGGACTAGCTCCGGATATC R6R
RR_24.12 c24.12-d24.12-c23.12*-d23.11* TCGGGCCGTATTAACGATGAAAAGGGATCTTCCCCTGTATTT R6R
RR_24.13 c24.13-d24.13-c23.13*-d23.12* CCGATTTAATGGATTTTGTGCGTTGAATTGAAGGCACGGCGT R6R
RR_24.14 c24.14-d24.14-c23.14*-d23.13* TTTTCACTGATAGTTACTGGCCTGCATGGTGTACCATCCACC R6R
RR_24.15 c24.15-T11-T11-d23.14* GAAAACCGTATTTTTTTTTTTTTTTTTTTTTTGCATCCTATC R6R
RR_25.1 c24.2*-d24.1* CGATCCGCTGGGCTTGTCACC R6R
RR_25.2 c24.3*-d24.2* GGTCTAAACTTGCCAATTTCA R6R
RR_25.3 c24.4*-d24.3* GGGAGGTCATTCCTTCATCCC R6R
RR_25.4 c24.5*-d24.4* TTGACCACGATCGGCAGAGTC R6R
RR_25.5 c24.6*-d24.5* CCATCTGGCCAATCTAGCCAA R6R
RR_25.6 c24.7*-d24.6* TAGGTAGAGAAAGGGCTCAGA R6R
RR_25.7 c24.8*-d24.7* TAACATGATACCATGGGGTCC R6R
RR_25.8 c24.9*-d24.8* GATGGAGCAGCCCGGCCAGCC R6R
RR_25.9 c24.10*-d24.9* TCCTGTCGGCGCCGGTGCGCA R6R
RR_25.10 c24.11*-d24.10* CACACACAGTGCCCATTTACC R6R
RR_25.11 c24.12*-d24.11* TACGGCCCGATGGTTAGAGAT R6R
RR_25.12 c24.13*-d24.12* ATTAAATCGGTTCATCGTTAA R6R
RR_25.13 c24.14*-d24.13* TCAGTGAAAAGCACAAAATCC R6R
RR_25.14 c24.15*-d24.14* TACGGTTTTCGCCAGTAACTA R6R



Seq_ID Domains Sequence Note
P1_2.1 a1.1*-T10 GTACCACCCTGTTTTTTTTTT GTACCACCCTTTTTTTTTTTT
P1_2.2 a1.2*-T10 GTGCCCGGAGGTTTTTTTTTT GTGCCCGGAGTTTTTTTTTTT
P1_2.3 a1.3*-T10 GAGATCGGTTGTTTTTTTTTT GAGATCGGTTTTTTTTTTTTT
P1_2.4 a1.4*-T10 GCTTTGACGGGTTTTTTTTTT GCTTTGACGGTTTTTTTTTTT
P1_2.5 a1.5*-T10 GTTCTAAATAGTTTTTTTTTT GTTCTAAATATTTTTTTTTTT
P1_2.6 a1.6*-T10 GGTGGGCCTGGTTTTTTTTTT GGTGGGCCTGTTTTTTTTTTT
P1_2.7 a1.7*-T10 GAGCCTTTAAGTTTTTTTTTT GAGCCTTTAATTTTTTTTTTT
P1_2.8 a1.8*-T10 GTCGTGATCTGTTTTTTTTTT GTCGTGATCTTTTTTTTTTTT
P1_2.9 a1.9*-T10 GGATAGAGGCGTTTTTTTTTT GGATAGAGGCTTTTTTTTTTT
P1_2.10 a1.10*-T10 GTTCTCAGCCGTTTTTTTTTT GTTCTCAGCCTTTTTTTTTTT
P1_2.11 a1.11*-T10 GGGCGAGACCGTTTTTTTTTT GGGCGAGACCTTTTTTTTTTT
P1_2.12 a1.12*-T10 GTTGGCGCCCGTTTTTTTTTT GTTGGCGCCCTTTTTTTTTTT
P1_2.13 a1.13*-T10 GGGATGTCCCGTTTTTTTTTT GGGATGTCCCTTTTTTTTTTT
P1_2.14 a1.14*-T10 GCGCATCTCCGTTTTTTTTTT GCGCATCTCCTTTTTTTTTTT
P1_3.1 a2.2*-T11 GACCAGCCCGTTTTTTTTTTT GACCAGCCCGATTTTTTTTTT
P1_3.2 a2.3*-T11 GGAAACTTCGTTTTTTTTTTT GGAAACTTCGATTTTTTTTTT
P1_3.3 a2.4*-T11 GCACTTGAAGTTTTTTTTTTT GCACTTGAAGATTTTTTTTTT
P1_3.4 a2.5*-T11 GCTGAAATCGTTTTTTTTTTT GCTGAAATCGATTTTTTTTTT
P1_3.5 a2.6*-T11 GGCGCATTGGTTTTTTTTTTT GGCGCATTGGATTTTTTTTTT
P1_3.6 a2.7*-T11 GGATGTGATGTTTTTTTTTTT GGATGTGATGATTTTTTTTTT
P1_3.7 a2.8*-T11 GCAGACTGTGTTTTTTTTTTT GCAGACTGTGATTTTTTTTTT
P1_3.8 a2.9*-T11 GGTATCCAAGTTTTTTTTTTT GGTATCCAAGATTTTTTTTTT
P1_3.9 a2.10*-T11 GCTAGAGTTGTTTTTTTTTTT GCTAGAGTTGATTTTTTTTTT
P1_3.10 a2.11*-T11 GTTATGTGAGTTTTTTTTTTT GTTATGTGAGATTTTTTTTTT
P1_3.11 a2.12*-T11 GCCTCGCAAGTTTTTTTTTTT GCCTCGCAAGATTTTTTTTTT
P1_3.12 a2.13*-T11 GAGTCCGCTGTTTTTTTTTTT GAGTCCGCTGATTTTTTTTTT
P1_3.13 a2.14*-T11 GCACACGATGTTTTTTTTTTT GCACACGATGATTTTTTTTTT
P1_3.14 a2.15*-T11 GACAAATAGGTTTTTTTTTTT GACAAATAGGATTTTTTTTTT
P1_4.1 a3.1*-T10 GACACGCGGCGTTTTTTTTTT GACACGCGGCTTTTTTTTTTT
P1_4.2 a3.2*-T10 GGCCCTAATGGTTTTTTTTTT GGCCCTAATGTTTTTTTTTTT
P1_4.3 a3.3*-T10 GTCGATATATGTTTTTTTTTT GTCGATATATTTTTTTTTTTT
P1_4.4 a3.4*-T10 GCCAACTTTCGTTTTTTTTTT GCCAACTTTCTTTTTTTTTTT
P1_4.5 a3.5*-T10 GAAACCGTATGTTTTTTTTTT GAAACCGTATTTTTTTTTTTT
P1_4.6 a3.6*-T10 GCCGAGCCTTGTTTTTTTTTT GCCGAGCCTTTTTTTTTTTTT
P1_4.7 a3.7*-T10 GAGCTAAGTTGTTTTTTTTTT GAGCTAAGTTTTTTTTTTTTT
P1_4.8 a3.8*-T10 GATGGGAAGTGTTTTTTTTTT GATGGGAAGTTTTTTTTTTTT
P1_4.9 a3.9*-T10 GCGCGGACTTGTTTTTTTTTT GCGCGGACTTTTTTTTTTTTT
P1_4.10 P1_x.y GATTCTACACGTTTTTTTTTT GATTCTACACTTTTTTTTTTT
P1_4.11 a3.11*-T10 GCTCTCAGCTGTTTTTTTTTT GCTCTCAGCTTTTTTTTTTTT
P1_4.12 a3.12*-T10 GCCCTAAGATGTTTTTTTTTT GCCCTAAGATTTTTTTTTTTT
P1_4.13 a3.13*-T10 GTCGAGAAAGGTTTTTTTTTT GTCGAGAAAGTTTTTTTTTTT
P1_4.14 a3.14*-T10 GAAACAGGGCGTTTTTTTTTT GAAACAGGGCTTTTTTTTTTT
P1_5.1 a4.2*-T11 GTAGAGCCTGTTTTTTTTTTT GTAGAGCCTGATTTTTTTTTT
P1_5.2 a4.3*-T11 GTCTAGCGCGTTTTTTTTTTT GTCTAGCGCGATTTTTTTTTT
P1_5.3 a4.4*-T11 GATAGCGTAGTTTTTTTTTTT GATAGCGTAGATTTTTTTTTT
P1_5.4 a4.5*-T11 GTTTACTCCGTTTTTTTTTTT GTTTACTCCGATTTTTTTTTT
P1_5.5 a4.6*-T11 GCTTTATCTGTTTTTTTTTTT GCTTTATCTGATTTTTTTTTT
P1_5.6 a4.7*-T11 GAAGGAGGCGTTTTTTTTTTT GAAGGAGGCGATTTTTTTTTT
P1_5.7 a4.8*-T11 GCCTAGTTGGTTTTTTTTTTT GCCTAGTTGGATTTTTTTTTT
P1_5.8 a4.9*-T11 GCATCATTAGTTTTTTTTTTT GCATCATTAGATTTTTTTTTT
P1_5.9 a4.10*-T11 GTACTGGCGGTTTTTTTTTTT GTACTGGCGGATTTTTTTTTT
P1_5.10 a4.11*-T11 GAACGCCACGTTTTTTTTTTT GAACGCCACGATTTTTTTTTT
P1_5.11 a4.12*-T11 GAATAAAGTGTTTTTTTTTTT GAATAAAGTGATTTTTTTTTT
P1_5.12 a4.13*-T11 GACGGTCGGGTTTTTTTTTTT GACGGTCGGGATTTTTTTTTT
P1_5.13 a4.14*-T11 GTCAAATCCGTTTTTTTTTTT GTCAAATCCGATTTTTTTTTT
P1_5.14 a4.15*-T11 GGCGAGCATGTTTTTTTTTTT GGCGAGCATGATTTTTTTTTT
P1_6.1 a5.1*-T10 GATGAAGTCCGTTTTTTTTTT GATGAAGTCCTTTTTTTTTTT
P1_6.2 a5.2*-T10 GTCATCAACGGTTTTTTTTTT GTCATCAACGTTTTTTTTTTT
P1_6.3 a5.3*-T10 GGTCCCATTAGTTTTTTTTTT GGTCCCATTATTTTTTTTTTT
P1_6.4 a5.4*-T10 GAAGGAAGTGGTTTTTTTTTT GAAGGAAGTGTTTTTTTTTTT
P1_6.5 a5.5*-T10 GCTATGTACTGTTTTTTTTTT GCTATGTACTTTTTTTTTTTT
P1_6.6 a5.6*-T10 GGCTCCCTTCGTTTTTTTTTT GGCTCCCTTCTTTTTTTTTTT
P1_6.7 a5.7*-T10 GCTACTTGGCGTTTTTTTTTT GCTACTTGGCTTTTTTTTTTT



Seq_ID Domains Sequence Note
P1_6.8 a5.8*-T10 GATGCTGCTAGTTTTTTTTTT GATGCTGCTATTTTTTTTTTT
P1_6.9 a5.9*-T10 GTACGCGCTTGTTTTTTTTTT GTACGCGCTTTTTTTTTTTTT
P1_6.10 a5.10*-T10 GGTGCGCAGGGTTTTTTTTTT GGTGCGCAGGTTTTTTTTTTT
P1_6.11 a5.11*-T10 GAGGGTTAGGGTTTTTTTTTT GAGGGTTAGGTTTTTTTTTTT
P1_6.12 a5.12*-T10 GATGTTTGCAGTTTTTTTTTT GATGTTTGCATTTTTTTTTTT
P1_6.13 a5.13*-T10 GCCGTACCATGTTTTTTTTTT GCCGTACCATTTTTTTTTTTT
P1_6.14 a5.14*-T10 GCAGCCGCATGTTTTTTTTTT GCAGCCGCATTTTTTTTTTTT
P1_7.1 a6.2*-T11 GGACCACGGGTTTTTTTTTTT GGACCACGGGATTTTTTTTTT
P1_7.2 a6.3*-T11 GCCAATAAAGTTTTTTTTTTT GCCAATAAAGATTTTTTTTTT
P1_7.3 a6.4*-T11 GCTTCTAGTGTTTTTTTTTTT GCTTCTAGTGATTTTTTTTTT
P1_7.4 a6.5*-T11 GGCTCTCGCGTTTTTTTTTTT GGCTCTCGCGATTTTTTTTTT
P1_7.5 a6.6*-T11 GAAGGACGCGTTTTTTTTTTT GAAGGACGCGATTTTTTTTTT
P1_7.6 a6.7*-T11 GACTAACTGGTTTTTTTTTTT GACTAACTGGATTTTTTTTTT
P1_7.7 a6.8*-T11 GGAGTATTGGTTTTTTTTTTT GGAGTATTGGATTTTTTTTTT
P1_7.8 a6.9*-T11 GGCCGATTGGTTTTTTTTTTT GGCCGATTGGATTTTTTTTTT
P1_7.9 a6.10*-T11 GAATATAGGGTTTTTTTTTTT GAATATAGGGATTTTTTTTTT
P1_7.10 a6.11*-T11 GCGGCCACCGTTTTTTTTTTT GCGGCCACCGATTTTTTTTTT
P1_7.11 a6.12*-T11 GAAGCAACAGTTTTTTTTTTT GAAGCAACAGATTTTTTTTTT
P1_7.12 a6.13*-T11 GCCAACGCTGTTTTTTTTTTT GCCAACGCTGATTTTTTTTTT
P1_7.13 a6.14*-T11 GCTGACCACGTTTTTTTTTTT GCTGACCACGATTTTTTTTTT
P1_7.14 a6.15*-T11 GGCGTCAGGGTTTTTTTTTTT GGCGTCAGGGATTTTTTTTTT
P1_8.1 a7.1*-T10 GAGACCAATCGTTTTTTTTTT GAGACCAATCTTTTTTTTTTT
P1_8.2 a7.2*-T10 GAGCCGGCCCGTTTTTTTTTT GAGCCGGCCCTTTTTTTTTTT
P1_8.3 a7.3*-T10 GCCATCCTCTGTTTTTTTTTT GCCATCCTCTTTTTTTTTTTT
P1_8.4 a7.4*-T10 GCCCTTTGGTGTTTTTTTTTT GCCCTTTGGTTTTTTTTTTTT
P1_8.5 a7.5*-T10 GTCTGAACAAGTTTTTTTTTT GTCTGAACAATTTTTTTTTTT
P1_8.6 a7.6*-T10 GGGATGCTCTGTTTTTTTTTT GGGATGCTCTTTTTTTTTTTT
P1_8.7 a7.7*-T10 GAACCAGTACGTTTTTTTTTT GAACCAGTACTTTTTTTTTTT
P1_8.8 a7.8*-T10 GGCGTCCGAGGTTTTTTTTTT GGCGTCCGAGTTTTTTTTTTT
P1_8.9 a7.9*-T10 GAGTTTGGTGGTTTTTTTTTT GAGTTTGGTGTTTTTTTTTTT
P1_8.10 a7.10*-T10 GTTCACTCATGTTTTTTTTTT GTTCACTCATTTTTTTTTTTT
P1_8.11 a7.11*-T10 GTGTACTCTAGTTTTTTTTTT GTGTACTCTATTTTTTTTTTT
P1_8.12 a7.12*-T10 GATACTTCTCGTTTTTTTTTT GATACTTCTCTTTTTTTTTTT
P1_8.13 a7.13*-T10 GTCCTCAATAGTTTTTTTTTT GTCCTCAATATTTTTTTTTTT
P1_8.14 a7.14*-T10 GCAGCAGTCGGTTTTTTTTTT GCAGCAGTCGTTTTTTTTTTT
P1_9.1 a8.2*-T11 GGCTGTGCGGTTTTTTTTTTT GGCTGTGCGGATTTTTTTTTT
P1_9.2 a8.3*-T11 GGGAACCTAGTTTTTTTTTTT GGGAACCTAGATTTTTTTTTT
P1_9.3 a8.4*-T11 GTAGCCATAGTTTTTTTTTTT GTAGCCATAGATTTTTTTTTT
P1_9.4 a8.5*-T11 GGACAACACGTTTTTTTTTTT GGACAACACGATTTTTTTTTT
P1_9.5 a8.6*-T11 GAGACGCTCGTTTTTTTTTTT GAGACGCTCGATTTTTTTTTT
P1_9.6 a8.7*-T11 GGAGCGTCAGTTTTTTTTTTT GGAGCGTCAGATTTTTTTTTT
P1_9.7 a8.8*-T11 GTTAAATGTGTTTTTTTTTTT GTTAAATGTGATTTTTTTTTT
P1_9.8 a8.9*-T11 GCGTATGTTGTTTTTTTTTTT GCGTATGTTGATTTTTTTTTT
P1_9.9 a8.10*-T11 GGAAGTATTGTTTTTTTTTTT GGAAGTATTGATTTTTTTTTT
P1_9.10 a8.11*-T11 GGGCTGGAAGTTTTTTTTTTT GGGCTGGAAGATTTTTTTTTT
P1_9.11 a8.12*-T11 GTGGATAGGGTTTTTTTTTTT GTGGATAGGGATTTTTTTTTT
P1_9.12 a8.13*-T11 GGGCTTGGAGTTTTTTTTTTT GGGCTTGGAGATTTTTTTTTT
P1_9.13 a8.14*-T11 GATCCGTAGGTTTTTTTTTTT GATCCGTAGGATTTTTTTTTT
P1_9.14 a8.15*-T11 GCGTTGCTGGTTTTTTTTTTT GCGTTGCTGGATTTTTTTTTT
P1_10.1 a9.1*-T10 GTCCGGTAAGGTTTTTTTTTT GTCCGGTAAGTTTTTTTTTTT
P1_10.2 a9.2*-T10 GCCGCGGTAAGTTTTTTTTTT GCCGCGGTAATTTTTTTTTTT
P1_10.3 a9.3*-T10 GTTCGATCAAGTTTTTTTTTT GTTCGATCAATTTTTTTTTTT
P1_10.4 a9.4*-T10 GATCAAACCAGTTTTTTTTTT GATCAAACCATTTTTTTTTTT
P1_10.5 a9.5*-T10 GTCAACACGGGTTTTTTTTTT GTCAACACGGTTTTTTTTTTT
P1_10.6 a9.6*-T10 GGATCTAGCGGTTTTTTTTTT GGATCTAGCGTTTTTTTTTTT
P1_10.7 a9.7*-T10 GCTAGCCTGCGTTTTTTTTTT GCTAGCCTGCTTTTTTTTTTT
P1_10.8 a9.8*-T10 GTTGACCGGAGTTTTTTTTTT GTTGACCGGATTTTTTTTTTT
P1_10.9 a9.9*-T10 GTTAAAGACCGTTTTTTTTTT GTTAAAGACCTTTTTTTTTTT
P1_10.10 a9.10*-T10 GTGACGAACTGTTTTTTTTTT GTGACGAACTTTTTTTTTTTT
P1_10.11 a9.11*-T10 GAGACAGTATGTTTTTTTTTT GAGACAGTATTTTTTTTTTTT
P1_10.12 a9.12*-T10 GTAAAGCCAAGTTTTTTTTTT GTAAAGCCAATTTTTTTTTTT
P1_10.13 a9.13*-T10 GTGCCCTTACGTTTTTTTTTT GTGCCCTTACTTTTTTTTTTT
P1_10.14 a9.14*-T10 GCTAAAGCGAGTTTTTTTTTT GCTAAAGCGATTTTTTTTTTT



Seq_ID Domains Sequence Note
P1_11.1 a10.2*-T11 GAGAGGTATGTTTTTTTTTTT GAGAGGTATGATTTTTTTTTT
P1_11.2 a10.3*-T11 GTGTGGTGTGTTTTTTTTTTT GTGTGGTGTGATTTTTTTTTT
P1_11.3 a10.4*-T11 GACTGCGTGGTTTTTTTTTTT GACTGCGTGGATTTTTTTTTT
P1_11.4 a10.5*-T11 GCTTGCGTTGTTTTTTTTTTT GCTTGCGTTGATTTTTTTTTT
P1_11.5 a10.6*-T11 GGCCACTACGTTTTTTTTTTT GGCCACTACGATTTTTTTTTT
P1_11.6 a10.7*-T11 GTTCCACGAGTTTTTTTTTTT GTTCCACGAGATTTTTTTTTT
P1_11.7 a10.8*-T11 GAGGGCGGTGTTTTTTTTTTT GAGGGCGGTGATTTTTTTTTT
P1_11.8 a10.9*-T11 GTTTAATTCGTTTTTTTTTTT GTTTAATTCGATTTTTTTTTT
P1_11.9 a10.10*-T11 GTCGCTTATGTTTTTTTTTTT GTCGCTTATGATTTTTTTTTT
P1_11.10 a10.11*-T11 GGGTTGCATGTTTTTTTTTTT GGGTTGCATGATTTTTTTTTT
P1_11.11 a10.12*-T11 GCCAGTAGTGTTTTTTTTTTT GCCAGTAGTGATTTTTTTTTT
P1_11.12 a10.13*-T11 GACCTTACAGTTTTTTTTTTT GACCTTACAGATTTTTTTTTT
P1_11.13 a10.14*-T11 GGTTAGACGGTTTTTTTTTTT GGTTAGACGGATTTTTTTTTT
P1_11.14 a10.15*-T11 GACGTTGCCGTTTTTTTTTTT GACGTTGCCGATTTTTTTTTT
P1_12.1 a11.1*-T10 GGAAGCAAAGGTTTTTTTTTT GGAAGCAAAGTTTTTTTTTTT
P1_12.2 a11.2*-T10 GCGCCTCCACGTTTTTTTTTT GCGCCTCCACTTTTTTTTTTT
P1_12.3 a11.3*-T10 GGGTTGGCGAGTTTTTTTTTT GGGTTGGCGATTTTTTTTTTT
P1_12.4 a11.4*-T10 GTGAAGAAGCGTTTTTTTTTT GTGAAGAAGCTTTTTTTTTTT
P1_12.5 a11.5*-T10 GGCTATATCTGTTTTTTTTTT GGCTATATCTTTTTTTTTTTT
P1_12.6 a11.6*-T10 GGCTGCGGATGTTTTTTTTTT GGCTGCGGATTTTTTTTTTTT
P1_12.7 a11.7*-T10 GATCTGCATCGTTTTTTTTTT GATCTGCATCTTTTTTTTTTT
P1_12.8 a11.8*-T10 GATGGCTATTGTTTTTTTTTT GATGGCTATTTTTTTTTTTTT
P1_12.9 a11.9*-T10 GTCCAAGGACGTTTTTTTTTT GTCCAAGGACTTTTTTTTTTT
P1_12.10 a11.10*-T10 GGCCTTCGCAGTTTTTTTTTT GGCCTTCGCATTTTTTTTTTT
P1_12.11 a11.11*-T10 GTTCGAAGAAGTTTTTTTTTT GTTCGAAGAATTTTTTTTTTT
P1_12.12 a11.12*-T10 GGACACGACTGTTTTTTTTTT GGACACGACTTTTTTTTTTTT
P1_12.13 a11.13*-T10 GCCATGTAATGTTTTTTTTTT GCCATGTAATTTTTTTTTTTT
P1_12.14 a11.14*-T10 GTGGATGCTGGTTTTTTTTTT GTGGATGCTGTTTTTTTTTTT
P1_13.1 a12.2*-T11 GCGTCGCCAGTTTTTTTTTTT GCGTCGCCAGATTTTTTTTTT
P1_13.2 a12.3*-T11 GTAGACCAAGTTTTTTTTTTT GTAGACCAAGATTTTTTTTTT
P1_13.3 a12.4*-T11 GTGGCGCGCGTTTTTTTTTTT GTGGCGCGCGATTTTTTTTTT
P1_13.4 a12.5*-T11 GTAAATCTGGTTTTTTTTTTT GTAAATCTGGATTTTTTTTTT
P1_13.5 a12.6*-T11 GAGCGCGCCGTTTTTTTTTTT GAGCGCGCCGATTTTTTTTTT
P1_13.6 a12.7*-T11 GCGGAGCGCGTTTTTTTTTTT GCGGAGCGCGATTTTTTTTTT
P1_13.7 a12.8*-T11 GGTACCGATGTTTTTTTTTTT GGTACCGATGATTTTTTTTTT
P1_13.8 a12.9*-T11 GATCAATTTGTTTTTTTTTTT GATCAATTTGATTTTTTTTTT
P1_13.9 a12.10*-T11 GTCCGTGAAGTTTTTTTTTTT GTCCGTGAAGATTTTTTTTTT
P1_13.10 a12.11*-T11 GTCAGGCGCGTTTTTTTTTTT GTCAGGCGCGATTTTTTTTTT
P1_13.11 a12.12*-T11 GAGGTTTGAGTTTTTTTTTTT GAGGTTTGAGATTTTTTTTTT
P1_13.12 a12.13*-T11 GTGATGTATGTTTTTTTTTTT GTGATGTATGATTTTTTTTTT
P1_13.13 a12.14*-T11 GCACCCGTGGTTTTTTTTTTT GCACCCGTGGATTTTTTTTTT
P1_13.14 a12.15*-T11 GAGGAGGTGGTTTTTTTTTTT GAGGAGGTGGATTTTTTTTTT
P1_14.1 a13.1*-T10 GGTACTTCGGGTTTTTTTTTT GGTACTTCGGTTTTTTTTTTT
P1_14.2 a13.2*-T10 GCCTGGTAACGTTTTTTTTTT GCCTGGTAACTTTTTTTTTTT
P1_14.3 a13.3*-T10 GAGTGGGACAGTTTTTTTTTT GAGTGGGACATTTTTTTTTTT
P1_14.4 a13.4*-T10 GCAATATAATGTTTTTTTTTT GCAATATAATTTTTTTTTTTT
P1_14.5 a13.5*-T10 GGGCATGCACGTTTTTTTTTT GGGCATGCACTTTTTTTTTTT
P1_14.6 a13.6*-T10 GCAGTGCAATGTTTTTTTTTT GCAGTGCAATTTTTTTTTTTT
P1_14.7 a13.7*-T10 GGTCGATGAAGTTTTTTTTTT GGTCGATGAATTTTTTTTTTT
P1_14.8 a13.8*-T10 GACGCCGGTAGTTTTTTTTTT GACGCCGGTATTTTTTTTTTT
P1_14.9 a13.9*-T10 GCACACCGCGGTTTTTTTTTT GCACACCGCGTTTTTTTTTTT
P1_14.10 a13.10*-T10 GGAACCTCGGGTTTTTTTTTT GGAACCTCGGTTTTTTTTTTT
P1_14.11 a13.11*-T10 GCACGCTCATGTTTTTTTTTT GCACGCTCATTTTTTTTTTTT
P1_14.12 a13.12*-T10 GTATTCCAGAGTTTTTTTTTT GTATTCCAGATTTTTTTTTTT
P1_14.13 a13.13*-T10 GCAACGAATAGTTTTTTTTTT GCAACGAATATTTTTTTTTTT
P1_14.14 a13.14*-T10 GTCTGCGAGGGTTTTTTTTTT GTCTGCGAGGTTTTTTTTTTT
P1_15.1 a14.2*-T11 GTCGCATCGGTTTTTTTTTTT GTCGCATCGGATTTTTTTTTT
P1_15.2 a14.3*-T11 GCTGGCAGCGTTTTTTTTTTT GCTGGCAGCGATTTTTTTTTT
P1_15.3 a14.4*-T11 GACCCTTCTGTTTTTTTTTTT GACCCTTCTGATTTTTTTTTT
P1_15.4 a14.5*-T11 GCGGCGCTCGTTTTTTTTTTT GCGGCGCTCGATTTTTTTTTT
P1_15.5 a14.6*-T11 GAGCCTCCTGTTTTTTTTTTT GAGCCTCCTGATTTTTTTTTT
P1_15.6 a14.7*-T11 GTCGTCCCAGTTTTTTTTTTT GTCGTCCCAGATTTTTTTTTT
P1_15.7 a14.8*-T11 GCTGGTGCAGTTTTTTTTTTT GCTGGTGCAGATTTTTTTTTT



Seq_ID Domains Sequence Note
P1_15.8 a14.9*-T11 GTTTCCTTTGTTTTTTTTTTT GTTTCCTTTGATTTTTTTTTT
P1_15.9 a14.10*-T11 GAGAGCAGAGTTTTTTTTTTT GAGAGCAGAGATTTTTTTTTT
P1_15.10 a14.11*-T11 GTCTTACATGTTTTTTTTTTT GTCTTACATGATTTTTTTTTT
P1_15.11 a14.12*-T11 GTTCCTAAAGTTTTTTTTTTT GTTCCTAAAGATTTTTTTTTT
P1_15.12 a14.13*-T11 GATCGCTGGGTTTTTTTTTTT GATCGCTGGGATTTTTTTTTT
P1_15.13 a14.14*-T11 GCTGTTCGTGTTTTTTTTTTT GCTGTTCGTGATTTTTTTTTT
P1_15.14 a14.15*-T11 GTTACTATAGTTTTTTTTTTT GTTACTATAGATTTTTTTTTT
P1_16.1 a15.1*-T10 GGCTTGCCCAGTTTTTTTTTT GGCTTGCCCATTTTTTTTTTT
P1_16.2 a15.2*-T10 GGGACCGCACGTTTTTTTTTT GGGACCGCACTTTTTTTTTTT
P1_16.3 a15.3*-T10 GGCGGCCCGCGTTTTTTTTTT GGCGGCCCGCTTTTTTTTTTT
P1_16.4 a15.4*-T10 GTACAAGATAGTTTTTTTTTT GTACAAGATATTTTTTTTTTT
P1_16.5 a15.5*-T10 GGACGGTTTGGTTTTTTTTTT GGACGGTTTGTTTTTTTTTTT
P1_16.6 a15.6*-T10 GTTGGGACATGTTTTTTTTTT GTTGGGACATTTTTTTTTTTT
P1_16.7 a15.7*-T10 GAACGCGCTGGTTTTTTTTTT GAACGCGCTGTTTTTTTTTTT
P1_16.8 a15.8*-T10 GAGCGGTCAAGTTTTTTTTTT GAGCGGTCAATTTTTTTTTTT
P1_16.9 a15.9*-T10 GTGGCCCGCAGTTTTTTTTTT GTGGCCCGCATTTTTTTTTTT
P1_16.10 a15.10*-T10 GACTAAGGTAGTTTTTTTTTT GACTAAGGTATTTTTTTTTTT
P1_16.11 a15.11*-T10 GCAGCAAGTAGTTTTTTTTTT GCAGCAAGTATTTTTTTTTTT
P1_16.12 a15.12*-T10 GGCAGATACTGTTTTTTTTTT GGCAGATACTTTTTTTTTTTT
P1_16.13 a15.13*-T10 GTGCCAAAGCGTTTTTTTTTT GTGCCAAAGCTTTTTTTTTTT
P1_16.14 a15.14*-T10 GTGCAACACCGTTTTTTTTTT GTGCAACACCTTTTTTTTTTT
P1_17.1 a16.2*-T11 GTATGTCTTGTTTTTTTTTTT GTATGTCTTGATTTTTTTTTT
P1_17.2 a16.3*-T11 GGTGGTCTAGTTTTTTTTTTT GGTGGTCTAGATTTTTTTTTT
P1_17.3 a16.4*-T11 GCCACAAGGGTTTTTTTTTTT GCCACAAGGGATTTTTTTTTT
P1_17.4 a16.5*-T11 GGGTTCGGTGTTTTTTTTTTT GGGTTCGGTGATTTTTTTTTT
P1_17.5 a16.6*-T11 GAACTTCAGGTTTTTTTTTTT GAACTTCAGGATTTTTTTTTT
P1_17.6 a16.7*-T11 GGTCACTCAGTTTTTTTTTTT GGTCACTCAGATTTTTTTTTT
P1_17.7 a16.8*-T11 GTGCTGAGGGTTTTTTTTTTT GTGCTGAGGGATTTTTTTTTT
P1_17.8 a16.9*-T11 GTCCTACCAGTTTTTTTTTTT GTCCTACCAGATTTTTTTTTT
P1_17.9 a16.10*-T11 GCAGGGCACGTTTTTTTTTTT GCAGGGCACGATTTTTTTTTT
P1_17.10 a16.11*-T11 GTAATGTTGGTTTTTTTTTTT GTAATGTTGGATTTTTTTTTT
P1_17.11 a16.12*-T11 GTGTTTGTCGTTTTTTTTTTT GTGTTTGTCGATTTTTTTTTT
P1_17.12 a16.13*-T11 GCGGTGGGCGTTTTTTTTTTT GCGGTGGGCGATTTTTTTTTT
P1_17.13 a16.14*-T11 GCTCGTCCCGTTTTTTTTTTT GCTCGTCCCGATTTTTTTTTT
P1_17.14 a16.15*-T11 GAGTACAATGTTTTTTTTTTT GAGTACAATGATTTTTTTTTT
P1_18.1 a17.1*-T10 GGTACCCAAAGTTTTTTTTTT GGTACCCAAATTTTTTTTTTT
P1_18.2 a17.2*-T10 GCGGACATGCGTTTTTTTTTT GCGGACATGCTTTTTTTTTTT
P1_18.3 a17.3*-T10 GACGTCCTTAGTTTTTTTTTT GACGTCCTTATTTTTTTTTTT
P1_18.4 a17.4*-T10 GTATGCATTTGTTTTTTTTTT GTATGCATTTTTTTTTTTTTT
P1_18.5 a17.5*-T10 GACTCTAAGTGTTTTTTTTTT GACTCTAAGTTTTTTTTTTTT
P1_18.6 a17.6*-T10 GTACATGAGAGTTTTTTTTTT GTACATGAGATTTTTTTTTTT
P1_18.7 a17.7*-T10 GTGACAGCTGGTTTTTTTTTT GTGACAGCTGTTTTTTTTTTT
P1_18.8 a17.8*-T10 GATATCAGATGTTTTTTTTTT GATATCAGATTTTTTTTTTTT
P1_18.9 a17.9*-T10 GGCAATAGTAGTTTTTTTTTT GGCAATAGTATTTTTTTTTTT
P1_18.10 a17.10*-T10 GGTTTCTGCAGTTTTTTTTTT GGTTTCTGCATTTTTTTTTTT
P1_18.11 a17.11*-T10 GATCCCTCAAGTTTTTTTTTT GATCCCTCAATTTTTTTTTTT
P1_18.12 a17.12*-T10 GGTGACTCCTGTTTTTTTTTT GGTGACTCCTTTTTTTTTTTT
P1_18.13 a17.13*-T10 GTAGTAGTTTGTTTTTTTTTT GTAGTAGTTTTTTTTTTTTTT
P1_18.14 a17.14*-T10 GAGCCCATTCGTTTTTTTTTT GAGCCCATTCTTTTTTTTTTT
P1_19.1 a18.2*-T11 GAAGCGAACGTTTTTTTTTTT GAAGCGAACGATTTTTTTTTT
P1_19.2 a18.3*-T11 GGTAAGGGTGTTTTTTTTTTT GGTAAGGGTGATTTTTTTTTT
P1_19.3 a18.4*-T11 GTGTGAGGCGTTTTTTTTTTT GTGTGAGGCGATTTTTTTTTT
P1_19.4 a18.5*-T11 GGCAGGTTAGTTTTTTTTTTT GGCAGGTTAGATTTTTTTTTT
P1_19.5 a18.6*-T11 GGTATCGTCGTTTTTTTTTTT GGTATCGTCGATTTTTTTTTT
P1_19.6 a18.7*-T11 GCAGGCGAAGTTTTTTTTTTT GCAGGCGAAGATTTTTTTTTT
P1_19.7 a18.8*-T11 GGCCGTATAGTTTTTTTTTTT GGCCGTATAGATTTTTTTTTT
P1_19.8 a18.9*-T11 GGCGTGCGTGTTTTTTTTTTT GGCGTGCGTGATTTTTTTTTT
P1_19.9 a18.10*-T11 GCACATGTCGTTTTTTTTTTT GCACATGTCGATTTTTTTTTT
P1_19.10 a18.11*-T11 GAACGTAGTGTTTTTTTTTTT GAACGTAGTGATTTTTTTTTT
P1_19.11 a18.12*-T11 GTTGCTGTGGTTTTTTTTTTT GTTGCTGTGGATTTTTTTTTT
P1_19.12 a18.13*-T11 GGCGCAGAAGTTTTTTTTTTT GGCGCAGAAGATTTTTTTTTT
P1_19.13 a18.14*-T11 GCGGTGATCGTTTTTTTTTTT GCGGTGATCGATTTTTTTTTT
P1_19.14 a18.15*-T11 GTGCGGTTAGTTTTTTTTTTT GTGCGGTTAGATTTTTTTTTT



Seq_ID Domains Sequence Note
P1_20.1 a19.1*-T10 GATCATCTCAGTTTTTTTTTT GATCATCTCATTTTTTTTTTT
P1_20.2 a19.2*-T10 GGCGGGAAGGGTTTTTTTTTT GGCGGGAAGGTTTTTTTTTTT
P1_20.3 a19.3*-T10 GACTAGCCAGGTTTTTTTTTT GACTAGCCAGTTTTTTTTTTT
P1_20.4 a19.4*-T10 GCTCCACGTAGTTTTTTTTTT GCTCCACGTATTTTTTTTTTT
P1_20.5 a19.5*-T10 GGTAATGTCAGTTTTTTTTTT GGTAATGTCATTTTTTTTTTT
P1_20.6 a19.6*-T10 GAAACGCCTAGTTTTTTTTTT GAAACGCCTATTTTTTTTTTT
P1_20.7 a19.7*-T10 GGCACCTTAAGTTTTTTTTTT GGCACCTTAATTTTTTTTTTT
P1_20.8 a19.8*-T10 GTCCAGTGTTGTTTTTTTTTT GTCCAGTGTTTTTTTTTTTTT
P1_20.9 a19.9*-T10 GTAAACGAGGGTTTTTTTTTT GTAAACGAGGTTTTTTTTTTT
P1_20.10 a19.10*-T10 GGCGACTGTCGTTTTTTTTTT GGCGACTGTCTTTTTTTTTTT
P1_20.11 a19.11*-T10 GAGATGTACGGTTTTTTTTTT GAGATGTACGTTTTTTTTTTT
P1_20.12 a19.12*-T10 GCCCTGGTCCGTTTTTTTTTT GCCCTGGTCCTTTTTTTTTTT
P1_20.13 a19.13*-T10 GAGCTTCCGAGTTTTTTTTTT GAGCTTCCGATTTTTTTTTTT
P1_20.14 a19.14*-T10 GTTCCCGGGCGTTTTTTTTTT GTTCCCGGGCTTTTTTTTTTT
P1_21.1 a20.2*-T11 GACTTAAGCGTTTTTTTTTTT GACTTAAGCGATTTTTTTTTT
P1_21.2 a20.3*-T11 GGGCCTAGGGTTTTTTTTTTT GGGCCTAGGGATTTTTTTTTT
P1_21.3 a20.4*-T11 GAAGGCTTAGTTTTTTTTTTT GAAGGCTTAGATTTTTTTTTT
P1_21.4 a20.5*-T11 GTGGAGCCCGTTTTTTTTTTT GTGGAGCCCGATTTTTTTTTT
P1_21.5 a20.6*-T11 GATAACAGAGTTTTTTTTTTT GATAACAGAGATTTTTTTTTT
P1_21.6 a20.7*-T11 GTCGCACGGGTTTTTTTTTTT GTCGCACGGGATTTTTTTTTT
P1_21.7 a20.8*-T11 GCCGTTGGTGTTTTTTTTTTT GCCGTTGGTGATTTTTTTTTT
P1_21.8 a20.9*-T11 GACTGCCCAGTTTTTTTTTTT GACTGCCCAGATTTTTTTTTT
P1_21.9 a20.10*-T11 GTATCGCTCGTTTTTTTTTTT GTATCGCTCGATTTTTTTTTT
P1_21.10 a20.11*-T11 GGGCATAACGTTTTTTTTTTT GGGCATAACGATTTTTTTTTT
P1_21.11 a20.12*-T11 GGACCTTCAGTTTTTTTTTTT GGACCTTCAGATTTTTTTTTT
P1_21.12 a20.13*-T11 GCAAAGCCCGTTTTTTTTTTT GCAAAGCCCGATTTTTTTTTT
P1_21.13 a20.14*-T11 GAAGTAGCCGTTTTTTTTTTT GAAGTAGCCGATTTTTTTTTT
P1_21.14 a20.15*-T11 GGATATGACGTTTTTTTTTTT GGATATGACGATTTTTTTTTT
P1_22.1 a21.1*-T10 GGCAAAGCAAGTTTTTTTTTT GGCAAAGCAATTTTTTTTTTT
P1_22.2 a21.2*-T10 GCGGTGTATTGTTTTTTTTTT GCGGTGTATTTTTTTTTTTTT
P1_22.3 a21.3*-T10 GCCGTCCCAAGTTTTTTTTTT GCCGTCCCAATTTTTTTTTTT
P1_22.4 a21.4*-T10 GTCCTAATTGGTTTTTTTTTT GTCCTAATTGTTTTTTTTTTT
P1_22.5 a21.5*-T10 GATGGCCAAAGTTTTTTTTTT GATGGCCAAATTTTTTTTTTT
P1_22.6 a21.6*-T10 GATAACCAGGGTTTTTTTTTT GATAACCAGGTTTTTTTTTTT
P1_22.7 a21.7*-T10 GAGGACAATAGTTTTTTTTTT GAGGACAATATTTTTTTTTTT
P1_22.8 a21.8*-T10 GTATTGCAAAGTTTTTTTTTT GTATTGCAAATTTTTTTTTTT
P1_22.9 a21.9*-T10 GACGCTGTAGGTTTTTTTTTT GACGCTGTAGTTTTTTTTTTT
P1_22.10 a21.10*-T10 GAGGTGATCCGTTTTTTTTTT GAGGTGATCCTTTTTTTTTTT
P1_22.11 a21.11*-T10 GAGATGCTAGGTTTTTTTTTT GAGATGCTAGTTTTTTTTTTT
P1_22.12 a21.12*-T10 GTTCCGCTATGTTTTTTTTTT GTTCCGCTATTTTTTTTTTTT
P1_22.13 a21.13*-T10 GATGGCGGTCGTTTTTTTTTT GATGGCGGTCTTTTTTTTTTT
P1_22.14 a21.14*-T10 GTCCATCACAGTTTTTTTTTT GTCCATCACATTTTTTTTTTT
P1_23.1 a22.2*-T11 GCCGTCAGAGTTTTTTTTTTT GCCGTCAGAGATTTTTTTTTT
P1_23.2 a22.3*-T11 GGCACTTCCGTTTTTTTTTTT GGCACTTCCGATTTTTTTTTT
P1_23.3 a22.4*-T11 GCCATGGTAGTTTTTTTTTTT GCCATGGTAGATTTTTTTTTT
P1_23.4 a22.5*-T11 GCCGACTAAGTTTTTTTTTTT GCCGACTAAGATTTTTTTTTT
P1_23.5 a22.6*-T11 GGCGCTTGCGTTTTTTTTTTT GGCGCTTGCGATTTTTTTTTT
P1_23.6 a22.7*-T11 GCGTCACCAGTTTTTTTTTTT GCGTCACCAGATTTTTTTTTT
P1_23.7 a22.8*-T11 GGTTCTCCTGTTTTTTTTTTT GGTTCTCCTGATTTTTTTTTT
P1_23.8 a22.9*-T11 GTGTAGAGGGTTTTTTTTTTT GTGTAGAGGGATTTTTTTTTT
P1_23.9 a22.10*-T11 GTTAAGTCCGTTTTTTTTTTT GTTAAGTCCGATTTTTTTTTT
P1_23.10 a22.11*-T11 GATCGCCAGGTTTTTTTTTTT GATCGCCAGGATTTTTTTTTT
P1_23.11 a22.12*-T11 GCGACTCACGTTTTTTTTTTT GCGACTCACGATTTTTTTTTT
P1_23.12 a22.13*-T11 GTAGGGAGGGTTTTTTTTTTT GTAGGGAGGGATTTTTTTTTT
P1_23.13 a22.14*-T11 GCAATTCTAGTTTTTTTTTTT GCAATTCTAGATTTTTTTTTT
P1_23.14 a22.15*-T11 GTCCCAGCCGTTTTTTTTTTT GTCCCAGCCGATTTTTTTTTT
P1_24.1 a23.1*-T10 GGGCAGGCATGTTTTTTTTTT GGGCAGGCATTTTTTTTTTTT
P1_24.2 a23.2*-T10 GTATAGTCTTGTTTTTTTTTT GTATAGTCTTTTTTTTTTTTT
P1_24.3 a23.3*-T10 GGATGCGCGTGTTTTTTTTTT GGATGCGCGTTTTTTTTTTTT
P1_24.4 a23.4*-T10 GCAGCTTTACGTTTTTTTTTT GCAGCTTTACTTTTTTTTTTT
P1_24.5 a23.5*-T10 GTGCATTCACGTTTTTTTTTT GTGCATTCACTTTTTTTTTTT
P1_24.6 a23.6*-T10 GTATTACCGAGTTTTTTTTTT GTATTACCGATTTTTTTTTTT
P1_24.7 a23.7*-T10 GGAGACTCTTGTTTTTTTTTT GGAGACTCTTTTTTTTTTTTT



Seq_ID Domains Sequence Note
P1_24.8 a23.8*-T10 GGGCCAGCCGGTTTTTTTTTT GGGCCAGCCGTTTTTTTTTTT
P1_24.9 a23.9*-T10 GTGTCCATAGGTTTTTTTTTT GTGTCCATAGTTTTTTTTTTT
P1_24.10 a23.10*-T10 GTTCATCTCTGTTTTTTTTTT GTTCATCTCTTTTTTTTTTTT
P1_24.11 a23.11*-T10 GCGCTAGGGTGTTTTTTTTTT GCGCTAGGGTTTTTTTTTTTT
P1_24.12 a23.12*-T10 GTACGGGCAGGTTTTTTTTTT GTACGGGCAGTTTTTTTTTTT
P1_24.13 a23.13*-T10 GGGTCTCTTCGTTTTTTTTTT GGGTCTCTTCTTTTTTTTTTT
P1_24.14 a23.14*-T10 GCCGGCAAAGGTTTTTTTTTT GCCGGCAAAGTTTTTTTTTTT
P1_25.1 a24.2*-T11 GCCGATACAGTTTTTTTTTTT GCCGATACAGATTTTTTTTTT
P1_25.2 a24.3*-T11 GACCCAGATGTTTTTTTTTTT GACCCAGATGATTTTTTTTTT
P1_25.3 a24.4*-T11 GACATCTGTGTTTTTTTTTTT GACATCTGTGATTTTTTTTTT
P1_25.4 a24.5*-T11 GTCCACGCTGTTTTTTTTTTT GTCCACGCTGATTTTTTTTTT
P1_25.5 a24.6*-T11 GGCGAGCCGGTTTTTTTTTTT GGCGAGCCGGATTTTTTTTTT
P1_25.6 a24.7*-T11 GAGCTAGGCGTTTTTTTTTTT GAGCTAGGCGATTTTTTTTTT
P1_25.7 a24.8*-T11 GATAGCCGGGTTTTTTTTTTT GATAGCCGGGATTTTTTTTTT
P1_25.8 a24.9*-T11 GTCATTCTGGTTTTTTTTTTT GTCATTCTGGATTTTTTTTTT
P1_25.9 a24.10*-T11 GTCGTCTTTGTTTTTTTTTTT GTCGTCTTTGATTTTTTTTTT
P1_25.10 a24.11*-T11 GTTGGCCCAGTTTTTTTTTTT GTTGGCCCAGATTTTTTTTTT
P1_25.11 a24.12*-T11 GTCACACACGTTTTTTTTTTT GTCACACACGATTTTTTTTTT
P1_25.12 a24.13*-T11 GGAAACGGTGTTTTTTTTTTT GGAAACGGTGATTTTTTTTTT
P1_25.13 a24.14*-T11 GAAGCCTGGGTTTTTTTTTTT GAAGCCTGGGATTTTTTTTTT
P1_25.14 a24.15*-T11 GTCTTCCAAGTTTTTTTTTTT GTCTTCCAAGATTTTTTTTTT
P2_2.2 T11-b1.1* TTTTTTTTTTTACGATAAATA
P2_2.3 T11-b1.2* TTTTTTTTTTTAGTAAGCTGA
P2_2.4 T11-b1.3* TTTTTTTTTTTATATTATCCA
P2_2.5 T11-b1.4* TTTTTTTTTTTAGAAATATAA
P2_2.6 T11-b1.5* TTTTTTTTTTTACTTCCTGGA
P2_2.7 T11-b1.6* TTTTTTTTTTTAATCCATATA
P2_2.8 T11-b1.7* TTTTTTTTTTTACTTCAACCA
P2_2.9 T11-b1.8* TTTTTTTTTTTAGGTGTGTTA
P2_2.10 T11-b1.9* TTTTTTTTTTTAGTGTTCACA
P2_2.11 T11-b1.10* TTTTTTTTTTTAGAAACTTAA
P2_2.12 T11-b1.11* TTTTTTTTTTTATCATTCTAA
P2_2.13 T11-b1.12* TTTTTTTTTTTAAGGGCTTCA
P2_2.14 T11-b1.13* TTTTTTTTTTTATCGACTAAA
P2_2.15 T11-b1.14* TTTTTTTTTTTATACATCTGA
P2_3.1 T10-b2.1* TTTTTTTTTTATGGGCACCCA
P2_3.2 T10-b2.2* TTTTTTTTTTAGTCCTTCGGA
P2_3.3 T10-b2.3* TTTTTTTTTTATCATAATGCA
P2_3.4 T10-b2.4* TTTTTTTTTTAGCTGCAGGGA
P2_3.5 T10-b2.5* TTTTTTTTTTACACAACTTTA
P2_3.6 T10-b2.6* TTTTTTTTTTATACAGGTGCA
P2_3.7 T10-b2.7* TTTTTTTTTTAGTACGAACGA
P2_3.8 T10-b2.8* TTTTTTTTTTAATCTGCAGTA
P2_3.9 T10-b2.9* TTTTTTTTTTAGTCAGACTGA
P2_3.10 T10-b2.10* TTTTTTTTTTAGTGCGGAGGA
P2_3.11 T10-b2.11* TTTTTTTTTTAGAAGAGGGAA
P2_3.12 T10-b2.12* TTTTTTTTTTAGCATTCTTTA
P2_3.13 T10-b2.13* TTTTTTTTTTATAGCCCACTA
P2_3.14 T10-b2.14* TTTTTTTTTTAAGAGGAATAA
P2_4.2 T11-b3.1* TTTTTTTTTTTAACCACGATA
P2_4.3 T11-b3.2* TTTTTTTTTTTAGGCTGCTTA
P2_4.4 T11-b3.3* TTTTTTTTTTTACCTTGACGA
P2_4.5 T11-b3.4* TTTTTTTTTTTATGTCGTTTA
P2_4.6 T11-b3.5* TTTTTTTTTTTAATCTTTCTA
P2_4.7 T11-b3.6* TTTTTTTTTTTAATTGCATAA
P2_4.8 T11-b3.7* TTTTTTTTTTTACGACTTTCA
P2_4.9 T11-b3.8* TTTTTTTTTTTACCTGGTTTA
P2_4.10 T11-b3.9* TTTTTTTTTTTAATCTGACGA
P2_4.11 T11-b3.10* TTTTTTTTTTTATCAGCTCTA
P2_4.12 T11-b3.11* TTTTTTTTTTTACCGACCAAA
P2_4.13 T11-b3.12* TTTTTTTTTTTATACACAGCA
P2_4.14 T11-b3.13* TTTTTTTTTTTACACTTCAGA
P2_4.15 T11-b3.14* TTTTTTTTTTTAAGGGACTCA



Seq_ID Domains Sequence Note
P2_5.1 T10-b4.1* TTTTTTTTTTATCCACTCCCA
P2_5.2 T10-b4.2* TTTTTTTTTTATATCCTCCCA
P2_5.3 T10-b4.3* TTTTTTTTTTATATAAATGTA
P2_5.4 T10-b4.4* TTTTTTTTTTATAATGGTAAA
P2_5.5 T10-b4.5* TTTTTTTTTTACAAGGCACAA
P2_5.6 T10-b4.6* TTTTTTTTTTAAATGCTAGTA
P2_5.7 T10-b4.7* TTTTTTTTTTATTATTATTGA
P2_5.8 T10-b4.8* TTTTTTTTTTACGATGGTCCA
P2_5.9 T10-b4.9* TTTTTTTTTTATAGTTCATTA
P2_5.10 T10-b4.10* TTTTTTTTTTACAGGTATTTA
P2_5.11 T10-b4.11* TTTTTTTTTTAAACAATGGTA
P2_5.12 T10-b4.12* TTTTTTTTTTATTAACTCATA
P2_5.13 T10-b4.13* TTTTTTTTTTAAGCGAGGGCA
P2_5.14 T10-b4.14* TTTTTTTTTTAGTCTCTGTGA
P2_6.2 T11-b5.1* TTTTTTTTTTTATAAACCATA
P2_6.3 T11-b5.2* TTTTTTTTTTTAATCCGCCCA
P2_6.4 T11-b5.3* TTTTTTTTTTTAGGGACCAGA
P2_6.5 T11-b5.4* TTTTTTTTTTTACGCAACCAA
P2_6.6 T11-b5.5* TTTTTTTTTTTATGCATCCTA
P2_6.7 T11-b5.6* TTTTTTTTTTTACAAATGCCA
P2_6.8 T11-b5.7* TTTTTTTTTTTATGCGGACTA
P2_6.9 T11-b5.8* TTTTTTTTTTTAAATGGATTA
P2_6.10 T11-b5.9* TTTTTTTTTTTAGTCAGGTAA
P2_6.11 T11-b5.10* TTTTTTTTTTTACGTGGCGAA
P2_6.12 T11-b5.11* TTTTTTTTTTTAGTACCTAAA
P2_6.13 T11-b5.12* TTTTTTTTTTTAGGTCAGTAA
P2_6.14 T11-b5.13* TTTTTTTTTTTAGATATGTTA
P2_6.15 T11-b5.14* TTTTTTTTTTTATGCCCGGTA
P2_7.1 T10-b6.1* TTTTTTTTTTAGAATCCTCCA
P2_7.2 T10-b6.2* TTTTTTTTTTATTTCGGGCGA
P2_7.3 T10-b6.3* TTTTTTTTTTATAACTGAGAA
P2_7.4 T10-b6.4* TTTTTTTTTTATTACCCTTAA
P2_7.5 T10-b6.5* TTTTTTTTTTAATAACAGGAA
P2_7.6 T10-b6.6* TTTTTTTTTTATCTCGCCGTA
P2_7.7 T10-b6.7* TTTTTTTTTTAACTGCATTGA
P2_7.8 T10-b6.8* TTTTTTTTTTACTGCCTCCGA
P2_7.9 T10-b6.9* TTTTTTTTTTAACAGCCTGCA
P2_7.10 T10-b6.10* TTTTTTTTTTATTGCCCAAGA
P2_7.11 T10-b6.11* TTTTTTTTTTAATTGGTTGTA
P2_7.12 T10-b6.12* TTTTTTTTTTAAAGAACTAAA
P2_7.13 T10-b6.13* TTTTTTTTTTAGCGAGTTTCA
P2_7.14 T10-b6.14* TTTTTTTTTTAACTAGAGCAA
P2_8.2 T11-b7.1* TTTTTTTTTTTATAAGTCTCA
P2_8.3 T11-b7.2* TTTTTTTTTTTATTGTCAATA
P2_8.4 T11-b7.3* TTTTTTTTTTTACATCGGAAA
P2_8.5 T11-b7.4* TTTTTTTTTTTAAGTTGTTGA
P2_8.6 T11-b7.5* TTTTTTTTTTTAGGAATTCGA
P2_8.7 T11-b7.6* TTTTTTTTTTTAGCATCTGTA
P2_8.8 T11-b7.7* TTTTTTTTTTTAGACCTGTCA
P2_8.9 T11-b7.8* TTTTTTTTTTTACAGAAGTTA
P2_8.10 T11-b7.9* TTTTTTTTTTTACGGGCTATA
P2_8.11 T11-b7.10* TTTTTTTTTTTAGACCTAACA
P2_8.12 T11-b7.11* TTTTTTTTTTTAATGCGGGTA
P2_8.13 T11-b7.12* TTTTTTTTTTTAGGGTGCATA
P2_8.14 T11-b7.13* TTTTTTTTTTTAGATTGGATA
P2_8.15 T11-b7.14* TTTTTTTTTTTACTATTCGCA
P2_9.1 T10-b8.1* TTTTTTTTTTAACCCAAGCAA
P2_9.2 T10-b8.2* TTTTTTTTTTAGAGGGTATGA
P2_9.3 T10-b8.3* TTTTTTTTTTATTATAAGGAA
P2_9.4 T10-b8.4* TTTTTTTTTTAACGGTTGTGA
P2_9.5 T10-b8.5* TTTTTTTTTTAGCGTGATATA
P2_9.6 T10-b8.6* TTTTTTTTTTAAAGACAACAA
P2_9.7 T10-b8.7* TTTTTTTTTTATAGGTCCAGA



Seq_ID Domains Sequence Note
P2_9.8 T10-b8.8* TTTTTTTTTTAGGATAAGTTA
P2_9.9 T10-b8.9* TTTTTTTTTTACTGGCTCGAA
P2_9.10 T10-b8.10* TTTTTTTTTTAGATAGGTGTA
P2_9.11 T10-b8.11* TTTTTTTTTTATCCGCTTTAA
P2_9.12 T10-b8.12* TTTTTTTTTTAGTCGAACTAA
P2_9.13 T10-b8.13* TTTTTTTTTTATGTTTCGTGA
P2_9.14 T10-b8.14* TTTTTTTTTTAATGTGCATCA
P2_10.2 T11-b9.1* TTTTTTTTTTTATTACGGAAA
P2_10.3 T11-b9.2* TTTTTTTTTTTATGAGCACTA
P2_10.4 T11-b9.3* TTTTTTTTTTTAATATGACAA
P2_10.5 T11-b9.4* TTTTTTTTTTTATTGGTACGA
P2_10.6 T11-b9.5* TTTTTTTTTTTATACTATGCA
P2_10.7 T11-b9.6* TTTTTTTTTTTAGCACAAGGA
P2_10.8 T11-b9.7* TTTTTTTTTTTACTAACGTAA
P2_10.9 T11-b9.8* TTTTTTTTTTTATACTAACTA
P2_10.10 T11-b9.9* TTTTTTTTTTTAGTAATCCCA
P2_10.11 T11-b9.10* TTTTTTTTTTTAAGGTAGCCA
P2_10.12 T11-b9.11* TTTTTTTTTTTATTGCAGTTA
P2_10.13 T11-b9.12* TTTTTTTTTTTACGCCGATAA
P2_10.14 T11-b9.13* TTTTTTTTTTTATAAACGATA
P2_10.15 T11-b9.14* TTTTTTTTTTTACGGTCTCCA
P2_11.1 T10-b10.1* TTTTTTTTTTATTCTGCACTA
P2_11.2 T10-b10.2* TTTTTTTTTTAATTGACCTAA
P2_11.3 T10-b10.3* TTTTTTTTTTAAACCTACTGA
P2_11.4 T10-b10.4* TTTTTTTTTTAGTGATGACCA
P2_11.5 T10-b10.5* TTTTTTTTTTATAATCAGAAA
P2_11.6 T10-b10.6* TTTTTTTTTTAACCCTAGTAA
P2_11.7 T10-b10.7* TTTTTTTTTTACGAGCCCTGA
P2_11.8 T10-b10.8* TTTTTTTTTTAGTGGGCGTAA
P2_11.9 T10-b10.9* TTTTTTTTTTATACTCGTCTA
P2_11.10 T10-b10.10* TTTTTTTTTTAGCCGATCAAA
P2_11.11 T10-b10.11* TTTTTTTTTTATTTGCTTACA
P2_11.12 T10-b10.12* TTTTTTTTTTAGCGCTTACAA
P2_11.13 T10-b10.13* TTTTTTTTTTACACATCTCGA
P2_11.14 T10-b10.14* TTTTTTTTTTACAATATTATA
P2_12.2 T11-b11.1* TTTTTTTTTTTACTTGGTCAA
P2_12.3 T11-b11.2* TTTTTTTTTTTAGGAGGGTGA
P2_12.4 T11-b11.3* TTTTTTTTTTTACCTGGACAA
P2_12.5 T11-b11.4* TTTTTTTTTTTATCGCATGCA
P2_12.6 T11-b11.5* TTTTTTTTTTTACGAGGGCTA
P2_12.7 T11-b11.6* TTTTTTTTTTTATTAGTGTAA
P2_12.8 T11-b11.7* TTTTTTTTTTTAAAGGCAGAA
P2_12.9 T11-b11.8* TTTTTTTTTTTAATCAAGTGA
P2_12.10 T11-b11.9* TTTTTTTTTTTAGGACGTTGA
P2_12.11 T11-b11.10* TTTTTTTTTTTAGTGCCTGTA
P2_12.12 T11-b11.11* TTTTTTTTTTTAAGATGTCCA
P2_12.13 T11-b11.12* TTTTTTTTTTTATAGTCATAA
P2_12.14 T11-b11.13* TTTTTTTTTTTATCAGCATTA
P2_12.15 T11-b11.14* TTTTTTTTTTTAGTTACCGCA
P2_13.1 T10-b12.1* TTTTTTTTTTATATGCACAGA
P2_13.2 T10-b12.2* TTTTTTTTTTACACGGTCAGA
P2_13.3 T10-b12.3* TTTTTTTTTTATCTATAAACA
P2_13.4 T10-b12.4* TTTTTTTTTTACTCCTAATGA
P2_13.5 T10-b12.5* TTTTTTTTTTACTGGGTACAA
P2_13.6 T10-b12.6* TTTTTTTTTTACCAGCTAGCA
P2_13.7 T10-b12.7* TTTTTTTTTTATTCCGAGTGA
P2_13.8 T10-b12.8* TTTTTTTTTTACCCGCCCAAA
P2_13.9 T10-b12.9* TTTTTTTTTTAGTAGTTATAA
P2_13.10 T10-b12.10* TTTTTTTTTTATGAATCCGGA
P2_13.11 T10-b12.11* TTTTTTTTTTATACAGCCAGA
P2_13.12 T10-b12.12* TTTTTTTTTTACACTCGACGA
P2_13.13 T10-b12.13* TTTTTTTTTTACGATTCTCGA
P2_13.14 T10-b12.14* TTTTTTTTTTACGGACGATCA



Seq_ID Domains Sequence Note
P2_14.2 T11-b13.1* TTTTTTTTTTTATCCTGCAGA
P2_14.3 T11-b13.2* TTTTTTTTTTTACTCATCGTA
P2_14.4 T11-b13.3* TTTTTTTTTTTATTTGAAGGA
P2_14.5 T11-b13.4* TTTTTTTTTTTACCCTCAGGA
P2_14.6 T11-b13.5* TTTTTTTTTTTAAGTTTGGGA
P2_14.7 T11-b13.6* TTTTTTTTTTTAAAGGGTAGA
P2_14.8 T11-b13.7* TTTTTTTTTTTAACCTAAACA
P2_14.9 T11-b13.8* TTTTTTTTTTTATGGTGTCCA
P2_14.10 T11-b13.9* TTTTTTTTTTTAGCGAATGCA
P2_14.11 T11-b13.10* TTTTTTTTTTTATGGAGATCA
P2_14.12 T11-b13.11* TTTTTTTTTTTATAACGGGTA
P2_14.13 T11-b13.12* TTTTTTTTTTTAACATTCTTA
P2_14.14 T11-b13.13* TTTTTTTTTTTACAGGACAGA
P2_14.15 T11-b13.14* TTTTTTTTTTTACTGTCGGGA
P2_15.1 T10-b14.1* TTTTTTTTTTATCAAGTAACA
P2_15.2 T10-b14.2* TTTTTTTTTTAGACATATCAA
P2_15.3 T10-b14.3* TTTTTTTTTTAAGGCCCTGAA
P2_15.4 T10-b14.4* TTTTTTTTTTACAGTTACACA
P2_15.5 T10-b14.5* TTTTTTTTTTAAATAGCCGCA
P2_15.6 T10-b14.6* TTTTTTTTTTAAGCGGTTGGA
P2_15.7 T10-b14.7* TTTTTTTTTTATGACGTGCCA
P2_15.8 T10-b14.8* TTTTTTTTTTACAACGACGCA
P2_15.9 T10-b14.9* TTTTTTTTTTAGACACTGTTA
P2_15.10 T10-b14.10* TTTTTTTTTTACACCAGTAAA
P2_15.11 T10-b14.11* TTTTTTTTTTAGCGATTCGTA
P2_15.12 T10-b14.12* TTTTTTTTTTAACAAAGATTA
P2_15.13 T10-b14.13* TTTTTTTTTTACGATGCAACA
P2_15.14 T10-b14.14* TTTTTTTTTTAGTTAAGGTTA
P2_16.2 T11-b15.1* TTTTTTTTTTTATCGCAATAA
P2_16.3 T11-b15.2* TTTTTTTTTTTACTGCGCGTA
P2_16.4 T11-b15.3* TTTTTTTTTTTATAATTGAAA
P2_16.5 T11-b15.4* TTTTTTTTTTTAACCGGTGCA
P2_16.6 T11-b15.5* TTTTTTTTTTTAAACGTAGGA
P2_16.7 T11-b15.6* TTTTTTTTTTTAAAGACTCCA
P2_16.8 T11-b15.7* TTTTTTTTTTTATAAGACACA
P2_16.9 T11-b15.8* TTTTTTTTTTTAGAATCTCCA
P2_16.10 T11-b15.9* TTTTTTTTTTTAATGGCGCGA
P2_16.11 T11-b15.10* TTTTTTTTTTTAATTACTTTA
P2_16.12 T11-b15.11* TTTTTTTTTTTAGAGGAACGA
P2_16.13 T11-b15.12* TTTTTTTTTTTACGCAAATTA
P2_16.14 T11-b15.13* TTTTTTTTTTTACCGCTACTA
P2_16.15 T11-b15.14* TTTTTTTTTTTAAGCTGTTAA
P2_17.1 T10-b16.1* TTTTTTTTTTATGATGGGCCA
P2_17.2 T10-b16.2* TTTTTTTTTTAATACAGAATA
P2_17.3 T10-b16.3* TTTTTTTTTTATAAAGAAAGA
P2_17.4 T10-b16.4* TTTTTTTTTTAGACCTCCTTA
P2_17.5 T10-b16.5* TTTTTTTTTTAGCGAGCGGAA
P2_17.6 T10-b16.6* TTTTTTTTTTATCGGGATCAA
P2_17.7 T10-b16.7* TTTTTTTTTTAATGGATGGAA
P2_17.8 T10-b16.8* TTTTTTTTTTACCAGAAGTGA
P2_17.9 T10-b16.9* TTTTTTTTTTATACGGATGGA
P2_17.10 T10-b16.10* TTTTTTTTTTAACGCGGTTTA
P2_17.11 T10-b16.11* TTTTTTTTTTATCCCGCGGAA
P2_17.12 T10-b16.12* TTTTTTTTTTACGTAATGCAA
P2_17.13 T10-b16.13* TTTTTTTTTTAGACGCACTTA
P2_17.14 T10-b16.14* TTTTTTTTTTACAAGCGTTGA
P2_18.2 T11-b17.1* TTTTTTTTTTTAACCCGTCTA
P2_18.3 T11-b17.2* TTTTTTTTTTTACTTTCTGGA
P2_18.4 T11-b17.3* TTTTTTTTTTTATGAATTGGA
P2_18.5 T11-b17.4* TTTTTTTTTTTACTAAACAAA
P2_18.6 T11-b17.5* TTTTTTTTTTTACCGGGCCCA
P2_18.7 T11-b17.6* TTTTTTTTTTTACTGAACATA
P2_18.8 T11-b17.7* TTTTTTTTTTTAGGTGGCGCA



Seq_ID Domains Sequence Note
P2_18.9 T11-b17.8* TTTTTTTTTTTATCGTTCCGA
P2_18.10 T11-b17.9* TTTTTTTTTTTACCTCGAGCA
P2_18.11 T11-b17.10* TTTTTTTTTTTACGAGGAGCA
P2_18.12 T11-b17.11* TTTTTTTTTTTATAATTTACA
P2_18.13 T11-b17.12* TTTTTTTTTTTAATGAGCATA
P2_18.14 T11-b17.13* TTTTTTTTTTTATTTACGCGA
P2_18.15 T11-b17.14* TTTTTTTTTTTATGACATCTA
P2_19.1 T10-b18.1* TTTTTTTTTTATAGTCTGGAA
P2_19.2 T10-b18.2* TTTTTTTTTTACGGCCCAGCA
P2_19.3 T10-b18.3* TTTTTTTTTTATTGGCAGAAA
P2_19.4 T10-b18.4* TTTTTTTTTTAAACTCTGACA
P2_19.5 T10-b18.5* TTTTTTTTTTACGATCGGTCA
P2_19.6 T10-b18.6* TTTTTTTTTTACCACGCCTTA
P2_19.7 T10-b18.7* TTTTTTTTTTAGACATGGTAA
P2_19.8 T10-b18.8* TTTTTTTTTTAATTACCACCA
P2_19.9 T10-b18.9* TTTTTTTTTTACCAAGGCATA
P2_19.10 T10-b18.10* TTTTTTTTTTAGCGAACACTA
P2_19.11 T10-b18.11* TTTTTTTTTTACTTTGTGCGA
P2_19.12 T10-b18.12* TTTTTTTTTTATATGGACTTA
P2_19.13 T10-b18.13* TTTTTTTTTTATGACAGTCAA
P2_19.14 T10-b18.14* TTTTTTTTTTATAGTTTACGA
P2_20.2 T11-b19.1* TTTTTTTTTTTATTCGTTTGA
P2_20.3 T11-b19.2* TTTTTTTTTTTAGCCGCCTAA
P2_20.4 T11-b19.3* TTTTTTTTTTTATTAACAATA
P2_20.5 T11-b19.4* TTTTTTTTTTTATCCCTAATA
P2_20.6 T11-b19.5* TTTTTTTTTTTAGGATTGTGA
P2_20.7 T11-b19.6* TTTTTTTTTTTAAGGACATAA
P2_20.8 T11-b19.7* TTTTTTTTTTTAAATTATATA
P2_20.9 T11-b19.8* TTTTTTTTTTTAGTTGTTCTA
P2_20.10 T11-b19.9* TTTTTTTTTTTAGCCTAAGAA
P2_20.11 T11-b19.10* TTTTTTTTTTTACTAACCACA
P2_20.12 T11-b19.11* TTTTTTTTTTTATCTGCTTTA
P2_20.13 T11-b19.12* TTTTTTTTTTTATCGAGCCCA
P2_20.14 T11-b19.13* TTTTTTTTTTTATATGTAGGA
P2_20.15 T11-b19.14* TTTTTTTTTTTATAGGCCGAA
P2_21.1 T10-b20.1* TTTTTTTTTTAAGCAAGGTAA
P2_21.2 T10-b20.2* TTTTTTTTTTATTAGCGCCAA
P2_21.3 T10-b20.3* TTTTTTTTTTACATGCAGCTA
P2_21.4 T10-b20.4* TTTTTTTTTTAAGAATTAACA
P2_21.5 T10-b20.5* TTTTTTTTTTAAGCACTTACA
P2_21.6 T10-b20.6* TTTTTTTTTTACCTACTACCA
P2_21.7 T10-b20.7* TTTTTTTTTTATCTAATTGTA
P2_21.8 T10-b20.8* TTTTTTTTTTAGCCGTGCCTA
P2_21.9 T10-b20.9* TTTTTTTTTTAAGAGTTCGTA
P2_21.10 T10-b20.10* TTTTTTTTTTACAATGGGTGA
P2_21.11 T10-b20.11* TTTTTTTTTTATAATCTTGAA
P2_21.12 T10-b20.12* TTTTTTTTTTAGCACTCTGGA
P2_21.13 T10-b20.13* TTTTTTTTTTAACACAGCTCA
P2_21.14 T10-b20.14* TTTTTTTTTTACCCAAGATCA
P2_22.2 T11-b21.1* TTTTTTTTTTTATCGTTAGGA
P2_22.3 T11-b21.2* TTTTTTTTTTTAGGTCTTGCA
P2_22.4 T11-b21.3* TTTTTTTTTTTAATTTCCAAA
P2_22.5 T11-b21.4* TTTTTTTTTTTATCTAAATTA
P2_22.6 T11-b21.5* TTTTTTTTTTTATTTGGATAA
P2_22.7 T11-b21.6* TTTTTTTTTTTAAGGATAGGA
P2_22.8 T11-b21.7* TTTTTTTTTTTAGGACCCTTA
P2_22.9 T11-b21.8* TTTTTTTTTTTAGTTCCGGTA
P2_22.10 T11-b21.9* TTTTTTTTTTTATTTGCCATA
P2_22.11 T11-b21.10* TTTTTTTTTTTAGGCCTGTGA
P2_22.12 T11-b21.11* TTTTTTTTTTTAAACACCAGA
P2_22.13 T11-b21.12* TTTTTTTTTTTACTTGTTAAA
P2_22.14 T11-b21.13* TTTTTTTTTTTACCTGAGATA
P2_22.15 T11-b21.14* TTTTTTTTTTTATGTTCCGTA



Seq_ID Domains Sequence Note
P2_23.1 T10-b22.1* TTTTTTTTTTAACAAACAACA
P2_23.2 T10-b22.2* TTTTTTTTTTACCTCAATGTA
P2_23.3 T10-b22.3* TTTTTTTTTTACAATCATGGA
P2_23.4 T10-b22.4* TTTTTTTTTTACTCGTGAGCA
P2_23.5 T10-b22.5* TTTTTTTTTTAACTATCGGCA
P2_23.6 T10-b22.6* TTTTTTTTTTAACCTGATACA
P2_23.7 T10-b22.7* TTTTTTTTTTACGAATTAGAA
P2_23.8 T10-b22.8* TTTTTTTTTTATTGTTGAAGA
P2_23.9 T10-b22.9* TTTTTTTTTTATAGCACCGAA
P2_23.10 T10-b22.10* TTTTTTTTTTACGGAGCTCGA
P2_23.11 T10-b22.11* TTTTTTTTTTACGCTTTGTGA
P2_23.12 T10-b22.12* TTTTTTTTTTAGCGCCCTTTA
P2_23.13 T10-b22.13* TTTTTTTTTTAGTGGCATACA
P2_23.14 T10-b22.14* TTTTTTTTTTAATGAGAGGCA
P2_24.2 T11-b23.1* TTTTTTTTTTTAAGTTAGCAA
P2_24.3 T11-b23.2* TTTTTTTTTTTAGCGTCCTGA
P2_24.4 T11-b23.3* TTTTTTTTTTTAATAAACGGA
P2_24.5 T11-b23.4* TTTTTTTTTTTATAGACCATA
P2_24.6 T11-b23.5* TTTTTTTTTTTAGTCTACCGA
P2_24.7 T11-b23.6* TTTTTTTTTTTATAGCATAAA
P2_24.8 T11-b23.7* TTTTTTTTTTTACTGTCTAAA
P2_24.9 T11-b23.8* TTTTTTTTTTTACGCAGCCCA
P2_24.10 T11-b23.9* TTTTTTTTTTTAACGTGCGTA
P2_24.11 T11-b23.10* TTTTTTTTTTTAACGAGTCAA
P2_24.12 T11-b23.11* TTTTTTTTTTTAAAGTGCCCA
P2_24.13 T11-b23.12* TTTTTTTTTTTACTATGTATA
P2_24.14 T11-b23.13* TTTTTTTTTTTACCAAATCAA
P2_24.15 T11-b23.14* TTTTTTTTTTTAAGTATAGAA
P2_25.1 T10-b24.1* TTTTTTTTTTATACATACTGA
P2_25.2 T10-b24.2* TTTTTTTTTTATTATACTAAA
P2_25.3 T10-b24.3* TTTTTTTTTTAGGGTCTTGTA
P2_25.4 T10-b24.4* TTTTTTTTTTACTCGCAAATA
P2_25.5 T10-b24.5* TTTTTTTTTTAATTGTTACGA
P2_25.6 T10-b24.6* TTTTTTTTTTAGCTACCCAGA
P2_25.7 T10-b24.7* TTTTTTTTTTACAGTTTGCTA
P2_25.8 T10-b24.8* TTTTTTTTTTACGTCGCACTA
P2_25.9 T10-b24.9* TTTTTTTTTTACCGAGGTCGA
P2_25.10 T10-b24.10* TTTTTTTTTTAACGGAATAGA
P2_25.11 T10-b24.11* TTTTTTTTTTAGAGGCCCGTA
P2_25.12 T10-b24.12* TTTTTTTTTTAGGTCCGAACA
P2_25.13 T10-b24.13* TTTTTTTTTTATGACTACTTA
P2_25.14 T10-b24.14* TTTTTTTTTTATACTCTTACA
P3_1.1 a1.1-T10 CAGGGTGGTACTTTTTTTTTT
P3_1.2 a1.2-T10 CCTCCGGGCACTTTTTTTTTT
P3_1.3 a1.3-T10 CAACCGATCTCTTTTTTTTTT
P3_1.4 a1.4-T10 CCCGTCAAAGCTTTTTTTTTT
P3_1.5 a1.5-T10 CTATTTAGAACTTTTTTTTTT
P3_1.6 a1.6-T10 CCAGGCCCACCTTTTTTTTTT
P3_1.7 a1.7-T10 CTTAAAGGCTCTTTTTTTTTT
P3_1.8 a1.8-T10 CAGATCACGACTTTTTTTTTT
P3_1.9 a1.9-T10 CGCCTCTATCCTTTTTTTTTT
P3_1.10 a1.10-T10 CGGCTGAGAACTTTTTTTTTT
P3_1.11 a1.11-T10 CGGTCTCGCCCTTTTTTTTTT
P3_1.12 a1.12-T10 CGGGCGCCAACTTTTTTTTTT
P3_1.13 a1.13-T10 CGGGACATCCCTTTTTTTTTT
P3_1.14 a1.14-T10 CGGAGATGCGCTTTTTTTTTT
P3_2.2 a2.2-T11 CGGGCTGGTCTTTTTTTTTTT
P3_2.3 a2.3-T11 CGAAGTTTCCTTTTTTTTTTT
P3_2.4 a2.4-T11 CTTCAAGTGCTTTTTTTTTTT
P3_2.5 a2.5-T11 CGATTTCAGCTTTTTTTTTTT
P3_2.6 a2.6-T11 CCAATGCGCCTTTTTTTTTTT
P3_2.7 a2.7-T11 CATCACATCCTTTTTTTTTTT
P3_2.8 a2.8-T11 CACAGTCTGCTTTTTTTTTTT



Seq_ID Domains Sequence Note
P3_2.9 a2.9-T11 CTTGGATACCTTTTTTTTTTT
P3_2.10 a2.10-T11 CAACTCTAGCTTTTTTTTTTT
P3_2.11 a2.11-T11 CTCACATAACTTTTTTTTTTT
P3_2.12 a2.12-T11 CTTGCGAGGCTTTTTTTTTTT
P3_2.13 a2.13-T11 CAGCGGACTCTTTTTTTTTTT
P3_2.14 a2.14-T11 CATCGTGTGCTTTTTTTTTTT
P3_2.15 a2.15-T11 CCTATTTGTCTTTTTTTTTTT
P3_3.1 a3.1-T10 CGCCGCGTGTCTTTTTTTTTT
P3_3.2 a3.2-T10 CCATTAGGGCCTTTTTTTTTT
P3_3.3 a3.3-T10 CATATATCGACTTTTTTTTTT
P3_3.4 a3.4-T10 CGAAAGTTGGCTTTTTTTTTT
P3_3.5 a3.5-T10 CATACGGTTTCTTTTTTTTTT
P3_3.6 a3.6-T10 CAAGGCTCGGCTTTTTTTTTT
P3_3.7 a3.7-T10 CAACTTAGCTCTTTTTTTTTT
P3_3.8 a3.8-T10 CACTTCCCATCTTTTTTTTTT
P3_3.9 a3.9-T10 CAAGTCCGCGCTTTTTTTTTT
P3_3.10 a3.10-T10 CGTGTAGAATCTTTTTTTTTT
P3_3.11 a3.11-T10 CAGCTGAGAGCTTTTTTTTTT
P3_3.12 a3.12-T10 CATCTTAGGGCTTTTTTTTTT
P3_3.13 a3.13-T10 CCTTTCTCGACTTTTTTTTTT
P3_3.14 a3.14-T10 CGCCCTGTTTCTTTTTTTTTT
P3_4.2 a4.2-T11 CAGGCTCTACTTTTTTTTTTT
P3_4.3 a4.3-T11 CGCGCTAGACTTTTTTTTTTT
P3_4.4 a4.4-T11 CTACGCTATCTTTTTTTTTTT
P3_4.5 a4.5-T11 CGGAGTAAACTTTTTTTTTTT
P3_4.6 a4.6-T11 CAGATAAAGCTTTTTTTTTTT
P3_4.7 a4.7-T11 CGCCTCCTTCTTTTTTTTTTT
P3_4.8 a4.8-T11 CCAACTAGGCTTTTTTTTTTT
P3_4.9 a4.9-T11 CTAATGATGCTTTTTTTTTTT
P3_4.10 a4.10-T11 CCGCCAGTACTTTTTTTTTTT
P3_4.11 a4.11-T11 CGTGGCGTTCTTTTTTTTTTT
P3_4.12 a4.12-T11 CACTTTATTCTTTTTTTTTTT
P3_4.13 a4.13-T11 CCCGACCGTCTTTTTTTTTTT
P3_4.14 a4.14-T11 CGGATTTGACTTTTTTTTTTT
P3_4.15 a4.15-T11 CATGCTCGCCTTTTTTTTTTT
P3_5.1 a5.1-T10 CGGACTTCATCTTTTTTTTTT
P3_5.2 a5.2-T10 CCGTTGATGACTTTTTTTTTT
P3_5.3 a5.3-T10 CTAATGGGACCTTTTTTTTTT
P3_5.4 a5.4-T10 CCACTTCCTTCTTTTTTTTTT
P3_5.5 a5.5-T10 CAGTACATAGCTTTTTTTTTT
P3_5.6 a5.6-T10 CGAAGGGAGCCTTTTTTTTTT
P3_5.7 a5.7-T10 CGCCAAGTAGCTTTTTTTTTT
P3_5.8 a5.8-T10 CTAGCAGCATCTTTTTTTTTT
P3_5.9 a5.9-T10 CAAGCGCGTACTTTTTTTTTT
P3_5.10 a5.10-T10 CCCTGCGCACCTTTTTTTTTT
P3_5.11 a5.11-T10 CCCTAACCCTCTTTTTTTTTT
P3_5.12 a5.12-T10 CTGCAAACATCTTTTTTTTTT
P3_5.13 a5.13-T10 CATGGTACGGCTTTTTTTTTT
P3_5.14 a5.14-T10 CATGCGGCTGCTTTTTTTTTT
P3_6.2 a6.2-T11 CCCGTGGTCCTTTTTTTTTTT
P3_6.3 a6.3-T11 CTTTATTGGCTTTTTTTTTTT
P3_6.4 a6.4-T11 CACTAGAAGCTTTTTTTTTTT
P3_6.5 a6.5-T11 CGCGAGAGCCTTTTTTTTTTT
P3_6.6 a6.6-T11 CGCGTCCTTCTTTTTTTTTTT
P3_6.7 a6.7-T11 CCAGTTAGTCTTTTTTTTTTT
P3_6.8 a6.8-T11 CCAATACTCCTTTTTTTTTTT
P3_6.9 a6.9-T11 CCAATCGGCCTTTTTTTTTTT
P3_6.10 a6.10-T11 CCCTATATTCTTTTTTTTTTT
P3_6.11 a6.11-T11 CGGTGGCCGCTTTTTTTTTTT
P3_6.12 a6.12-T11 CTGTTGCTTCTTTTTTTTTTT
P3_6.13 a6.13-T11 CAGCGTTGGCTTTTTTTTTTT
P3_6.14 a6.14-T11 CGTGGTCAGCTTTTTTTTTTT
P3_6.15 a6.15-T11 CCCTGACGCCTTTTTTTTTTT



Seq_ID Domains Sequence Note
P3_7.1 a7.1-T10 CGATTGGTCTCTTTTTTTTTT
P3_7.2 a7.2-T10 CGGGCCGGCTCTTTTTTTTTT
P3_7.3 a7.3-T10 CAGAGGATGGCTTTTTTTTTT
P3_7.4 a7.4-T10 CACCAAAGGGCTTTTTTTTTT
P3_7.5 a7.5-T10 CTTGTTCAGACTTTTTTTTTT
P3_7.6 a7.6-T10 CAGAGCATCCCTTTTTTTTTT
P3_7.7 a7.7-T10 CGTACTGGTTCTTTTTTTTTT
P3_7.8 a7.8-T10 CCTCGGACGCCTTTTTTTTTT
P3_7.9 a7.9-T10 CCACCAAACTCTTTTTTTTTT
P3_7.10 a7.10-T10 CATGAGTGAACTTTTTTTTTT
P3_7.11 a7.11-T10 CTAGAGTACACTTTTTTTTTT
P3_7.12 a7.12-T10 CGAGAAGTATCTTTTTTTTTT
P3_7.13 a7.13-T10 CTATTGAGGACTTTTTTTTTT
P3_7.14 a7.14-T10 CCGACTGCTGCTTTTTTTTTT
P3_8.2 a8.2-T11 CCGCACAGCCTTTTTTTTTTT
P3_8.3 a8.3-T11 CTAGGTTCCCTTTTTTTTTTT
P3_8.4 a8.4-T11 CTATGGCTACTTTTTTTTTTT
P3_8.5 a8.5-T11 CGTGTTGTCCTTTTTTTTTTT
P3_8.6 a8.6-T11 CGAGCGTCTCTTTTTTTTTTT
P3_8.7 a8.7-T11 CTGACGCTCCTTTTTTTTTTT
P3_8.8 a8.8-T11 CACATTTAACTTTTTTTTTTT
P3_8.9 a8.9-T11 CAACATACGCTTTTTTTTTTT
P3_8.10 a8.10-T11 CAATACTTCCTTTTTTTTTTT
P3_8.11 a8.11-T11 CTTCCAGCCCTTTTTTTTTTT
P3_8.12 a8.12-T11 CCCTATCCACTTTTTTTTTTT
P3_8.13 a8.13-T11 CTCCAAGCCCTTTTTTTTTTT
P3_8.14 a8.14-T11 CCTACGGATCTTTTTTTTTTT
P3_8.15 a8.15-T11 CCAGCAACGCTTTTTTTTTTT
P3_9.1 a9.1-T10 CAGGGTGGTACTTTTTTTTTT
P3_9.2 a9.2-T10 CCTCCGGGCACTTTTTTTTTT
P3_9.3 a9.3-T10 CAACCGATCTCTTTTTTTTTT
P3_9.4 a9.4-T10 CCCGTCAAAGCTTTTTTTTTT
P3_9.5 a9.5-T10 CTATTTAGAACTTTTTTTTTT
P3_9.6 a9.6-T10 CCAGGCCCACCTTTTTTTTTT
P3_9.7 a9.7-T10 CTTAAAGGCTCTTTTTTTTTT
P3_9.8 a9.8-T10 CAGATCACGACTTTTTTTTTT
P3_9.9 a9.9-T10 CGGTCTTTAACTTTTTTTTTT
P3_9.10 a9.10-T10 CAGTTCGTCACTTTTTTTTTT
P3_9.11 a9.11-T10 CATACTGTCTCTTTTTTTTTT
P3_9.12 a9.12-T10 CTTGGCTTTACTTTTTTTTTT
P3_9.13 a9.13-T10 CGTAAGGGCACTTTTTTTTTT
P3_9.14 a9.14-T10 CTCGCTTTAGCTTTTTTTTTT
P3_10.2 a10.2-T11 CGGGCTGGTCTTTTTTTTTTT
P3_10.3 a10.3-T11 CGAAGTTTCCTTTTTTTTTTT
P3_10.4 a10.4-T11 CTTCAAGTGCTTTTTTTTTTT
P3_10.5 a10.5-T11 CGATTTCAGCTTTTTTTTTTT
P3_10.6 a10.6-T11 CCAATGCGCCTTTTTTTTTTT
P3_10.7 a10.7-T11 CATCACATCCTTTTTTTTTTT
P3_10.8 a10.8-T11 CACAGTCTGCTTTTTTTTTTT
P3_10.9 a10.9-T11 CGAATTAAACTTTTTTTTTTT
P3_10.10 a10.10-T11 CATAAGCGACTTTTTTTTTTT
P3_10.11 a10.11-T11 CATGCAACCCTTTTTTTTTTT
P3_10.12 a10.12-T11 CACTACTGGCTTTTTTTTTTT
P3_10.13 a10.13-T11 CTGTAAGGTCTTTTTTTTTTT
P3_10.14 a10.14-T11 CCGTCTAACCTTTTTTTTTTT
P3_10.15 a10.15-T11 CGGCAACGTCTTTTTTTTTTT
P3_11.1 a11.1-T10 CGCCGCGTGTCTTTTTTTTTT
P3_11.2 a11.2-T10 CCATTAGGGCCTTTTTTTTTT
P3_11.3 a11.3-T10 CATATATCGACTTTTTTTTTT
P3_11.4 a11.4-T10 CGAAAGTTGGCTTTTTTTTTT
P3_11.5 a11.5-T10 CATACGGTTTCTTTTTTTTTT
P3_11.6 a11.6-T10 CAAGGCTCGGCTTTTTTTTTT
P3_11.7 a11.7-T10 CAACTTAGCTCTTTTTTTTTT



Seq_ID Domains Sequence Note
P3_11.8 a11.8-T10 CACTTCCCATCTTTTTTTTTT
P3_11.9 a11.9-T10 CGTCCTTGGACTTTTTTTTTT
P3_11.10 a11.10-T10 CTGCGAAGGCCTTTTTTTTTT
P3_11.11 a11.11-T10 CTTCTTCGAACTTTTTTTTTT
P3_11.12 a11.12-T10 CAGTCGTGTCCTTTTTTTTTT
P3_11.13 a11.13-T10 CATTACATGGCTTTTTTTTTT
P3_11.14 a11.14-T10 CCAGCATCCACTTTTTTTTTT
P3_12.2 a12.2-T11 CAGGCTCTACTTTTTTTTTTT
P3_12.3 a12.3-T11 CGCGCTAGACTTTTTTTTTTT
P3_12.4 a12.4-T11 CTACGCTATCTTTTTTTTTTT
P3_12.5 a12.5-T11 CGGAGTAAACTTTTTTTTTTT
P3_12.6 a12.6-T11 CAGATAAAGCTTTTTTTTTTT
P3_12.7 a12.7-T11 CGCCTCCTTCTTTTTTTTTTT
P3_12.8 a12.8-T11 CCAACTAGGCTTTTTTTTTTT
P3_12.9 a12.9-T11 CAAATTGATCTTTTTTTTTTT
P3_12.10 a12.10-T11 CTTCACGGACTTTTTTTTTTT
P3_12.11 a12.11-T11 CGCGCCTGACTTTTTTTTTTT
P3_12.12 a12.12-T11 CTCAAACCTCTTTTTTTTTTT
P3_12.13 a12.13-T11 CATACATCACTTTTTTTTTTT
P3_12.14 a12.14-T11 CCACGGGTGCTTTTTTTTTTT
P3_12.15 a12.15-T11 CCACCTCCTCTTTTTTTTTTT
P3_13.1 a13.1-T10 CCCGAAGTACCTTTTTTTTTT
P3_13.2 a13.2-T10 CGTTACCAGGCTTTTTTTTTT
P3_13.3 a13.3-T10 CTGTCCCACTCTTTTTTTTTT
P3_13.4 a13.4-T10 CATTATATTGCTTTTTTTTTT
P3_13.5 a13.5-T10 CGTGCATGCCCTTTTTTTTTT
P3_13.6 a13.6-T10 CATTGCACTGCTTTTTTTTTT
P3_13.7 a13.7-T10 CTTCATCGACCTTTTTTTTTT
P3_13.8 a13.8-T10 CTACCGGCGTCTTTTTTTTTT
P3_13.9 a13.9-T10 CCGCGGTGTGCTTTTTTTTTT
P3_13.10 a13.10-T10 CCCGAGGTTCCTTTTTTTTTT
P3_13.11 a13.11-T10 CATGAGCGTGCTTTTTTTTTT
P3_13.12 a13.12-T10 CTCTGGAATACTTTTTTTTTT
P3_13.13 a13.13-T10 CTATTCGTTGCTTTTTTTTTT
P3_13.14 a13.14-T10 CCCTCGCAGACTTTTTTTTTT
P3_14.2 a14.2-T11 CCGATGCGACTTTTTTTTTTT
P3_14.3 a14.3-T11 CGCTGCCAGCTTTTTTTTTTT
P3_14.4 a14.4-T11 CAGAAGGGTCTTTTTTTTTTT
P3_14.5 a14.5-T11 CGAGCGCCGCTTTTTTTTTTT
P3_14.6 a14.6-T11 CAGGAGGCTCTTTTTTTTTTT
P3_14.7 a14.7-T11 CTGGGACGACTTTTTTTTTTT
P3_14.8 a14.8-T11 CTGCACCAGCTTTTTTTTTTT
P3_14.9 a14.9-T11 CAAAGGAAACTTTTTTTTTTT
P3_14.10 a14.10-T11 CTCTGCTCTCTTTTTTTTTTT
P3_14.11 a14.11-T11 CATGTAAGACTTTTTTTTTTT
P3_14.12 a14.12-T11 CTTTAGGAACTTTTTTTTTTT
P3_14.13 a14.13-T11 CCCAGCGATCTTTTTTTTTTT
P3_14.14 a14.14-T11 CACGAACAGCTTTTTTTTTTT
P3_14.15 a14.15-T11 CTATAGTAACTTTTTTTTTTT
P3_15.1 a15.1-T10 CTGGGCAAGCCTTTTTTTTTT
P3_15.2 a15.2-T10 CGTGCGGTCCCTTTTTTTTTT
P3_15.3 a15.3-T10 CGCGGGCCGCCTTTTTTTTTT
P3_15.4 a15.4-T10 CTATCTTGTACTTTTTTTTTT
P3_15.5 a15.5-T10 CCAAACCGTCCTTTTTTTTTT
P3_15.6 a15.6-T10 CATGTCCCAACTTTTTTTTTT
P3_15.7 a15.7-T10 CCAGCGCGTTCTTTTTTTTTT
P3_15.8 a15.8-T10 CTTGACCGCTCTTTTTTTTTT
P3_15.9 a15.9-T10 CTGCGGGCCACTTTTTTTTTT
P3_15.10 a15.10-T10 CTACCTTAGTCTTTTTTTTTT
P3_15.11 a15.11-T10 CTACTTGCTGCTTTTTTTTTT
P3_15.12 a15.12-T10 CAGTATCTGCCTTTTTTTTTT
P3_15.13 a15.13-T10 CGCTTTGGCACTTTTTTTTTT
P3_15.14 a15.14-T10 CGGTGTTGCACTTTTTTTTTT



Seq_ID Domains Sequence Note
P3_16.2 a16.2-T11 CAAGACATACTTTTTTTTTTT
P3_16.3 a16.3-T11 CTAGACCACCTTTTTTTTTTT
P3_16.4 a16.4-T11 CCCTTGTGGCTTTTTTTTTTT
P3_16.5 a16.5-T11 CACCGAACCCTTTTTTTTTTT
P3_16.6 a16.6-T11 CCTGAAGTTCTTTTTTTTTTT
P3_16.7 a16.7-T11 CTGAGTGACCTTTTTTTTTTT
P3_16.8 a16.8-T11 CCCTCAGCACTTTTTTTTTTT
P3_16.9 a16.9-T11 CTGGTAGGACTTTTTTTTTTT
P3_16.10 a16.10-T11 CGTGCCCTGCTTTTTTTTTTT
P3_16.11 a16.11-T11 CCAACATTACTTTTTTTTTTT
P3_16.12 a16.12-T11 CGACAAACACTTTTTTTTTTT
P3_16.13 a16.13-T11 CGCCCACCGCTTTTTTTTTTT
P3_16.14 a16.14-T11 CGGGACGAGCTTTTTTTTTTT
P3_16.15 a16.15-T11 CATTGTACTCTTTTTTTTTTT
P3_17.1 a17.1-T10 CTTTGGGTACCTTTTTTTTTT
P3_17.2 a17.2-T10 CGCATGTCCGCTTTTTTTTTT
P3_17.3 a17.3-T10 CTAAGGACGTCTTTTTTTTTT
P3_17.4 a17.4-T10 CAAATGCATACTTTTTTTTTT
P3_17.5 a17.5-T10 CACTTAGAGTCTTTTTTTTTT
P3_17.6 a17.6-T10 CTCTCATGTACTTTTTTTTTT
P3_17.7 a17.7-T10 CCAGCTGTCACTTTTTTTTTT
P3_17.8 a17.8-T10 CATCTGATATCTTTTTTTTTT
P3_17.9 a17.9-T10 CTACTATTGCCTTTTTTTTTT
P3_17.10 a17.10-T10 CTGCAGAAACCTTTTTTTTTT
P3_17.11 a17.11-T10 CTTGAGGGATCTTTTTTTTTT
P3_17.12 a17.12-T10 CAGGAGTCACCTTTTTTTTTT
P3_17.13 a17.13-T10 CAAACTACTACTTTTTTTTTT
P3_17.14 a17.14-T10 CGAATGGGCTCTTTTTTTTTT
P3_18.2 a18.2-T11 CGTTCGCTTCTTTTTTTTTTT
P3_18.3 a18.3-T11 CACCCTTACCTTTTTTTTTTT
P3_18.4 a18.4-T11 CGCCTCACACTTTTTTTTTTT
P3_18.5 a18.5-T11 CTAACCTGCCTTTTTTTTTTT
P3_18.6 a18.6-T11 CGACGATACCTTTTTTTTTTT
P3_18.7 a18.7-T11 CTTCGCCTGCTTTTTTTTTTT
P3_18.8 a18.8-T11 CTATACGGCCTTTTTTTTTTT
P3_18.9 a18.9-T11 CACGCACGCCTTTTTTTTTTT
P3_18.10 a18.10-T11 CGACATGTGCTTTTTTTTTTT
P3_18.11 a18.11-T11 CACTACGTTCTTTTTTTTTTT
P3_18.12 a18.12-T11 CCACAGCAACTTTTTTTTTTT
P3_18.13 a18.13-T11 CTTCTGCGCCTTTTTTTTTTT
P3_18.14 a18.14-T11 CGATCACCGCTTTTTTTTTTT
P3_18.15 a18.15-T11 CTAACCGCACTTTTTTTTTTT
P3_19.1 a19.1-T10 CTGAGATGATCTTTTTTTTTT
P3_19.2 a19.2-T10 CCCTTCCCGCCTTTTTTTTTT
P3_19.3 a19.3-T10 CCTGGCTAGTCTTTTTTTTTT
P3_19.4 a19.4-T10 CTACGTGGAGCTTTTTTTTTT
P3_19.5 a19.5-T10 CTGACATTACCTTTTTTTTTT
P3_19.6 a19.6-T10 CTAGGCGTTTCTTTTTTTTTT
P3_19.7 a19.7-T10 CTTAAGGTGCCTTTTTTTTTT
P3_19.8 a19.8-T10 CAACACTGGACTTTTTTTTTT
P3_19.9 a19.9-T10 CCCTCGTTTACTTTTTTTTTT
P3_19.10 a19.10-T10 CGACAGTCGCCTTTTTTTTTT
P3_19.11 a19.11-T10 CCGTACATCTCTTTTTTTTTT
P3_19.12 a19.12-T10 CGGACCAGGGCTTTTTTTTTT
P3_19.13 a19.13-T10 CTCGGAAGCTCTTTTTTTTTT
P3_19.14 a19.14-T10 CGCCCGGGAACTTTTTTTTTT
P3_20.2 a20.2-T11 CGCTTAAGTCTTTTTTTTTTT
P3_20.3 a20.3-T11 CCCTAGGCCCTTTTTTTTTTT
P3_20.4 a20.4-T11 CTAAGCCTTCTTTTTTTTTTT
P3_20.5 a20.5-T11 CGGGCTCCACTTTTTTTTTTT
P3_20.6 a20.6-T11 CTCTGTTATCTTTTTTTTTTT
P3_20.7 a20.7-T11 CCCGTGCGACTTTTTTTTTTT
P3_20.8 a20.8-T11 CACCAACGGCTTTTTTTTTTT



Seq_ID Domains Sequence Note
P3_20.9 a20.9-T11 CTGGGCAGTCTTTTTTTTTTT
P3_20.10 a20.10-T11 CGAGCGATACTTTTTTTTTTT
P3_20.11 a20.11-T11 CGTTATGCCCTTTTTTTTTTT
P3_20.12 a20.12-T11 CTGAAGGTCCTTTTTTTTTTT
P3_20.13 a20.13-T11 CGGGCTTTGCTTTTTTTTTTT
P3_20.14 a20.14-T11 CGGCTACTTCTTTTTTTTTTT
P3_20.15 a20.15-T11 CGTCATATCCTTTTTTTTTTT
P3_21.1 a21.1-T10 CAGGGTGGTACTTTTTTTTTT
P3_21.2 a21.2-T10 CCTCCGGGCACTTTTTTTTTT
P3_21.3 a21.3-T10 CAACCGATCTCTTTTTTTTTT
P3_21.4 a21.4-T10 CCCGTCAAAGCTTTTTTTTTT
P3_21.5 a21.5-T10 CTATTTAGAACTTTTTTTTTT
P3_21.6 a21.6-T10 CCAGGCCCACCTTTTTTTTTT
P3_21.7 a21.7-T10 CTTAAAGGCTCTTTTTTTTTT
P3_21.8 a21.8-T10 CAGATCACGACTTTTTTTTTT
P3_21.9 a21.9-T10 CCTACAGCGTCTTTTTTTTTT
P3_21.10 a21.10-T10 CGGATCACCTCTTTTTTTTTT
P3_21.11 a21.11-T10 CCTAGCATCTCTTTTTTTTTT
P3_21.12 a21.12-T10 CATAGCGGAACTTTTTTTTTT
P3_21.13 a21.13-T10 CGACCGCCATCTTTTTTTTTT
P3_21.14 a21.14-T10 CTGTGATGGACTTTTTTTTTT
P3_22.2 a22.2-T11 CGGGCTGGTCTTTTTTTTTTT
P3_22.3 a22.3-T11 CGAAGTTTCCTTTTTTTTTTT
P3_22.4 a22.4-T11 CTTCAAGTGCTTTTTTTTTTT
P3_22.5 a22.5-T11 CGATTTCAGCTTTTTTTTTTT
P3_22.6 a22.6-T11 CCAATGCGCCTTTTTTTTTTT
P3_22.7 a22.7-T11 CATCACATCCTTTTTTTTTTT
P3_22.8 a22.8-T11 CACAGTCTGCTTTTTTTTTTT
P3_22.9 a22.9-T11 CCCTCTACACTTTTTTTTTTT
P3_22.10 a22.10-T11 CGGACTTAACTTTTTTTTTTT
P3_22.11 a22.11-T11 CCTGGCGATCTTTTTTTTTTT
P3_22.12 a22.12-T11 CGTGAGTCGCTTTTTTTTTTT
P3_22.13 a22.13-T11 CCCTCCCTACTTTTTTTTTTT
P3_22.14 a22.14-T11 CTAGAATTGCTTTTTTTTTTT
P3_22.15 a22.15-T11 CGGCTGGGACTTTTTTTTTTT
P3_23.1 a23.1-T10 CGCCGCGTGTCTTTTTTTTTT
P3_23.2 a23.2-T10 CCATTAGGGCCTTTTTTTTTT
P3_23.3 a23.3-T10 CATATATCGACTTTTTTTTTT
P3_23.4 a23.4-T10 CGAAAGTTGGCTTTTTTTTTT
P3_23.5 a23.5-T10 CATACGGTTTCTTTTTTTTTT
P3_23.6 a23.6-T10 CAAGGCTCGGCTTTTTTTTTT
P3_23.7 a23.7-T10 CAACTTAGCTCTTTTTTTTTT
P3_23.8 a23.8-T10 CACTTCCCATCTTTTTTTTTT
P3_23.9 a23.9-T10 CCTATGGACACTTTTTTTTTT
P3_23.10 a23.10-T10 CAGAGATGAACTTTTTTTTTT
P3_23.11 a23.11-T10 CACCCTAGCGCTTTTTTTTTT
P3_23.12 a23.12-T10 CCTGCCCGTACTTTTTTTTTT
P3_23.13 a23.13-T10 CGAAGAGACCCTTTTTTTTTT
P3_23.14 a23.14-T10 CCTTTGCCGGCTTTTTTTTTT
P3_24.2 a24.2-T11 CAGGCTCTACTTTTTTTTTTT
P3_24.3 a24.3-T11 CGCGCTAGACTTTTTTTTTTT
P3_24.4 a24.4-T11 CTACGCTATCTTTTTTTTTTT
P3_24.5 a24.5-T11 CGGAGTAAACTTTTTTTTTTT
P3_24.6 a24.6-T11 CAGATAAAGCTTTTTTTTTTT
P3_24.7 a24.7-T11 CGCCTCCTTCTTTTTTTTTTT
P3_24.8 a24.8-T11 CCAACTAGGCTTTTTTTTTTT
P3_24.9 a24.9-T11 CCAGAATGACTTTTTTTTTTT
P3_24.10 a24.10-T11 CAAAGACGACTTTTTTTTTTT
P3_24.11 a24.11-T11 CTGGGCCAACTTTTTTTTTTT
P3_24.12 a24.12-T11 CGTGTGTGACTTTTTTTTTTT
P3_24.13 a24.13-T11 CACCGTTTCCTTTTTTTTTTT
P3_24.14 a24.14-T11 CCCAGGCTTCTTTTTTTTTTT
P3_24.15 a24.15-T11 CTTGGAAGACTTTTTTTTTTT



Seq_ID Domains Sequence Note
P4_1.1 T11-b1.1 TTTTTTTTTTTTATTTATCGT
P4_1.2 T11-b1.2 TTTTTTTTTTTTCAGCTTACT
P4_1.3 T11-b1.3 TTTTTTTTTTTTGGATAATAT
P4_1.4 T11-b1.4 TTTTTTTTTTTTTATATTTCT
P4_1.5 T11-b1.5 TTTTTTTTTTTTCCAGGAAGT
P4_1.6 T11-b1.6 TTTTTTTTTTTTATATGGATT
P4_1.7 T11-b1.7 TTTTTTTTTTTTGGTTGAAGT
P4_1.8 T11-b1.8 TTTTTTTTTTTTAACACACCT
P4_1.9 T11-b1.9 TTTTTTTTTTTTGTGAACACT
P4_1.10 T11-b1.10 TTTTTTTTTTTTTAAGTTTCT
P4_1.11 T11-b1.11 TTTTTTTTTTTTTAGAATGAT
P4_1.12 T11-b1.12 TTTTTTTTTTTTGAAGCCCTT
P4_1.13 T11-b1.13 TTTTTTTTTTTTTTAGTCGAT
P4_1.14 T11-b1.14 TTTTTTTTTTTTCAGATGTAT
P4_2.1 T10-b2.1 TTTTTTTTTTTGGGTGCCCAT
P4_2.2 T10-b2.2 TTTTTTTTTTTCCGAAGGACT
P4_2.3 T10-b2.3 TTTTTTTTTTTGCATTATGAT
P4_2.4 T10-b2.4 TTTTTTTTTTTCCCTGCAGCT
P4_2.5 T10-b2.5 TTTTTTTTTTTAAAGTTGTGT
P4_2.6 T10-b2.6 TTTTTTTTTTTGCACCTGTAT
P4_2.7 T10-b2.7 TTTTTTTTTTTCGTTCGTACT
P4_2.8 T10-b2.8 TTTTTTTTTTTACTGCAGATT
P4_2.9 T10-b2.9 TTTTTTTTTTTCAGTCTGACT
P4_2.10 T10-b2.10 TTTTTTTTTTTCCTCCGCACT
P4_2.11 T10-b2.11 TTTTTTTTTTTTCCCTCTTCT
P4_2.12 T10-b2.12 TTTTTTTTTTTAAAGAATGCT
P4_2.13 T10-b2.13 TTTTTTTTTTTAGTGGGCTAT
P4_2.14 T10-b2.14 TTTTTTTTTTTTATTCCTCTT
P4_3.1 T11-b3.1 TTTTTTTTTTTTATCGTGGTT
P4_3.2 T11-b3.2 TTTTTTTTTTTTAAGCAGCCT
P4_3.3 T11-b3.3 TTTTTTTTTTTTCGTCAAGGT
P4_3.4 T11-b3.4 TTTTTTTTTTTTAAACGACAT
P4_3.5 T11-b3.5 TTTTTTTTTTTTAGAAAGATT
P4_3.6 T11-b3.6 TTTTTTTTTTTTTATGCAATT
P4_3.7 T11-b3.7 TTTTTTTTTTTTGAAAGTCGT
P4_3.8 T11-b3.8 TTTTTTTTTTTTAAACCAGGT
P4_3.9 T11-b3.9 TTTTTTTTTTTTCGTCAGATT
P4_3.10 T11-b3.10 TTTTTTTTTTTTAGAGCTGAT
P4_3.11 T11-b3.11 TTTTTTTTTTTTTTGGTCGGT
P4_3.12 T11-b3.12 TTTTTTTTTTTTGCTGTGTAT
P4_3.13 T11-b3.13 TTTTTTTTTTTTCTGAAGTGT
P4_3.14 T11-b3.14 TTTTTTTTTTTTGAGTCCCTT
P4_4.1 T10-b4.1 TTTTTTTTTTTGGGAGTGGAT
P4_4.2 T10-b4.2 TTTTTTTTTTTGGGAGGATAT
P4_4.3 T10-b4.3 TTTTTTTTTTTACATTTATAT
P4_4.4 T10-b4.4 TTTTTTTTTTTTTACCATTAT
P4_4.5 T10-b4.5 TTTTTTTTTTTTGTGCCTTGT
P4_4.6 T10-b4.6 TTTTTTTTTTTACTAGCATTT
P4_4.7 T10-b4.7 TTTTTTTTTTTCAATAATAAT
P4_4.8 T10-b4.8 TTTTTTTTTTTGGACCATCGT
P4_4.9 T10-b4.9 TTTTTTTTTTTAATGAACTAT
P4_4.10 T10-b4.10 TTTTTTTTTTTAAATACCTGT
P4_4.11 T10-b4.11 TTTTTTTTTTTACCATTGTTT
P4_4.12 T10-b4.12 TTTTTTTTTTTATGAGTTAAT
P4_4.13 T10-b4.13 TTTTTTTTTTTGCCCTCGCTT
P4_4.14 T10-b4.14 TTTTTTTTTTTCACAGAGACT
P4_5.1 T11-b5.1 TTTTTTTTTTTTATGGTTTAT
P4_5.2 T11-b5.2 TTTTTTTTTTTTGGGCGGATT
P4_5.3 T11-b5.3 TTTTTTTTTTTTCTGGTCCCT
P4_5.4 T11-b5.4 TTTTTTTTTTTTTGGTTGCGT
P4_5.5 T11-b5.5 TTTTTTTTTTTTAGGATGCAT
P4_5.6 T11-b5.6 TTTTTTTTTTTTGGCATTTGT
P4_5.7 T11-b5.7 TTTTTTTTTTTTAGTCCGCAT



Seq_ID Domains Sequence Note
P4_5.8 T11-b5.8 TTTTTTTTTTTTAATCCATTT
P4_5.9 T11-b5.9 TTTTTTTTTTTTTACCTGACT
P4_5.10 T11-b5.10 TTTTTTTTTTTTTCGCCACGT
P4_5.11 T11-b5.11 TTTTTTTTTTTTTTAGGTACT
P4_5.12 T11-b5.12 TTTTTTTTTTTTTACTGACCT
P4_5.13 T11-b5.13 TTTTTTTTTTTTAACATATCT
P4_5.14 T11-b5.14 TTTTTTTTTTTTACCGGGCAT
P4_6.1 T10-b6.1 TTTTTTTTTTTGGAGGATTCT
P4_6.2 T10-b6.2 TTTTTTTTTTTCGCCCGAAAT
P4_6.3 T10-b6.3 TTTTTTTTTTTTCTCAGTTAT
P4_6.4 T10-b6.4 TTTTTTTTTTTTAAGGGTAAT
P4_6.5 T10-b6.5 TTTTTTTTTTTTCCTGTTATT
P4_6.6 T10-b6.6 TTTTTTTTTTTACGGCGAGAT
P4_6.7 T10-b6.7 TTTTTTTTTTTCAATGCAGTT
P4_6.8 T10-b6.8 TTTTTTTTTTTCGGAGGCAGT
P4_6.9 T10-b6.9 TTTTTTTTTTTGCAGGCTGTT
P4_6.10 T10-b6.10 TTTTTTTTTTTCTTGGGCAAT
P4_6.11 T10-b6.11 TTTTTTTTTTTACAACCAATT
P4_6.12 T10-b6.12 TTTTTTTTTTTTTAGTTCTTT
P4_6.13 T10-b6.13 TTTTTTTTTTTGAAACTCGCT
P4_6.14 T10-b6.14 TTTTTTTTTTTTGCTCTAGTT
P4_7.1 T11-b7.1 TTTTTTTTTTTTGAGACTTAT
P4_7.2 T11-b7.2 TTTTTTTTTTTTATTGACAAT
P4_7.3 T11-b7.3 TTTTTTTTTTTTTTCCGATGT
P4_7.4 T11-b7.4 TTTTTTTTTTTTCAACAACTT
P4_7.5 T11-b7.5 TTTTTTTTTTTTCGAATTCCT
P4_7.6 T11-b7.6 TTTTTTTTTTTTACAGATGCT
P4_7.7 T11-b7.7 TTTTTTTTTTTTGACAGGTCT
P4_7.8 T11-b7.8 TTTTTTTTTTTTAACTTCTGT
P4_7.9 T11-b7.9 TTTTTTTTTTTTATAGCCCGT
P4_7.10 T11-b7.10 TTTTTTTTTTTTGTTAGGTCT
P4_7.11 T11-b7.11 TTTTTTTTTTTTACCCGCATT
P4_7.12 T11-b7.12 TTTTTTTTTTTTATGCACCCT
P4_7.13 T11-b7.13 TTTTTTTTTTTTATCCAATCT
P4_7.14 T11-b7.14 TTTTTTTTTTTTGCGAATAGT
P4_8.1 T10-b8.1 TTTTTTTTTTTTGCTTGGGTT
P4_8.2 T10-b8.2 TTTTTTTTTTTCATACCCTCT
P4_8.3 T10-b8.3 TTTTTTTTTTTTCCTTATAAT
P4_8.4 T10-b8.4 TTTTTTTTTTTCACAACCGTT
P4_8.5 T10-b8.5 TTTTTTTTTTTATATCACGCT
P4_8.6 T10-b8.6 TTTTTTTTTTTTGTTGTCTTT
P4_8.7 T10-b8.7 TTTTTTTTTTTCTGGACCTAT
P4_8.8 T10-b8.8 TTTTTTTTTTTAACTTATCCT
P4_8.9 T10-b8.9 TTTTTTTTTTTTCGAGCCAGT
P4_8.10 T10-b8.10 TTTTTTTTTTTACACCTATCT
P4_8.11 T10-b8.11 TTTTTTTTTTTTAAAGCGGAT
P4_8.12 T10-b8.12 TTTTTTTTTTTTAGTTCGACT
P4_8.13 T10-b8.13 TTTTTTTTTTTCACGAAACAT
P4_8.14 T10-b8.14 TTTTTTTTTTTGATGCACATT
P4_9.1 T11-b9.1 TTTTTTTTTTTTTTCCGTAAT
P4_9.2 T11-b9.2 TTTTTTTTTTTTAGTGCTCAT
P4_9.3 T11-b9.3 TTTTTTTTTTTTTGTCATATT
P4_9.4 T11-b9.4 TTTTTTTTTTTTCGTACCAAT
P4_9.5 T11-b9.5 TTTTTTTTTTTTGCATAGTAT
P4_9.6 T11-b9.6 TTTTTTTTTTTTCCTTGTGCT
P4_9.7 T11-b9.7 TTTTTTTTTTTTTACGTTAGT
P4_9.8 T11-b9.8 TTTTTTTTTTTTAGTTAGTAT
P4_9.9 T11-b9.9 TTTTTTTTTTTTGGGATTACT
P4_9.10 T11-b9.10 TTTTTTTTTTTTGGCTACCTT
P4_9.11 T11-b9.11 TTTTTTTTTTTTAACTGCAAT
P4_9.12 T11-b9.12 TTTTTTTTTTTTTATCGGCGT
P4_9.13 T11-b9.13 TTTTTTTTTTTTATCGTTTAT
P4_9.14 T11-b9.14 TTTTTTTTTTTTGGAGACCGT



Seq_ID Domains Sequence Note
P4_10.1 T10-b10.1 TTTTTTTTTTTAGTGCAGAAT
P4_10.2 T10-b10.2 TTTTTTTTTTTTAGGTCAATT
P4_10.3 T10-b10.3 TTTTTTTTTTTCAGTAGGTTT
P4_10.4 T10-b10.4 TTTTTTTTTTTGGTCATCACT
P4_10.5 T10-b10.5 TTTTTTTTTTTTTCTGATTAT
P4_10.6 T10-b10.6 TTTTTTTTTTTTACTAGGGTT
P4_10.7 T10-b10.7 TTTTTTTTTTTCAGGGCTCGT
P4_10.8 T10-b10.8 TTTTTTTTTTTTACGCCCACT
P4_10.9 T10-b10.9 TTTTTTTTTTTAGACGAGTAT
P4_10.10 T10-b10.10 TTTTTTTTTTTTTGATCGGCT
P4_10.11 T10-b10.11 TTTTTTTTTTTGTAAGCAAAT
P4_10.12 T10-b10.12 TTTTTTTTTTTTGTAAGCGCT
P4_10.13 T10-b10.13 TTTTTTTTTTTCGAGATGTGT
P4_10.14 T10-b10.14 TTTTTTTTTTTATAATATTGT
P4_11.1 T11-b11.1 TTTTTTTTTTTTTGACCAAGT
P4_11.2 T11-b11.2 TTTTTTTTTTTTCACCCTCCT
P4_11.3 T11-b11.3 TTTTTTTTTTTTTGTCCAGGT
P4_11.4 T11-b11.4 TTTTTTTTTTTTGCATGCGAT
P4_11.5 T11-b11.5 TTTTTTTTTTTTAGCCCTCGT
P4_11.6 T11-b11.6 TTTTTTTTTTTTTACACTAAT
P4_11.7 T11-b11.7 TTTTTTTTTTTTTCTGCCTTT
P4_11.8 T11-b11.8 TTTTTTTTTTTTCACTTGATT
P4_11.9 T11-b11.9 TTTTTTTTTTTTCAACGTCCT
P4_11.10 T11-b11.10 TTTTTTTTTTTTACAGGCACT
P4_11.11 T11-b11.11 TTTTTTTTTTTTGGACATCTT
P4_11.12 T11-b11.12 TTTTTTTTTTTTTATGACTAT
P4_11.13 T11-b11.13 TTTTTTTTTTTTAATGCTGAT
P4_11.14 T11-b11.14 TTTTTTTTTTTTGCGGTAACT
P4_12.1 T10-b12.1 TTTTTTTTTTTCTGTGCATAT
P4_12.2 T10-b12.2 TTTTTTTTTTTCTGACCGTGT
P4_12.3 T10-b12.3 TTTTTTTTTTTGTTTATAGAT
P4_12.4 T10-b12.4 TTTTTTTTTTTCATTAGGAGT
P4_12.5 T10-b12.5 TTTTTTTTTTTTGTACCCAGT
P4_12.6 T10-b12.6 TTTTTTTTTTTGCTAGCTGGT
P4_12.7 T10-b12.7 TTTTTTTTTTTCACTCGGAAT
P4_12.8 T10-b12.8 TTTTTTTTTTTTTGGGCGGGT
P4_12.9 T10-b12.9 TTTTTTTTTTTTATAACTACT
P4_12.10 T10-b12.10 TTTTTTTTTTTCCGGATTCAT
P4_12.11 T10-b12.11 TTTTTTTTTTTCTGGCTGTAT
P4_12.12 T10-b12.12 TTTTTTTTTTTCGTCGAGTGT
P4_12.13 T10-b12.13 TTTTTTTTTTTCGAGAATCGT
P4_12.14 T10-b12.14 TTTTTTTTTTTGATCGTCCGT
P4_13.1 T11-b13.1 TTTTTTTTTTTTCTGCAGGAT
P4_13.2 T11-b13.2 TTTTTTTTTTTTACGATGAGT
P4_13.3 T11-b13.3 TTTTTTTTTTTTCCTTCAAAT
P4_13.4 T11-b13.4 TTTTTTTTTTTTCCTGAGGGT
P4_13.5 T11-b13.5 TTTTTTTTTTTTCCCAAACTT
P4_13.6 T11-b13.6 TTTTTTTTTTTTCTACCCTTT
P4_13.7 T11-b13.7 TTTTTTTTTTTTGTTTAGGTT
P4_13.8 T11-b13.8 TTTTTTTTTTTTGGACACCAT
P4_13.9 T11-b13.9 TTTTTTTTTTTTGCATTCGCT
P4_13.10 T11-b13.10 TTTTTTTTTTTTGATCTCCAT
P4_13.11 T11-b13.11 TTTTTTTTTTTTACCCGTTAT
P4_13.12 T11-b13.12 TTTTTTTTTTTTAAGAATGTT
P4_13.13 T11-b13.13 TTTTTTTTTTTTCTGTCCTGT
P4_13.14 T11-b13.14 TTTTTTTTTTTTCCCGACAGT
P4_14.1 T10-b14.1 TTTTTTTTTTTGTTACTTGAT
P4_14.2 T10-b14.2 TTTTTTTTTTTTGATATGTCT
P4_14.3 T10-b14.3 TTTTTTTTTTTTCAGGGCCTT
P4_14.4 T10-b14.4 TTTTTTTTTTTGTGTAACTGT
P4_14.5 T10-b14.5 TTTTTTTTTTTGCGGCTATTT
P4_14.6 T10-b14.6 TTTTTTTTTTTCCAACCGCTT
P4_14.7 T10-b14.7 TTTTTTTTTTTGGCACGTCAT



Seq_ID Domains Sequence Note
P4_14.8 T10-b14.8 TTTTTTTTTTTGCGTCGTTGT
P4_14.9 T10-b14.9 TTTTTTTTTTTAACAGTGTCT
P4_14.10 T10-b14.10 TTTTTTTTTTTTTACTGGTGT
P4_14.11 T10-b14.11 TTTTTTTTTTTACGAATCGCT
P4_14.12 T10-b14.12 TTTTTTTTTTTAATCTTTGTT
P4_14.13 T10-b14.13 TTTTTTTTTTTGTTGCATCGT
P4_14.14 T10-b14.14 TTTTTTTTTTTAACCTTAACT
P4_15.1 T11-b15.1 TTTTTTTTTTTTTATTGCGAT
P4_15.2 T11-b15.2 TTTTTTTTTTTTACGCGCAGT
P4_15.3 T11-b15.3 TTTTTTTTTTTTTTCAATTAT
P4_15.4 T11-b15.4 TTTTTTTTTTTTGCACCGGTT
P4_15.5 T11-b15.5 TTTTTTTTTTTTCCTACGTTT
P4_15.6 T11-b15.6 TTTTTTTTTTTTGGAGTCTTT
P4_15.7 T11-b15.7 TTTTTTTTTTTTGTGTCTTAT
P4_15.8 T11-b15.8 TTTTTTTTTTTTGGAGATTCT
P4_15.9 T11-b15.9 TTTTTTTTTTTTCGCGCCATT
P4_15.10 T11-b15.10 TTTTTTTTTTTTAAAGTAATT
P4_15.11 T11-b15.11 TTTTTTTTTTTTCGTTCCTCT
P4_15.12 T11-b15.12 TTTTTTTTTTTTAATTTGCGT
P4_15.13 T11-b15.13 TTTTTTTTTTTTAGTAGCGGT
P4_15.14 T11-b15.14 TTTTTTTTTTTTTAACAGCTT
P4_16.1 T10-b16.1 TTTTTTTTTTTGGCCCATCAT
P4_16.2 T10-b16.2 TTTTTTTTTTTATTCTGTATT
P4_16.3 T10-b16.3 TTTTTTTTTTTCTTTCTTTAT
P4_16.4 T10-b16.4 TTTTTTTTTTTAAGGAGGTCT
P4_16.5 T10-b16.5 TTTTTTTTTTTTCCGCTCGCT
P4_16.6 T10-b16.6 TTTTTTTTTTTTGATCCCGAT
P4_16.7 T10-b16.7 TTTTTTTTTTTTCCATCCATT
P4_16.8 T10-b16.8 TTTTTTTTTTTCACTTCTGGT
P4_16.9 T10-b16.9 TTTTTTTTTTTCCATCCGTAT
P4_16.10 T10-b16.10 TTTTTTTTTTTAAACCGCGTT
P4_16.11 T10-b16.11 TTTTTTTTTTTTCCGCGGGAT
P4_16.12 T10-b16.12 TTTTTTTTTTTTGCATTACGT
P4_16.13 T10-b16.13 TTTTTTTTTTTAAGTGCGTCT
P4_16.14 T10-b16.14 TTTTTTTTTTTCAACGCTTGT
P4_17.1 T11-b17.1 TTTTTTTTTTTTAGACGGGTT
P4_17.2 T11-b17.2 TTTTTTTTTTTTCCAGAAAGT
P4_17.3 T11-b17.3 TTTTTTTTTTTTCCAATTCAT
P4_17.4 T11-b17.4 TTTTTTTTTTTTTTGTTTAGT
P4_17.5 T11-b17.5 TTTTTTTTTTTTGGGCCCGGT
P4_17.6 T11-b17.6 TTTTTTTTTTTTATGTTCAGT
P4_17.7 T11-b17.7 TTTTTTTTTTTTGCGCCACCT
P4_17.8 T11-b17.8 TTTTTTTTTTTTCGGAACGAT
P4_17.9 T11-b17.9 TTTTTTTTTTTTGCTCGAGGT
P4_17.10 T11-b17.10 TTTTTTTTTTTTGCTCCTCGT
P4_17.11 T11-b17.11 TTTTTTTTTTTTGTAAATTAT
P4_17.12 T11-b17.12 TTTTTTTTTTTTATGCTCATT
P4_17.13 T11-b17.13 TTTTTTTTTTTTCGCGTAAAT
P4_17.14 T11-b17.14 TTTTTTTTTTTTAGATGTCAT
P4_18.1 T10-b18.1 TTTTTTTTTTTTCCAGACTAT
P4_18.2 T10-b18.2 TTTTTTTTTTTGCTGGGCCGT
P4_18.3 T10-b18.3 TTTTTTTTTTTTTCTGCCAAT
P4_18.4 T10-b18.4 TTTTTTTTTTTGTCAGAGTTT
P4_18.5 T10-b18.5 TTTTTTTTTTTGACCGATCGT
P4_18.6 T10-b18.6 TTTTTTTTTTTAAGGCGTGGT
P4_18.7 T10-b18.7 TTTTTTTTTTTTACCATGTCT
P4_18.8 T10-b18.8 TTTTTTTTTTTGGTGGTAATT
P4_18.9 T10-b18.9 TTTTTTTTTTTATGCCTTGGT
P4_18.10 T10-b18.10 TTTTTTTTTTTAGTGTTCGCT
P4_18.11 T10-b18.11 TTTTTTTTTTTCGCACAAAGT
P4_18.12 T10-b18.12 TTTTTTTTTTTAAGTCCATAT
P4_18.13 T10-b18.13 TTTTTTTTTTTTGACTGTCAT
P4_18.14 T10-b18.14 TTTTTTTTTTTCGTAAACTAT



Seq_ID Domains Sequence Note
P4_19.1 T11-b19.1 TTTTTTTTTTTTCAAACGAAT
P4_19.2 T11-b19.2 TTTTTTTTTTTTTAGGCGGCT
P4_19.3 T11-b19.3 TTTTTTTTTTTTATTGTTAAT
P4_19.4 T11-b19.4 TTTTTTTTTTTTATTAGGGAT
P4_19.5 T11-b19.5 TTTTTTTTTTTTCACAATCCT
P4_19.6 T11-b19.6 TTTTTTTTTTTTTATGTCCTT
P4_19.7 T11-b19.7 TTTTTTTTTTTTATATAATTT
P4_19.8 T11-b19.8 TTTTTTTTTTTTAGAACAACT
P4_19.9 T11-b19.9 TTTTTTTTTTTTTCTTAGGCT
P4_19.10 T11-b19.10 TTTTTTTTTTTTGTGGTTAGT
P4_19.11 T11-b19.11 TTTTTTTTTTTTAAAGCAGAT
P4_19.12 T11-b19.12 TTTTTTTTTTTTGGGCTCGAT
P4_19.13 T11-b19.13 TTTTTTTTTTTTCCTACATAT
P4_19.14 T11-b19.14 TTTTTTTTTTTTTCGGCCTAT
P4_20.1 T10-b20.1 TTTTTTTTTTTTACCTTGCTT
P4_20.2 T10-b20.2 TTTTTTTTTTTTGGCGCTAAT
P4_20.3 T10-b20.3 TTTTTTTTTTTAGCTGCATGT
P4_20.4 T10-b20.4 TTTTTTTTTTTGTTAATTCTT
P4_20.5 T10-b20.5 TTTTTTTTTTTGTAAGTGCTT
P4_20.6 T10-b20.6 TTTTTTTTTTTGGTAGTAGGT
P4_20.7 T10-b20.7 TTTTTTTTTTTACAATTAGAT
P4_20.8 T10-b20.8 TTTTTTTTTTTAGGCACGGCT
P4_20.9 T10-b20.9 TTTTTTTTTTTACGAACTCTT
P4_20.10 T10-b20.10 TTTTTTTTTTTCACCCATTGT
P4_20.11 T10-b20.11 TTTTTTTTTTTTCAAGATTAT
P4_20.12 T10-b20.12 TTTTTTTTTTTCCAGAGTGCT
P4_20.13 T10-b20.13 TTTTTTTTTTTGAGCTGTGTT
P4_20.14 T10-b20.14 TTTTTTTTTTTGATCTTGGGT
P4_21.1 T11-b21.1 TTTTTTTTTTTTCCTAACGAT
P4_21.2 T11-b21.2 TTTTTTTTTTTTGCAAGACCT
P4_21.3 T11-b21.3 TTTTTTTTTTTTTTGGAAATT
P4_21.4 T11-b21.4 TTTTTTTTTTTTAATTTAGAT
P4_21.5 T11-b21.5 TTTTTTTTTTTTTATCCAAAT
P4_21.6 T11-b21.6 TTTTTTTTTTTTCCTATCCTT
P4_21.7 T11-b21.7 TTTTTTTTTTTTAAGGGTCCT
P4_21.8 T11-b21.8 TTTTTTTTTTTTACCGGAACT
P4_21.9 T11-b21.9 TTTTTTTTTTTTATGGCAAAT
P4_21.10 T11-b21.10 TTTTTTTTTTTTCACAGGCCT
P4_21.11 T11-b21.11 TTTTTTTTTTTTCTGGTGTTT
P4_21.12 T11-b21.12 TTTTTTTTTTTTTTAACAAGT
P4_21.13 T11-b21.13 TTTTTTTTTTTTATCTCAGGT
P4_21.14 T11-b21.14 TTTTTTTTTTTTACGGAACAT
P4_22.1 T10-b22.1 TTTTTTTTTTTGTTGTTTGTT
P4_22.2 T10-b22.2 TTTTTTTTTTTACATTGAGGT
P4_22.3 T10-b22.3 TTTTTTTTTTTCCATGATTGT
P4_22.4 T10-b22.4 TTTTTTTTTTTGCTCACGAGT
P4_22.5 T10-b22.5 TTTTTTTTTTTGCCGATAGTT
P4_22.6 T10-b22.6 TTTTTTTTTTTGTATCAGGTT
P4_22.7 T10-b22.7 TTTTTTTTTTTTCTAATTCGT
P4_22.8 T10-b22.8 TTTTTTTTTTTCTTCAACAAT
P4_22.9 T10-b22.9 TTTTTTTTTTTTCGGTGCTAT
P4_22.10 T10-b22.10 TTTTTTTTTTTCGAGCTCCGT
P4_22.11 T10-b22.11 TTTTTTTTTTTCACAAAGCGT
P4_22.12 T10-b22.12 TTTTTTTTTTTAAAGGGCGCT
P4_22.13 T10-b22.13 TTTTTTTTTTTGTATGCCACT
P4_22.14 T10-b22.14 TTTTTTTTTTTGCCTCTCATT
P4_23.1 T11-b23.1 TTTTTTTTTTTTTGCTAACTT
P4_23.2 T11-b23.2 TTTTTTTTTTTTCAGGACGCT
P4_23.3 T11-b23.3 TTTTTTTTTTTTCCGTTTATT
P4_23.4 T11-b23.4 TTTTTTTTTTTTATGGTCTAT
P4_23.5 T11-b23.5 TTTTTTTTTTTTCGGTAGACT
P4_23.6 T11-b23.6 TTTTTTTTTTTTTTATGCTAT
P4_23.7 T11-b23.7 TTTTTTTTTTTTTTAGACAGT



Seq_ID Domains Sequence Note
P4_23.8 T11-b23.8 TTTTTTTTTTTTGGGCTGCGT
P4_23.9 T11-b23.9 TTTTTTTTTTTTACGCACGTT
P4_23.10 T11-b23.10 TTTTTTTTTTTTTGACTCGTT
P4_23.11 T11-b23.11 TTTTTTTTTTTTGGGCACTTT
P4_23.12 T11-b23.12 TTTTTTTTTTTTATACATAGT
P4_23.13 T11-b23.13 TTTTTTTTTTTTTGATTTGGT
P4_23.14 T11-b23.14 TTTTTTTTTTTTTCTATACTT
P4_24.1 T10-b24.1 TTTTTTTTTTTCAGTATGTAT
P4_24.2 T10-b24.2 TTTTTTTTTTTTTAGTATAAT
P4_24.3 T10-b24.3 TTTTTTTTTTTACAAGACCCT
P4_24.4 T10-b24.4 TTTTTTTTTTTATTTGCGAGT
P4_24.5 T10-b24.5 TTTTTTTTTTTCGTAACAATT
P4_24.6 T10-b24.6 TTTTTTTTTTTCTGGGTAGCT
P4_24.7 T10-b24.7 TTTTTTTTTTTAGCAAACTGT
P4_24.8 T10-b24.8 TTTTTTTTTTTAGTGCGACGT
P4_24.9 T10-b24.9 TTTTTTTTTTTCGACCTCGGT
P4_24.10 T10-b24.10 TTTTTTTTTTTCTATTCCGTT
P4_24.11 T10-b24.11 TTTTTTTTTTTACGGGCCTCT
P4_24.12 T10-b24.12 TTTTTTTTTTTGTTCGGACCT
P4_24.13 T10-b24.13 TTTTTTTTTTTAAGTAGTCAT
P4_24.14 T10-b24.14 TTTTTTTTTTTGTAAGAGTAT



Seq_ID Domains Sequence
D_2.13 a2.13-b2.13-a1.13*-T10 CAGCGGACTCTAGTGGGCTATGGGATGTCCCGTTTTTTTTTT
D_3.12 a3.12-b3.12-a2.13*-T11 CATCTTAGGGCTGCTGTGTATGAGTCCGCTGTTTTTTTTTTT
D_4.12 a4.12-b4.12-a3.12*-T10 CACTTTATTCTATGAGTTAATGCCCTAAGATGTTTTTTTTTT
D_5.11 a5.11-b5.11-a4.12*-T11 CCCTAACCCTCTTTAGGTACTGAATAAAGTGTTTTTTTTTTT
D_6.11 a6.11-b6.11-a5.11*-T10 CGGTGGCCGCTACAACCAATTGAGGGTTAGGGTTTTTTTTTT
D_7.10 a7.10-b7.10-a6.11*-T11 CATGAGTGAACTGTTAGGTCTGCGGCCACCGTTTTTTTTTTT
D_8.10 a8.10-b8.10-a7.10*-T10 CAATACTTCCTACACCTATCTGTTCACTCATGTTTTTTTTTT
D_9.9 a9.9-b9.9-a8.10*-T11 CGGTCTTTAACTGGGATTACTGGAAGTATTGTTTTTTTTTTT
D_10.9 a10.9-b10.9-a9.9*-T10 CGAATTAAACTAGACGAGTATGTTAAAGACCGTTTTTTTTTT
D_11.8 a11.8-b11.8-a10.9*-T11 CAATAGCCATCTCACTTGATTGTTTAATTCGTTTTTTTTTTT
D_12.8 a12.8-b12.8-a11.8*-T10 CATCGGTACCTTTGGGCGGGTGATGGCTATTGTTTTTTTTTT
D_13.7 a13.7-b13.7-a12.8*-T11 CTTCATCGACCTGTTTAGGTTGGTACCGATGTTTTTTTTTTT
D_14.7 a14.7-b14.7-a13.7*-T10 CTGGGACGACTGGCACGTCATGGTCGATGAAGTTTTTTTTTT
D_15.6 a15.6-b15.6-a14.7*-T11 CATGTCCCAACTGGAGTCTTTGTCGTCCCAGTTTTTTTTTTT
D_16.6 a16.6-b16.6-a15.6*-T10 CCTGAAGTTCTTGATCCCGATGTTGGGACATGTTTTTTTTTT
D_17.5 a17.5-b17.5-a16.6*-T11 CACTTAGAGTCTGGGCCCGGTGAACTTCAGGTTTTTTTTTTT
D_18.5 a18.5-b18.5-a17.5*-T10 CTAACCTGCCTGACCGATCGTGACTCTAAGTGTTTTTTTTTT
D_19.4 a19.4-b19.4-a18.5*-T11 CTACGTGGAGCTATTAGGGATGGCAGGTTAGTTTTTTTTTTT
D_20.4 a20.4-b20.4-a19.4*-T10 CTAAGCCTTCTGTTAATTCTTGCTCCACGTAGTTTTTTTTTT
D_21.3 a21.3-b21.3-a20.4*-T11 CTTGGGACGGCTTTGGAAATTGAAGGCTTAGTTTTTTTTTTT
D_22.3 a22.3-b22.3-a21.3*-T10 CGGAAGTGCCTCCATGATTGTGCCGTCCCAAGTTTTTTTTTT
D_23.2 a23.2-b23.2-a22.3*-T11 CAAGACTATACTCAGGACGCTGGCACTTCCGTTTTTTTTTTT
D_24.2 a24.2-b24.2-a23.2*-T10 CTGTATCGGCTTTAGTATAATGTATAGTCTTGTTTTTTTTTT
D_25.1 a24.2*-b24.1*-T11 GCCGATACAGTTTTTTTTTTT



Strand Lists for SA-SE 
 
SA 
 
R_1.1 R_1.2 R_1.3 R_1.4 R_1.5 R_1.6 R_1.7 R_1.8 R_1.9 R_1.10
 R_1.11 R_1.12 R_1.13 R_1.14 R_2.1 R_2.2 R_2.3 R_2.4 R_2.5 R_2.6
 R_2.7 R_2.8 R_2.9 R_2.10 R_2.11 R_2.12 R_2.13 R_2.14 R_2.15 R_3.1
 R_3.2 R_3.3 R_3.4 R_3.5 R_3.6 R_3.7 R_3.8 R_3.9 R_3.10 R_3.11
 R_3.12 R_3.13 R_3.14 R_4.1 R_4.2 R_4.3 R_4.4 R_4.5 R_4.6 R_4.7
 R_4.8 R_4.9 R_4.10 R_4.11 R_4.12 R_4.13 R_4.14 R_4.15 R_5.1 R_5.2
 R_5.3 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12
 R_5.13 R_5.14 R_6.1 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8
 R_6.9 R_6.10 R_6.11 R_6.12 R_6.13 R_6.14 R_6.15 R_7.1 R_7.2 R_7.3
 R_7.4 R_7.5 R_7.6 R_7.7 R_7.8 R_7.9 R_7.10 R_7.11 R_7.12 R_7.13
 R_7.14 R_8.1 R_8.2 R_8.3 R_8.4 R_8.5 R_8.6 R_8.7 R_8.8 R_8.9
 R_8.10 R_8.11 R_8.12 R_8.13 R_8.14 R_8.15 R_9.1 R_9.2 R_9.3 R_9.4
 R_9.5 R_9.6 R_9.7 R_9.8 R_9.9 R_9.10 R_9.11 R_9.12 R_9.13 R_9.14
 R_10.1 R_10.2 R_10.3 R_10.4 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9 R_10.10
 R_10.11 R_10.12 R_10.13 R_10.14 R_10.15 R_11.1 R_11.2 R_11.3 R_11.4 R_11.5
 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12 R_11.13 R_11.14 R_12.1
 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11
 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6
 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13 R_13.14 R_14.1 R_14.2
 R_14.3 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12
 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7
 R_15.8 R_15.9 R_15.10 R_15.11 R_15.12 R_15.13 R_15.14 R_16.1 R_16.2 R_16.3
 R_16.4 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10 R_16.11 R_16.12 R_16.13
 R_16.14 R_16.15 R_17.1 R_17.2 R_17.3 R_17.4 R_17.5 R_17.6 R_17.7 R_17.8
 R_17.9 R_17.10 R_17.11 R_17.12 R_17.13 R_17.14 R_18.1 R_18.2 R_18.3 R_18.4
 R_18.5 R_18.6 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11 R_18.12 R_18.13 R_18.14
 R_18.15 R_19.1 R_19.2 R_19.3 R_19.4 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9
 R_19.10 R_19.11 R_19.12 R_19.13 R_19.14 R_20.1 R_20.2 R_20.3 R_20.4 R_20.5
 R_20.6 R_20.7 R_20.8 R_20.9 R_20.10 R_20.11 R_20.12 R_20.13 R_20.14 R_20.15
 R_21.1 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8 R_21.9 R_21.10
 R_21.11 R_21.12 R_21.13 R_21.14 R_22.1 R_22.2 R_22.3 R_22.4 R_22.5 R_22.6
 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11 R_22.12 R_22.13 R_22.14 R_22.15 R_23.1
 R_23.2 R_23.3 R_23.4 R_23.5 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11
 R_23.12 R_23.13 R_23.14 R_24.1 R_24.2 R_24.3 R_24.4 R_24.5 R_24.6 R_24.7
 R_24.8 R_24.9 R_24.10 R_24.11 R_24.12 R_24.13 R_24.14 R_24.15 R_25.1 R_25.2
 R_25.3 R_25.4 R_25.5 R_25.6 R_25.7 R_25.8 R_25.9 R_25.10 R_25.11 R_25.12
 R_25.13 R_25.14  
 
SB 
 
R_1.13 R_1.14 R_2.13 R_2.14 R_2.15 R_3.12 R_3.13 R_3.14 R_4.12 R_4.13
 R_4.14 R_4.15 R_5.11 R_5.12 R_5.13 R_5.14 R_6.11 R_6.12 R_6.13 R_6.14
 R_6.15 R_7.10 R_7.11 R_7.12 R_7.13 R_7.14 R_8.10 R_8.11 R_8.12 R_8.13
 R_8.14 R_8.15 R_9.9 R_9.10 R_9.11 R_9.12 R_9.13 R_9.14 R_10.9 R_10.10
 R_10.11 R_10.12 R_10.13 R_10.14 R_10.15 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12
 R_11.13 R_11.14 R_12.8 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15
 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13 R_13.14 R_14.7 R_14.8
 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14 R_14.15 R_15.6 R_15.7 R_15.8
 R_15.9 R_15.10 R_15.11 R_15.12 R_15.13 R_15.14 R_16.6 R_16.7 R_16.8 R_16.9
 R_16.10 R_16.11 R_16.12 R_16.13 R_16.14 R_16.15 R_17.5 R_17.6 R_17.7 R_17.8
 R_17.9 R_17.10 R_17.11 R_17.12 R_17.13 R_17.14 R_18.5 R_18.6 R_18.7 R_18.8
 R_18.9 R_18.10 R_18.11 R_18.12 R_18.13 R_18.14 R_18.15 R_19.4 R_19.5 R_19.6
 R_19.7 R_19.8 R_19.9 R_19.10 R_19.11 R_19.12 R_19.13 R_19.14 R_20.4 R_20.5
 R_20.6 R_20.7 R_20.8 R_20.9 R_20.10 R_20.11 R_20.12 R_20.13 R_20.14 R_20.15
 R_21.3 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8 R_21.9 R_21.10 R_21.11 R_21.12
 R_21.13 R_21.14 R_22.3 R_22.4 R_22.5 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10
 R_22.11 R_22.12 R_22.13 R_22.14 R_22.15 R_23.2 R_23.3 R_23.4 R_23.5 R_23.6
 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11 R_23.12 R_23.13 R_23.14 R_24.2 R_24.3
 R_24.4 R_24.5 R_24.6 R_24.7 R_24.8 R_24.9 R_24.10 R_24.11 R_24.12 R_24.13
 R_24.14 R_24.15 R_25.1 R_25.2 R_25.3 R_25.4 R_25.5 R_25.6 R_25.7 R_25.8
 R_25.9 R_25.10 R_25.11 R_25.12 R_25.13 R_25.14 P4_1.12 P4_2.12 P4_3.11 P4_4.11
 P4_5.10 P4_6.10 P4_7.9 P4_8.9 P4_9.8 P4_10.8 P4_11.7 P4_12.7 P4_13.6 P4_14.6
 P4_15.5 P4_16.5 P4_17.4 P4_18.4 P4_19.3 P4_20.3 P4_21.2 P4_22.2 P4_23.1 P4_24.1  
 
SC 
 



R_1.6 R_1.7 R_1.8 R_1.9 R_1.10 R_1.11 R_1.12 R_1.13 R_1.14 R_2.6
 R_2.7 R_2.8 R_2.9 R_2.10 R_2.11 R_2.12 R_2.13 R_2.14 R_2.15 R_3.5
 R_3.6 R_3.7 R_3.8 R_3.9 R_3.10 R_3.11 R_3.12 R_3.13 R_3.14 R_4.5
 R_4.6 R_4.7 R_4.8 R_4.9 R_4.10 R_4.11 R_4.12 R_4.13 R_4.14 R_4.15
 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12 R_5.13
 R_5.14 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10 R_6.11 R_6.12
 R_6.13 R_6.14 R_6.15 R_7.3 R_7.4 R_7.5 R_7.6 R_7.7 R_7.8 R_7.9
 R_7.10 R_7.11 R_7.12 R_7.13 R_7.14 R_8.3 R_8.4 R_8.5 R_8.6 R_8.7
 R_8.8 R_8.9 R_8.10 R_8.11 R_8.12 R_8.13 R_8.14 R_8.15 R_9.2 R_9.3
 R_9.4 R_9.5 R_9.6 R_9.7 R_9.8 R_9.9 R_9.10 R_9.11 R_9.12 R_9.13
 R_9.14 R_10.2 R_10.3 R_10.4 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9 R_10.10
 R_10.11 R_10.12 R_10.13 R_10.14 R_10.15 R_11.1 R_11.2 R_11.3 R_11.4 R_11.5
 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12 R_11.13 R_11.14 R_12.1
 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11
 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6
 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13 R_13.14 R_14.2 R_14.3
 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13
 R_14.14 R_14.15 R_15.2 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9
 R_15.10 R_15.11 R_15.12 R_15.13 R_15.14 R_16.3 R_16.4 R_16.5 R_16.6 R_16.7
 R_16.8 R_16.9 R_16.10 R_16.11 R_16.12 R_16.13 R_16.14 R_16.15 R_17.3 R_17.4
 R_17.5 R_17.6 R_17.7 R_17.8 R_17.9 R_17.10 R_17.11 R_17.12 R_17.13 R_17.14
 R_18.4 R_18.5 R_18.6 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11 R_18.12 R_18.13
 R_18.14 R_18.15 R_19.4 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9 R_19.10 R_19.11
 R_19.12 R_19.13 R_19.14 R_20.5 R_20.6 R_20.7 R_20.8 R_20.9 R_20.10 R_20.11
 R_20.12 R_20.13 R_20.14 R_20.15 R_21.5 R_21.6 R_21.7 R_21.8 R_21.9 R_21.10
 R_21.11 R_21.12 R_21.13 R_21.14 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11
 R_22.12 R_22.13 R_22.14 R_22.15 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11
 R_23.12 R_23.13 R_23.14 R_24.7 R_24.8 R_24.9 R_24.10 R_24.11 R_24.12 R_24.13
 R_24.14 R_24.15 R_25.7 R_25.8 R_25.9 R_25.10 R_25.11 R_25.12 R_25.13 R_25.14
 P1_14.1 P1_15.1 P1_16.2 P1_17.2 P1_18.3 P1_19.3 P1_20.4 P1_21.4 P1_22.5 P1_23.5
 P1_24.6 P1_25.6 P4_1.5 P4_2.5 P4_3.4 P4_4.4 P4_5.3 P4_6.3 P4_7.2 P4_8.2
 P4_9.1 P4_10.1  
 
SD 
 
R_1.4 R_1.5 R_1.10 R_1.11 R_2.4 R_2.5 R_2.6 R_2.10 R_2.11 R_2.12
 R_3.3 R_3.4 R_3.5 R_3.6 R_3.9 R_3.10 R_3.11 R_3.12 R_4.3 R_4.4
 R_4.5 R_4.6 R_4.7 R_4.9 R_4.10 R_4.11 R_4.12 R_4.13 R_5.2 R_5.3
 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12 R_5.13
 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10 R_6.11
 R_6.12 R_6.13 R_6.14 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5 R_7.6 R_7.7
 R_7.8 R_7.9 R_7.10 R_7.11 R_7.12 R_7.13 R_7.14 R_8.1 R_8.2 R_8.3
 R_8.4 R_8.5 R_8.6 R_8.7 R_8.8 R_8.9 R_8.10 R_8.11 R_8.12 R_8.13
 R_8.14 R_8.15 R_9.1 R_9.2 R_9.3 R_9.4 R_9.5 R_9.6 R_9.7 R_9.8
 R_9.9 R_9.10 R_9.11 R_9.12 R_9.13 R_9.14 R_10.1 R_10.2 R_10.3 R_10.4
 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9 R_10.10 R_10.11 R_10.12 R_10.13 R_10.14
 R_10.15 R_11.1 R_11.2 R_11.3 R_11.4 R_11.5 R_11.6 R_11.7 R_11.8 R_11.9
 R_11.10 R_11.11 R_11.12 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3 R_12.4 R_12.5
 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15
 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10
 R_13.11 R_13.12 R_13.13 R_13.14 R_14.2 R_14.3 R_14.4 R_14.5 R_14.6 R_14.7
 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14 R_15.2 R_15.3 R_15.4
 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11 R_15.12 R_15.13 R_16.3
 R_16.4 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10 R_16.11 R_16.12 R_16.13
 R_17.3 R_17.4 R_17.5 R_17.6 R_17.7 R_17.8 R_17.9 R_17.10 R_17.11 R_17.12
 R_18.4 R_18.5 R_18.6 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11 R_18.12 R_19.4
 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9 R_19.10 R_19.11 R_20.5 R_20.6 R_20.7
 R_20.8 R_20.9 R_20.10 R_20.11 R_21.5 R_21.6 R_21.7 R_21.8 R_21.9 R_21.10
 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10 R_23.6 R_23.7 R_23.8 R_23.9 R_24.7
 R_24.8 R_24.9 R_25.7 R_25.8 P1_14.1 P1_15.1 P1_16.2 P1_17.2 P1_18.3 P1_19.3
 P1_20.4 P1_21.4 P1_22.5 P1_23.5 P1_24.6 P1_25.6 P2_14.15 P2_15.14 P2_16.14 P2_17.13
 P2_18.13 P2_19.12 P2_20.12 P2_21.11 P2_22.11 P2_23.10 P2_24.10 P2_25.9 P3_1.6 P3_1.12
 P3_2.7 P3_2.13 P3_3.7 P3_3.13 P3_4.8 P3_4.14 P3_5.14 P3_6.15 P4_1.3 P4_1.9
 P4_2.3 P4_2.9 P4_3.2 P4_3.8 P4_4.2 P4_4.8 P4_5.1 P4_6.1  
 
SE 
 
R_1.1 R_1.2 R_1.3 R_1.4 R_1.5 R_1.6 R_1.7 R_1.8 R_1.9 R_1.10
 R_1.11 R_1.12 R_1.13 R_1.14 R_2.1 R_2.2 R_2.3 R_2.4 R_2.5 R_2.6
 R_2.7 R_2.8 R_2.9 R_2.10 R_2.11 R_2.12 R_2.13 R_2.14 R_2.15 R_3.1



 R_3.2 R_3.3 R_3.4 R_3.5 R_3.6 R_3.7 R_3.8 R_3.9 R_3.10 R_3.11
 R_3.12 R_3.13 R_3.14 R_4.1 R_4.2 R_4.3 R_4.4 R_4.5 R_4.6 R_4.7
 R_4.8 R_4.9 R_4.10 R_4.11 R_4.12 R_4.13 R_4.14 R_4.15 R_5.1 R_5.2
 R_5.3 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12
 R_5.13 R_5.14 R_6.1 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8
 R_6.9 R_6.10 R_6.11 R_6.12 R_6.13 R_6.14 R_6.15 R_7.1 R_7.2 R_7.3
 R_7.4 R_7.5 R_7.6 R_7.7 R_7.8 R_7.9 R_7.10 R_7.11 R_7.12 R_7.13
 R_7.14 R_8.1 R_8.2 R_8.3 R_8.4 R_8.5 R_8.6 R_8.7 R_8.11 R_8.12
 R_8.13 R_8.14 R_8.15 R_9.1 R_9.2 R_9.3 R_9.4 R_9.5 R_9.6 R_9.11
 R_9.12 R_9.13 R_9.14 R_10.1 R_10.2 R_10.3 R_10.4 R_10.5 R_10.6 R_10.7
 R_10.11 R_10.12 R_10.13 R_10.14 R_10.15 R_11.1 R_11.2 R_11.3 R_11.4 R_11.5
 R_11.6 R_11.11 R_11.12 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3 R_12.4 R_12.5
 R_12.6 R_12.7 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3
 R_13.4 R_13.5 R_13.6 R_13.11 R_13.12 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3
 R_14.4 R_14.5 R_14.6 R_14.7 R_14.11 R_14.12 R_14.13 R_14.14 R_14.15 R_15.1
 R_15.2 R_15.3 R_15.4 R_15.5 R_15.6 R_15.11 R_15.12 R_15.13 R_15.14 R_16.1
 R_16.2 R_16.3 R_16.4 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10 R_16.11
 R_16.12 R_16.13 R_16.14 R_16.15 R_17.1 R_17.2 R_17.3 R_17.4 R_17.5 R_17.6
 R_17.7 R_17.8 R_17.9 R_17.10 R_17.11 R_17.12 R_17.13 R_17.14 R_18.1 R_18.2
 R_18.3 R_18.4 R_18.5 R_18.6 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11 R_18.12
 R_18.13 R_18.14 R_18.15 R_19.1 R_19.2 R_19.3 R_19.4 R_19.5 R_19.6 R_19.7
 R_19.8 R_19.9 R_19.10 R_19.11 R_19.12 R_19.13 R_19.14 R_20.1 R_20.2 R_20.3
 R_20.4 R_20.5 R_20.6 R_20.7 R_20.8 R_20.9 R_20.10 R_20.11 R_20.12 R_20.13
 R_20.14 R_20.15 R_21.1 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8
 R_21.9 R_21.10 R_21.11 R_21.12 R_21.13 R_21.14 R_22.1 R_22.2 R_22.3 R_22.4
 R_22.5 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11 R_22.12 R_22.13 R_22.14
 R_22.15 R_23.1 R_23.2 R_23.3 R_23.4 R_23.5 R_23.6 R_23.7 R_23.8 R_23.9
 R_23.10 R_23.11 R_23.12 R_23.13 R_23.14 R_24.1 R_24.2 R_24.3 R_24.4 R_24.5
 R_24.6 R_24.7 R_24.8 R_24.9 R_24.10 R_24.11 R_24.12 R_24.13 R_24.14 R_24.15
 R_25.1 R_25.2 R_25.3 R_25.4 R_25.5 R_25.6 R_25.7 R_25.8 R_25.9 R_25.10
 R_25.11 R_25.12 R_25.13 R_25.14 P1_8.8 P1_8.9 P1_8.10 P1_9.10 P1_11.10 P1_13.10
 P1_15.10 P2_8.8 P2_8.9 P2_8.10 P2_9.7 P2_11.7 P2_13.7 P2_15.7 P3_9.7 P3_11.7
 P3_13.7 P3_15.7 P3_15.8 P3_15.9 P3_15.10 P4_9.10 P4_11.10 P4_13.10 P4_15.7 P4_15.8
 P4_15.9 P4_15.10  
 
 



Strand Lists for S1-S100 
 
S1 
 
R_1.4 R_1.5 R_1.6 R_1.7 R_1.8 R_1.9 R_1.10 R_1.11 R_2.4 R_2.5
 R_2.6 R_2.7 R_2.8 R_2.9 R_2.10 R_2.11 R_2.12 R_3.3 R_3.4 R_3.5
 R_3.6 R_3.7 R_3.8 R_3.9 R_3.10 R_3.11 R_3.12 R_4.3 R_4.4 R_4.5
 R_4.6 R_4.7 R_4.8 R_4.9 R_4.10 R_4.11 R_4.12 R_4.13 R_5.2 R_5.3
 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12 R_5.13
 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10 R_6.11
 R_6.12 R_6.13 R_6.14 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5 R_7.6 R_7.11
 R_7.12 R_7.13 R_7.14 R_8.1 R_8.2 R_8.3 R_8.4 R_8.5 R_8.6 R_8.7
 R_8.12 R_8.13 R_8.14 R_8.15 R_9.1 R_9.2 R_9.3 R_9.4 R_9.5 R_9.6
 R_9.7 R_9.12 R_9.13 R_9.14 R_10.1 R_10.2 R_10.3 R_10.4 R_10.5 R_10.6
 R_10.7 R_10.8 R_10.12 R_10.13 R_10.14 R_10.15 R_11.1 R_11.2 R_11.3 R_11.5
 R_11.6 R_11.7 R_11.8 R_11.12 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3 R_12.4
 R_12.6 R_12.7 R_12.8 R_12.9 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2
 R_13.3 R_13.6 R_13.7 R_13.8 R_13.9 R_13.12 R_13.13 R_13.14 R_14.1 R_14.2
 R_14.3 R_14.4 R_14.7 R_14.8 R_14.9 R_14.10 R_14.12 R_14.13 R_14.14 R_14.15
 R_15.1 R_15.2 R_15.3 R_15.7 R_15.8 R_15.9 R_15.10 R_15.12 R_15.13 R_15.14
 R_16.1 R_16.2 R_16.3 R_16.4 R_16.8 R_16.9 R_16.10 R_16.11 R_16.12 R_16.13
 R_16.14 R_16.15 R_17.1 R_17.2 R_17.3 R_17.8 R_17.9 R_17.10 R_17.11 R_17.12
 R_17.13 R_17.14 R_18.1 R_18.2 R_18.3 R_18.4 R_18.9 R_18.10 R_18.11 R_18.12
 R_18.13 R_18.14 R_18.15 R_19.1 R_19.2 R_19.3 R_19.4 R_19.9 R_19.10 R_19.11
 R_19.12 R_19.13 R_19.14 R_20.2 R_20.3 R_20.4 R_20.5 R_20.6 R_20.7 R_20.8
 R_20.9 R_20.10 R_20.11 R_20.12 R_20.13 R_20.14 R_21.2 R_21.3 R_21.4 R_21.5
 R_21.6 R_21.7 R_21.8 R_21.9 R_21.10 R_21.11 R_21.12 R_21.13 R_22.3 R_22.4
 R_22.5 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11 R_22.12 R_22.13 R_23.3
 R_23.4 R_23.5 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11 R_23.12 R_24.4
 R_24.5 R_24.6 R_24.7 R_24.8 R_24.9 R_24.10 R_24.11 R_24.12 R_25.4 R_25.5
 R_25.6 R_25.7 R_25.8 R_25.9 R_25.10 R_25.11 P1_7.7 P1_7.8 P1_7.9 P1_7.10
 P1_8.11 P1_9.11 P1_11.4 P1_11.11 P1_12.5 P1_13.5 P1_13.11 P1_14.6 P1_15.6 P1_15.11
 P1_16.7 P1_17.7 P1_18.8 P1_19.8 P1_20.1 P1_21.1 P1_22.2 P1_23.2 P1_24.3 P1_25.3
 P2_7.7 P2_7.8 P2_7.9 P2_7.10 P2_11.4 P2_13.4 P2_15.4 P2_17.4 P2_20.15 P2_21.14
 P2_22.14 P2_23.13 P2_24.13 P2_25.12 P3_1.12 P3_2.13 P3_3.13 P3_4.14 P3_5.14 P3_6.15
 P3_7.7 P3_8.8 P3_9.8 P3_10.9 P3_11.4 P3_11.9 P3_12.10 P3_13.4 P3_13.10 P3_14.11
 P3_15.4 P3_15.11 P3_17.4 P3_18.5 P3_19.5 P3_19.6 P3_19.7 P3_19.8 P4_1.3 P4_2.3
 P4_3.2 P4_4.2 P4_5.1 P4_6.1 P4_9.11 P4_11.11 P4_13.11 P4_15.11 P4_19.5 P4_19.6
 P4_19.7 P4_19.8  
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 R_5.13 R_5.14 R_6.13 R_6.14 R_6.15 R_7.13 R_7.14 R_8.13 R_8.14 R_8.15
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 R_17.3 R_17.4 R_17.5 R_17.12 R_17.13 R_17.14 R_18.4 R_18.5 R_18.13 R_18.14
 R_18.15 R_19.4 R_19.5 R_19.13 R_19.14 R_20.4 R_20.5 R_20.13 R_20.14 R_20.15
 R_21.13 R_21.14 R_22.13 R_22.14 R_22.15 R_23.13 R_23.14 R_24.13 R_24.14 R_24.15
 R_25.13 R_25.14 P1_3.12 P1_5.12 P1_7.12 P1_14.1 P1_15.1 P1_16.2 P1_17.2 P1_17.6
 P1_17.7 P1_17.8 P1_17.9 P1_17.10 P1_17.11 P1_18.3 P1_18.12 P1_19.3 P1_19.12 P1_21.3
 P1_21.4 P1_21.12 P1_23.12 P1_25.12 P2_17.6 P2_17.7 P2_17.8 P2_17.9 P2_17.10 P2_17.11
 P2_18.6 P2_20.6 P2_21.4 P2_21.5 P3_9.2 P3_9.3 P3_9.4 P3_9.5 P3_9.6 P3_9.7
 P3_9.8 P3_9.9 P3_9.10 P3_9.11 P3_18.6 P4_1.12 P4_3.12 P4_5.12 P4_7.12 P4_8.12
 P4_9.1 P4_9.2 P4_9.3 P4_9.4 P4_9.5 P4_9.6 P4_9.7 P4_9.8 P4_9.9 P4_9.10
 P4_9.11 P4_10.1 P4_19.3 P4_19.12 P4_21.12 P4_23.12  
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R_1.11 R_1.12 R_1.13 R_1.14 R_2.11 R_2.12 R_2.13 R_2.14 R_2.15 R_3.3
 R_3.4 R_3.5 R_3.11 R_3.12 R_3.13 R_3.14 R_4.3 R_4.4 R_4.5 R_4.6
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 R_9.13 R_9.14 R_10.1 R_10.2 R_10.3 R_10.6 R_10.7 R_10.8 R_10.9 R_10.13
 R_10.14 R_10.15 R_11.1 R_11.2 R_11.3 R_11.6 R_11.7 R_11.8 R_11.9 R_11.12
 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3 R_12.7 R_12.8 R_12.9 R_12.10 R_12.13
 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.7 R_13.8 R_13.9 R_13.10 R_13.12
 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12
 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.3 R_15.8 R_15.9 R_15.10 R_15.11
 R_15.12 R_15.13 R_15.14 R_16.1 R_16.2 R_16.3 R_16.4 R_16.9 R_16.10 R_16.11
 R_16.12 R_16.13 R_16.14 R_16.15 R_17.1 R_17.2 R_17.3 R_17.4 R_17.9 R_17.10
 R_17.11 R_17.12 R_17.13 R_17.14 R_18.1 R_18.2 R_18.3 R_18.4 R_18.5 R_18.10
 R_18.11 R_18.12 R_18.13 R_18.14 R_18.15 R_19.1 R_19.2 R_19.3 R_19.4 R_19.10
 R_19.11 R_19.12 R_19.13 R_19.14 R_20.2 R_20.3 R_20.4 R_20.5 R_20.11 R_20.12
 R_20.13 R_20.14 R_20.15 R_21.2 R_21.3 R_21.4 R_21.11 R_21.12 R_21.13 R_21.14
 R_22.12 R_22.13 R_22.14 R_22.15 R_23.12 R_23.13 R_23.14 R_24.12 R_24.13 R_24.14
 R_24.15 R_25.12 R_25.13 R_25.14 P1_3.10 P1_4.11 P1_5.11 P1_6.12 P1_8.12 P1_9.4
 P1_10.5 P1_10.12 P1_11.5 P1_12.6 P1_12.12 P1_13.6 P1_14.7 P1_15.7 P1_16.8 P1_17.8
 P1_18.9 P1_19.9 P1_20.1 P1_20.10 P1_21.1 P1_21.10 P1_22.2 P1_22.3 P1_22.4 P1_22.11
 P1_23.11 P1_25.11 P2_9.4 P2_10.4 P2_12.4 P2_14.4 P2_19.5 P2_21.5 P2_22.3 P2_22.4
 P2_22.5 P3_2.4 P3_2.5 P3_2.6 P3_3.6 P3_4.7 P3_5.7 P3_6.8 P3_7.8 P3_8.9
 P3_9.9 P3_10.4 P3_10.10 P3_11.10 P3_12.4 P3_12.11 P3_13.11 P3_14.4 P3_15.4 P3_16.5
 P3_17.5 P3_19.5 P4_1.10 P4_2.3 P4_2.4 P4_2.5 P4_3.2 P4_4.2 P4_5.1 P4_6.1
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 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10 R_6.11
 R_6.12 R_6.13 R_6.14 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5 R_7.6 R_7.7
 R_7.8 R_7.9 R_7.10 R_7.11 R_7.12 R_7.13 R_7.14 R_8.1 R_8.2 R_8.3
 R_8.4 R_8.6 R_8.7 R_8.8 R_8.9 R_8.10 R_8.12 R_8.13 R_8.14 R_8.15
 R_9.1 R_9.2 R_9.3 R_9.6 R_9.7 R_9.8 R_9.9 R_9.12 R_9.13 R_9.14
 R_10.1 R_10.2 R_10.3 R_10.4 R_10.7 R_10.8 R_10.9 R_10.12 R_10.13 R_10.14
 R_10.15 R_11.1 R_11.2 R_11.3 R_11.6 R_11.7 R_11.8 R_11.9 R_11.12 R_11.13
 R_11.14 R_12.1 R_12.2 R_12.3 R_12.4 R_12.7 R_12.8 R_12.9 R_12.12 R_12.13
 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.6 R_13.7 R_13.8 R_13.9 R_13.12
 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.4 R_14.7 R_14.8 R_14.9 R_14.12
 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.3 R_15.7 R_15.8 R_15.12 R_15.13
 R_15.14 R_16.1 R_16.2 R_16.3 R_16.4 R_16.8 R_16.12 R_16.13 R_16.14 R_16.15
 R_17.1 R_17.2 R_17.3 R_17.12 R_17.13 R_17.14 R_18.2 R_18.3 R_18.4 R_18.12
 R_18.13 R_18.14 R_18.15 R_19.1 R_19.2 R_19.3 R_19.4 R_19.12 R_19.13 R_19.14
 R_20.2 R_20.3 R_20.4 R_20.5 R_20.12 R_20.13 R_20.14 R_21.2 R_21.3 R_21.4
 R_21.5 R_21.10 R_21.11 R_21.12 R_21.13 R_21.14 R_22.3 R_22.4 R_22.5 R_22.6
 R_22.11 R_22.12 R_22.13 R_22.14 R_23.2 R_23.3 R_23.4 R_23.5 R_23.10 R_23.11
 R_23.12 R_23.13 R_24.3 R_24.4 R_24.5 R_24.6 R_24.11 R_24.12 R_24.13 R_25.3
 R_25.4 R_25.5 R_25.11 R_25.12 P1_8.5 P1_8.11 P1_9.5 P1_9.11 P1_10.6 P1_11.11
 P1_12.6 P1_13.11 P1_14.6 P1_15.6 P1_15.11 P1_16.7 P1_17.7 P1_17.11 P1_18.1 P1_19.11
 P1_20.1 P1_21.1 P1_22.2 P1_22.10 P1_24.2 P1_24.10 P1_25.2 P1_25.10 P2_8.5 P2_8.11
 P2_9.4 P2_9.10 P2_10.10 P2_11.4 P2_12.10 P2_13.4 P2_14.10 P2_15.4 P2_15.9 P2_16.9
 P2_17.4 P2_17.8 P2_20.15 P2_22.15 P2_23.6 P2_23.14 P2_24.14 P2_25.6 P2_25.13 P3_1.6
 P3_1.12 P3_2.7 P3_2.13 P3_3.7 P3_3.13 P3_4.8 P3_4.14 P3_5.14 P3_6.15 P3_9.4
 P3_10.10 P3_11.4 P3_12.10 P3_13.4 P3_15.4 P3_17.4 P3_18.5 P3_19.5 P3_20.6 P3_20.11
 P3_20.15 P3_21.6 P3_23.6 P4_1.3 P4_1.9 P4_2.3 P4_2.9 P4_3.2 P4_3.8 P4_4.2
 P4_4.8 P4_5.1 P4_6.1 P4_9.11 P4_10.6 P4_11.11 P4_12.6 P4_13.11 P4_15.11 P4_17.11
 P4_18.1 P4_19.11 P4_20.10 P4_20.11 P4_22.2 P4_22.10  
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 P1_3.8 P1_5.8 P1_12.5 P1_12.6 P1_12.7 P1_12.8 P1_12.12 P1_12.13 P1_13.8 P1_13.13
 P1_14.1 P1_14.14 P1_15.1 P1_15.8 P1_15.14 P1_16.2 P1_17.2 P1_17.8 P1_18.3 P1_19.3
 P1_19.8 P1_20.4 P1_21.4 P1_22.5 P1_23.5 P1_24.6 P1_25.6 P2_2.12 P2_4.12 P2_6.12
 P2_12.5 P2_12.6 P2_12.7 P2_12.8 P2_12.12 P2_12.13 P2_14.12 P2_16.12 P2_18.12 P2_20.12
 P2_22.12 P2_24.12 P3_2.12 P3_4.12 P3_6.2 P3_6.3 P3_6.4 P3_6.5 P3_6.6 P3_6.7
 P3_6.8 P3_6.12 P3_6.13 P3_12.5 P3_12.12 P3_13.5 P3_14.6 P3_14.12 P3_15.6 P3_16.7
 P3_16.12 P3_17.7 P3_18.8 P3_18.12 P3_19.8 P3_20.12 P3_22.12 P3_24.12 P4_1.8 P4_3.8
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 R_12.3 R_12.6 R_12.7 R_12.8 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3
 R_13.5 R_13.6 R_13.7 R_13.12 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.6
 R_14.7 R_14.8 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.3 R_15.5 R_15.6
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 P2_7.10 P2_8.4 P2_8.9 P2_10.4 P2_10.9 P2_11.8 P2_12.4 P2_13.8 P2_14.4 P2_15.8
 P2_16.4 P2_17.8 P2_18.4 P2_19.8 P2_21.8 P2_23.8 P2_25.8 P3_1.12 P3_2.13 P3_3.13
 P3_4.4 P3_4.14 P3_5.14 P3_6.4 P3_6.15 P3_8.4 P3_8.9 P3_10.4 P3_11.8 P3_12.4
 P3_13.8 P3_14.4 P3_15.8 P3_16.4 P3_17.8 P3_18.4 P3_19.4 P3_19.8 P3_21.8 P3_23.8
 P4_1.7 P4_2.7 P4_3.6 P4_4.6 P4_5.5 P4_6.5 P4_8.5 P4_10.5 P4_10.12 P4_12.5
 P4_12.12 P4_14.5 P4_14.12 P4_16.5 P4_16.12 P4_18.5 P4_18.12 P4_19.4 P4_20.12 P4_21.11
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 P1_24.12 P1_25.3 P2_7.5 P2_7.9 P2_7.10 P2_8.5 P2_9.4 P2_10.4 P2_11.10 P2_12.4
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 P3_14.4 P3_15.10 P3_16.4 P3_17.4 P3_17.10 P3_18.5 P3_19.5 P4_1.3 P4_2.3 P4_3.2
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 R_11.1 R_11.2 R_11.3 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12
 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11
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 P1_22.2 P1_22.8 P1_23.2 P1_23.8 P1_24.3 P1_24.9 P1_25.3 P1_25.9 P2_8.5 P2_8.11
 P2_9.4 P2_9.10 P2_10.4 P2_10.10 P2_12.4 P2_12.10 P2_14.4 P2_14.10 P2_16.4 P2_16.10
 P2_20.15 P2_21.14 P2_22.8 P2_22.14 P2_23.7 P2_23.13 P2_24.7 P2_24.13 P2_25.6 P2_25.12
 P3_1.6 P3_1.12 P3_2.7 P3_2.13 P3_3.7 P3_3.13 P3_4.8 P3_4.14 P3_5.14 P3_6.15
 P3_10.4 P3_10.10 P3_12.4 P3_12.10 P3_14.4 P3_14.10 P3_16.4 P3_16.10 P3_17.4 P3_17.10
 P3_18.5 P3_18.11 P4_1.3 P4_1.9 P4_2.3 P4_2.9 P4_3.2 P4_3.8 P4_4.2 P4_4.8
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 P3_16.4 P3_16.5 P3_16.11 P3_17.5 P3_17.6 P3_18.11 P3_18.12 P3_18.13 P3_19.13 P3_19.14
 P4_1.8 P4_1.9 P4_1.10 P4_2.6 P4_2.7 P4_2.8 P4_3.3 P4_3.4 P4_3.5 P4_4.1
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 R_18.12 R_18.13 R_18.14 R_18.15 R_19.1 R_19.2 R_19.3 R_19.4 R_19.5 R_19.6
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 R_19.11 R_19.12 R_19.13 R_19.14 R_20.2 R_20.3 R_20.4 R_20.5 R_20.6 R_20.7
 R_20.8 R_20.9 R_20.10 R_20.11 R_20.12 R_20.13 R_20.14 R_21.2 R_21.3 R_21.4
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 P2_16.4 P2_23.4 P2_23.5 P2_23.6 P2_23.7 P2_23.8 P2_23.9 P2_23.10 P2_23.11 P2_25.4
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 P4_4.1 P4_10.12 P4_12.12 P4_14.12 P4_16.12 P4_17.4 P4_17.5 P4_17.6 P4_17.7 P4_17.8
 P4_17.9 P4_17.10 P4_17.11 P4_23.11  
 
S15 
 
R_1.1 R_1.2 R_1.3 R_1.6 R_1.7 R_1.8 R_1.9 R_1.12 R_1.13 R_1.14
 R_2.1 R_2.2 R_2.3 R_2.4 R_2.7 R_2.8 R_2.9 R_2.12 R_2.13 R_2.14
 R_2.15 R_3.1 R_3.2 R_3.3 R_3.6 R_3.7 R_3.8 R_3.9 R_3.12 R_3.13
 R_3.14 R_4.1 R_4.2 R_4.3 R_4.4 R_4.7 R_4.8 R_4.9 R_4.12 R_4.13
 R_4.14 R_4.15 R_5.1 R_5.2 R_5.3 R_5.6 R_5.7 R_5.8 R_5.9 R_5.12
 R_5.13 R_5.14 R_6.1 R_6.2 R_6.3 R_6.4 R_6.7 R_6.8 R_6.9 R_6.12
 R_6.13 R_6.14 R_6.15 R_7.1 R_7.2 R_7.3 R_7.6 R_7.7 R_7.8 R_7.9
 R_7.12 R_7.13 R_7.14 R_8.1 R_8.2 R_8.3 R_8.4 R_8.7 R_8.8 R_8.9
 R_8.12 R_8.13 R_8.14 R_8.15 R_9.1 R_9.2 R_9.3 R_9.6 R_9.7 R_9.8
 R_9.9 R_9.12 R_9.13 R_9.14 R_10.1 R_10.2 R_10.3 R_10.4 R_10.7 R_10.8
 R_10.9 R_10.12 R_10.13 R_10.14 R_10.15 R_11.1 R_11.2 R_11.3 R_11.6 R_11.7
 R_11.8 R_11.9 R_11.12 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3 R_12.4 R_12.7
 R_12.8 R_12.9 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.6
 R_13.7 R_13.8 R_13.9 R_13.12 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.4
 R_14.7 R_14.8 R_14.9 R_14.12 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.3
 R_15.6 R_15.7 R_15.8 R_15.9 R_15.12 R_15.13 R_15.14 R_16.1 R_16.2 R_16.3
 R_16.4 R_16.7 R_16.8 R_16.9 R_16.12 R_16.13 R_16.14 R_16.15 R_17.1 R_17.2
 R_17.3 R_17.6 R_17.7 R_17.8 R_17.9 R_17.12 R_17.13 R_17.14 R_18.1 R_18.2
 R_18.3 R_18.4 R_18.7 R_18.8 R_18.9 R_18.12 R_18.13 R_18.14 R_18.15 R_19.1
 R_19.2 R_19.3 R_19.4 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9 R_19.10 R_19.11
 R_19.12 R_19.13 R_19.14 R_20.1 R_20.2 R_20.3 R_20.4 R_20.5 R_20.6 R_20.7



 R_20.8 R_20.9 R_20.10 R_20.11 R_20.12 R_20.13 R_20.14 R_20.15 R_21.1 R_21.2
 R_21.3 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8 R_21.9 R_21.10 R_21.11 R_21.12
 R_21.13 R_21.14 R_22.1 R_22.2 R_22.3 R_22.4 R_22.5 R_22.6 R_22.7 R_22.8
 R_22.9 R_22.10 R_22.11 R_22.12 R_22.13 R_22.14 R_22.15 R_23.1 R_23.2 R_23.3
 R_23.4 R_23.5 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11 R_23.12 R_23.13
 R_23.14 R_24.1 R_24.2 R_24.3 R_24.4 R_24.5 R_24.6 R_24.7 R_24.8 R_24.9
 R_24.10 R_24.11 R_24.12 R_24.13 R_24.14 R_24.15 R_25.1 R_25.2 R_25.3 R_25.4
 R_25.5 R_25.6 R_25.7 R_25.8 R_25.9 R_25.10 R_25.11 R_25.12 R_25.13 R_25.14
 P1_2.6 P1_3.11 P1_4.6 P1_5.11 P1_6.6 P1_7.11 P1_8.6 P1_9.11 P1_10.6 P1_11.11
 P1_12.6 P1_13.11 P1_14.6 P1_15.11 P1_16.6 P1_17.11 P1_18.6 P2_2.10 P2_3.4 P2_4.10
 P2_5.4 P2_6.10 P2_7.4 P2_8.10 P2_9.4 P2_10.10 P2_11.4 P2_12.10 P2_13.4 P2_14.10
 P2_15.4 P2_16.10 P2_17.4 P2_18.10 P3_1.4 P3_2.10 P3_3.4 P3_4.10 P3_5.4 P3_6.10
 P3_7.4 P3_8.10 P3_9.4 P3_10.10 P3_11.4 P3_12.10 P3_13.4 P3_14.10 P3_15.4 P3_16.10
 P3_17.4 P3_18.5 P3_18.6 P3_18.10 P3_18.11 P4_1.11 P4_2.6 P4_3.11 P4_4.6 P4_5.11
 P4_6.6 P4_7.11 P4_8.6 P4_9.11 P4_10.6 P4_11.11 P4_12.6 P4_13.11 P4_14.6 P4_15.11
 P4_16.6 P4_17.11 P4_18.5 P4_18.6 P4_18.10 P4_18.11  
 
S16 
 
R_1.1 R_1.2 R_1.3 R_1.7 R_1.8 R_1.9 R_2.1 R_2.2 R_2.3 R_2.4
 R_2.7 R_2.8 R_2.9 R_3.1 R_3.2 R_3.3 R_3.7 R_3.8 R_3.9 R_4.1
 R_4.2 R_4.3 R_4.4 R_4.7 R_4.8 R_4.9 R_5.1 R_5.2 R_5.3 R_5.7
 R_5.8 R_5.9 R_6.1 R_6.2 R_6.3 R_6.4 R_6.7 R_6.8 R_6.9 R_7.1
 R_7.2 R_7.3 R_7.7 R_7.8 R_7.9 R_8.1 R_8.2 R_8.3 R_8.4 R_8.7
 R_8.8 R_8.9 R_9.1 R_9.2 R_9.3 R_9.7 R_9.8 R_9.9 R_10.1 R_10.2
 R_10.3 R_10.4 R_10.7 R_10.8 R_10.9 R_11.1 R_11.2 R_11.3 R_11.7 R_11.8
 R_11.9 R_12.1 R_12.2 R_12.3 R_12.4 R_12.7 R_12.8 R_12.9 R_13.1 R_13.2
 R_13.3 R_13.7 R_13.8 R_13.9 R_14.1 R_14.2 R_14.3 R_14.4 R_14.7 R_14.8
 R_14.9 R_15.1 R_15.2 R_15.3 R_15.7 R_15.8 R_15.9 R_16.1 R_16.2 R_16.3
 R_16.4 R_16.7 R_16.8 R_16.9 R_17.1 R_17.2 R_17.3 R_17.7 R_17.8 R_17.9
 R_18.1 R_18.2 R_18.3 R_18.4 R_18.7 R_18.8 R_18.9 R_19.1 R_19.2 R_19.3
 R_19.4 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9 R_19.10 R_19.11 R_19.12 R_19.13
 R_19.14 R_20.1 R_20.2 R_20.3 R_20.4 R_20.5 R_20.6 R_20.7 R_20.8 R_20.9
 R_20.10 R_20.11 R_20.12 R_20.13 R_20.14 R_20.15 R_21.1 R_21.2 R_21.3 R_21.4
 R_21.5 R_21.6 R_21.7 R_21.8 R_21.9 R_21.10 R_21.11 R_21.12 R_21.13 R_21.14
 R_22.1 R_22.2 R_22.3 R_22.4 R_22.5 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10
 R_22.11 R_22.12 R_22.13 R_22.14 R_22.15 R_23.1 R_23.2 R_23.3 R_23.4 R_23.5
 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11 R_23.12 R_23.13 R_23.14 R_24.1
 R_24.2 R_24.3 R_24.4 R_24.5 R_24.6 R_24.7 R_24.8 R_24.9 R_24.10 R_24.11
 R_24.12 R_24.13 R_24.14 R_24.15 R_25.1 R_25.2 R_25.3 R_25.4 R_25.5 R_25.6
 R_25.7 R_25.8 R_25.9 R_25.10 R_25.11 R_25.12 R_25.13 R_25.14 P1_3.6 P1_5.6
 P1_7.6 P1_9.6 P1_11.6 P1_13.6 P1_15.6 P1_17.6 P2_2.10 P2_3.4 P2_4.10 P2_5.4
 P2_6.10 P2_7.4 P2_8.10 P2_9.4 P2_10.10 P2_11.4 P2_12.10 P2_13.4 P2_14.10 P2_15.4
 P2_16.10 P2_17.4 P2_18.10 P3_1.4 P3_2.10 P3_3.4 P3_4.10 P3_5.4 P3_6.10 P3_7.4
 P3_8.10 P3_9.4 P3_10.10 P3_11.4 P3_12.10 P3_13.4 P3_14.10 P3_15.4 P3_16.10 P3_17.4
 P3_18.5 P3_18.6 P3_18.10 P3_18.11 P3_18.12 P3_18.13 P3_18.14 P3_18.15 P4_1.6 P4_3.6
 P4_5.6 P4_7.6 P4_9.6 P4_11.6 P4_13.6 P4_15.6 P4_17.6 P4_18.5 P4_18.6 P4_18.10
 P4_18.11 P4_18.12 P4_18.13 P4_18.14  
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R_1.4 R_1.5 R_1.7 R_1.8 R_1.9 R_1.10 R_1.11 R_2.4 R_2.5 R_2.8
 R_2.9 R_2.10 R_2.11 R_2.12 R_3.3 R_3.4 R_3.5 R_3.7 R_3.8 R_3.9
 R_3.10 R_3.11 R_3.12 R_4.3 R_4.4 R_4.5 R_4.8 R_4.9 R_4.10 R_4.11
 R_4.12 R_4.13 R_5.2 R_5.3 R_5.4 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11
 R_5.12 R_5.13 R_6.2 R_6.3 R_6.4 R_6.8 R_6.9 R_6.10 R_6.12 R_6.13
 R_6.14 R_7.1 R_7.2 R_7.3 R_7.7 R_7.8 R_7.9 R_7.12 R_7.13 R_7.14
 R_8.1 R_8.2 R_8.3 R_8.4 R_8.8 R_8.9 R_8.10 R_8.13 R_8.14 R_8.15
 R_9.1 R_9.2 R_9.3 R_9.7 R_9.8 R_9.9 R_9.12 R_9.13 R_9.14 R_10.1
 R_10.2 R_10.3 R_10.4 R_10.8 R_10.9 R_10.10 R_10.13 R_10.14 R_10.15 R_11.1
 R_11.2 R_11.3 R_11.7 R_11.8 R_11.9 R_11.12 R_11.13 R_11.14 R_12.1 R_12.2
 R_12.3 R_12.4 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.12 R_13.13
 R_13.14 R_14.1 R_14.2 R_14.3 R_14.4 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2
 R_15.3 R_15.12 R_15.13 R_15.14 R_16.1 R_16.2 R_16.3 R_16.4 R_16.12 R_16.13
 R_16.14 R_16.15 R_17.1 R_17.2 R_17.3 R_17.4 R_17.11 R_17.12 R_17.13 R_17.14
 R_18.1 R_18.2 R_18.3 R_18.4 R_18.5 R_18.11 R_18.12 R_18.13 R_18.14 R_18.15
 R_19.1 R_19.2 R_19.3 R_19.4 R_19.5 R_19.10 R_19.11 R_19.12 R_19.13 R_19.14
 R_20.2 R_20.3 R_20.4 R_20.5 R_20.6 R_20.7 R_20.8 R_20.9 R_20.10 R_20.11
 R_20.12 R_20.13 R_20.14 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8
 R_21.9 R_21.10 R_21.11 R_21.12 R_21.13 R_22.3 R_22.4 R_22.5 R_22.6 R_22.7



 R_22.8 R_22.9 R_22.10 R_22.11 R_22.12 R_22.13 R_23.3 R_23.4 R_23.5 R_23.6
 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11 R_23.12 R_24.4 R_24.5 R_24.6 R_24.7
 R_24.8 R_24.9 R_24.10 R_24.11 R_24.12 R_25.4 R_25.5 R_25.6 R_25.7 R_25.8
 R_25.9 R_25.10 R_25.11 P1_2.7 P1_4.7 P1_6.7 P1_6.11 P1_7.11 P1_8.7 P1_8.12
 P1_10.7 P1_10.12 P1_12.7 P1_12.8 P1_12.9 P1_12.12 P1_14.12 P1_20.1 P1_21.1 P1_22.2
 P1_23.2 P1_24.3 P1_25.3 P2_2.6 P2_4.6 P2_5.5 P2_6.5 P2_6.11 P2_7.4 P2_7.10
 P2_9.4 P2_9.10 P2_11.4 P2_11.10 P2_12.8 P2_12.9 P2_12.10 P2_13.4 P2_15.4 P2_20.15
 P2_21.14 P2_22.14 P2_23.13 P2_24.13 P2_25.12 P3_1.12 P3_2.6 P3_2.13 P3_3.13 P3_4.14
 P3_5.14 P3_6.15 P3_7.4 P3_7.10 P3_9.4 P3_9.10 P3_11.4 P3_13.4 P3_15.4 P3_16.5
 P3_17.5 P3_18.6 P3_19.6 P3_19.7 P3_19.8 P3_19.9 P4_1.3 P4_2.3 P4_2.7 P4_3.2
 P4_4.2 P4_4.7 P4_5.1 P4_6.1 P4_6.7 P4_8.7 P4_8.12 P4_10.7 P4_10.12 P4_12.12
 P4_14.12 P4_15.11 P4_16.11 P4_17.10 P4_18.10 P4_19.6 P4_19.7 P4_19.8 P4_19.9  
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R_1.1 R_1.2 R_1.3 R_1.4 R_1.5 R_1.6 R_1.7 R_1.8 R_1.9 R_1.10
 R_1.11 R_1.12 R_1.13 R_1.14 R_2.1 R_2.2 R_2.3 R_2.4 R_2.5 R_2.6
 R_2.7 R_2.8 R_2.9 R_2.10 R_2.11 R_2.12 R_2.13 R_2.14 R_2.15 R_3.1
 R_3.2 R_3.3 R_3.4 R_3.5 R_3.6 R_3.7 R_3.8 R_3.9 R_3.10 R_3.11
 R_3.12 R_3.13 R_3.14 R_4.1 R_4.2 R_4.3 R_4.4 R_4.5 R_4.6 R_4.7
 R_4.8 R_4.9 R_4.10 R_4.11 R_4.12 R_4.13 R_4.14 R_4.15 R_5.1 R_5.2
 R_5.3 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12
 R_5.13 R_5.14 R_6.1 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8
 R_6.9 R_6.10 R_6.11 R_6.12 R_6.13 R_6.14 R_6.15 R_7.1 R_7.2 R_7.3
 R_7.4 R_7.5 R_7.6 R_7.7 R_7.8 R_7.9 R_7.10 R_7.11 R_7.12 R_7.13
 R_7.14 R_8.6 R_8.7 R_8.8 R_8.9 R_9.6 R_9.7 R_9.8 R_9.9 R_10.6
 R_10.7 R_10.8 R_10.9 R_11.6 R_11.7 R_11.8 R_11.9 R_12.6 R_12.7 R_12.8
 R_12.9 R_13.6 R_13.7 R_13.8 R_13.9 R_14.6 R_14.7 R_14.8 R_14.9 R_15.6
 R_15.7 R_15.8 R_15.9 R_16.6 R_16.7 R_16.8 R_16.9 R_17.6 R_17.7 R_17.8
 R_17.9 R_18.6 R_18.7 R_18.8 R_18.9 R_19.1 R_19.2 R_19.3 R_19.4 R_19.5
 R_19.6 R_19.7 R_19.8 R_19.9 R_19.10 R_19.11 R_19.12 R_19.13 R_19.14 R_20.1
 R_20.2 R_20.3 R_20.4 R_20.5 R_20.6 R_20.7 R_20.8 R_20.9 R_20.10 R_20.11
 R_20.12 R_20.13 R_20.14 R_20.15 R_21.1 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6
 R_21.7 R_21.8 R_21.9 R_21.10 R_21.11 R_21.12 R_21.13 R_21.14 R_22.1 R_22.2
 R_22.3 R_22.4 R_22.5 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11 R_22.12
 R_22.13 R_22.14 R_22.15 R_23.1 R_23.2 R_23.3 R_23.4 R_23.5 R_23.6 R_23.7
 R_23.8 R_23.9 R_23.10 R_23.11 R_23.12 R_23.13 R_23.14 R_24.1 R_24.2 R_24.3
 R_24.4 R_24.5 R_24.6 R_24.7 R_24.8 R_24.9 R_24.10 R_24.11 R_24.12 R_24.13
 R_24.14 R_24.15 R_25.1 R_25.2 R_25.3 R_25.4 R_25.5 R_25.6 R_25.7 R_25.8
 R_25.9 R_25.10 R_25.11 R_25.12 R_25.13 R_25.14 P1_8.1 P1_8.2 P1_8.3 P1_8.4
 P1_8.5 P1_8.10 P1_8.11 P1_8.12 P1_8.13 P1_8.14 P1_9.5 P1_11.5 P1_13.5 P1_15.5
 P1_17.5 P2_8.2 P2_8.3 P2_8.4 P2_8.5 P2_8.10 P2_8.11 P2_8.12 P2_8.13 P2_8.14
 P2_8.15 P2_10.10 P2_12.10 P2_14.10 P2_16.10 P2_18.10 P3_8.10 P3_10.10 P3_12.10 P3_14.10
 P3_16.10 P3_18.2 P3_18.3 P3_18.4 P3_18.5 P3_18.10 P3_18.11 P3_18.12 P3_18.13 P3_18.14
 P3_18.15 P4_9.5 P4_11.5 P4_13.5 P4_15.5 P4_17.5 P4_18.1 P4_18.2 P4_18.3 P4_18.4
 P4_18.5 P4_18.10 P4_18.11 P4_18.12 P4_18.13 P4_18.14  
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 R_6.1 R_6.2 R_6.3 R_6.4 R_6.12 R_6.13 R_6.14 R_6.15 R_7.1 R_7.2
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 R_10.13 R_10.14 R_10.15 R_11.1 R_11.2 R_11.3 R_11.4 R_11.5 R_11.6 R_11.7
 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3
 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13
 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8
 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.4
 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14
 R_14.15 R_15.1 R_15.2 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9
 R_15.10 R_15.11 R_15.12 R_15.13 R_15.14 R_16.1 R_16.2 R_16.3 R_16.4 R_16.5
 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10 R_16.11 R_16.12 R_16.13 R_16.14 R_16.15
 R_17.1 R_17.2 R_17.3 R_17.12 R_17.13 R_17.14 R_18.1 R_18.2 R_18.3 R_18.4
 R_18.12 R_18.13 R_18.14 R_18.15 R_19.1 R_19.2 R_19.3 R_19.12 R_19.13 R_19.14
 R_20.1 R_20.2 R_20.3 R_20.4 R_20.12 R_20.13 R_20.14 R_20.15 R_21.1 R_21.2
 R_21.3 R_21.12 R_21.13 R_21.14 R_22.12 R_22.13 R_22.14 R_22.15 R_23.12 R_23.13
 R_23.14 R_24.12 R_24.13 R_24.14 R_24.15 R_25.12 R_25.13 R_25.14 P1_3.11 P1_5.11
 P1_7.11 P1_9.11 P1_17.4 P1_17.5 P1_17.6 P1_17.7 P1_17.8 P1_17.9 P1_17.10 P1_17.11



 P1_19.11 P1_21.11 P1_22.1 P1_22.2 P1_22.3 P1_23.11 P1_25.11 P2_7.4 P2_9.4 P2_17.4
 P2_17.5 P2_17.6 P2_17.7 P2_17.8 P2_17.9 P2_17.10 P2_17.11 P2_19.4 P2_21.4 P2_22.2
 P2_22.3 P2_22.4 P3_4.2 P3_4.3 P3_4.4 P3_5.4 P3_7.4 P3_9.4 P3_9.5 P3_9.6
 P3_9.7 P3_9.8 P3_9.9 P3_9.10 P3_9.11 P3_17.4 P3_19.4 P4_1.11 P4_3.11 P4_4.1
 P4_4.2 P4_4.3 P4_5.11 P4_7.11 P4_9.4 P4_9.5 P4_9.6 P4_9.7 P4_9.8 P4_9.9
 P4_9.10 P4_9.11 P4_17.11 P4_19.11 P4_21.11 P4_23.11  
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R_1.1 R_1.2 R_1.3 R_1.4 R_1.5 R_1.6 R_1.7 R_1.8 R_1.9 R_1.10
 R_1.11 R_2.1 R_2.2 R_2.3 R_2.4 R_2.5 R_2.6 R_2.7 R_2.8 R_2.9
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 R_5.13 R_6.1 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9
 R_6.10 R_6.11 R_6.12 R_6.13 R_6.14 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5
 R_7.6 R_7.7 R_7.8 R_7.9 R_7.10 R_7.11 R_7.12 R_7.13 R_7.14 R_8.1
 R_8.2 R_8.3 R_8.11 R_8.12 R_8.13 R_8.14 R_8.15 R_9.1 R_9.2 R_9.3
 R_9.11 R_9.12 R_9.13 R_9.14 R_10.1 R_10.2 R_10.3 R_10.12 R_10.13 R_10.14
 R_10.15 R_11.1 R_11.2 R_11.3 R_11.11 R_11.12 R_11.13 R_11.14 R_12.1 R_12.2
 R_12.3 R_12.12 R_12.13 R_12.14 R_12.15 R_13.11 R_13.12 R_13.13 R_13.14 R_14.12
 R_14.13 R_14.14 R_14.15 R_15.11 R_15.12 R_15.13 R_15.14 R_16.11 R_16.12 R_16.13
 R_16.14 R_16.15 R_17.10 R_17.11 R_17.12 R_17.13 R_17.14 R_18.10 R_18.11 R_18.12
 R_18.13 R_18.14 R_19.7 R_19.8 R_19.9 R_19.10 R_19.11 R_19.12 R_19.13 R_20.8
 R_20.9 R_20.10 R_20.11 R_20.12 R_20.13 R_21.7 R_21.8 R_21.9 R_21.10 R_21.11
 R_21.12 R_22.8 R_22.9 R_22.10 R_22.11 R_22.12 R_23.7 R_23.8 R_23.9 R_23.10
 R_23.11 R_24.8 R_24.9 R_24.10 R_24.11 R_25.7 R_25.8 R_25.9 R_25.10 P1_8.4
 P1_8.5 P1_8.6 P1_8.7 P1_8.8 P1_8.9 P1_8.10 P1_9.10 P1_10.11 P1_12.11 P1_13.1
 P1_13.2 P1_14.11 P1_20.7 P1_22.7 P1_24.7 P2_8.4 P2_8.5 P2_8.6 P2_8.7 P2_8.8
 P2_8.9 P2_8.10 P2_10.4 P2_12.4 P2_13.1 P2_13.2 P2_13.3 P2_18.15 P2_19.14 P2_20.14
 P2_21.13 P2_22.13 P2_23.12 P2_24.12 P2_25.11 P3_1.12 P3_2.13 P3_3.13 P3_4.14 P3_5.14
 P3_6.15 P3_8.4 P3_10.4 P3_18.8 P3_18.9 P4_10.11 P4_12.11 P4_14.11 P4_15.10 P4_16.10
 P4_17.9 P4_18.7 P4_18.8 P4_18.9 P4_20.7 P4_22.7 P4_24.7  
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 R_3.1 R_3.2 R_3.3 R_3.12 R_3.13 R_3.14 R_4.1 R_4.2 R_4.3 R_4.4
 R_4.12 R_4.13 R_4.14 R_4.15 R_5.1 R_5.2 R_5.3 R_5.4 R_5.11 R_5.12
 R_5.13 R_5.14 R_6.2 R_6.3 R_6.4 R_6.5 R_6.11 R_6.12 R_6.13 R_6.14
 R_7.2 R_7.3 R_7.4 R_7.5 R_7.10 R_7.11 R_7.12 R_7.13 R_8.3 R_8.4
 R_8.5 R_8.6 R_8.10 R_8.11 R_8.12 R_8.13 R_9.3 R_9.4 R_9.5 R_9.6
 R_9.9 R_9.10 R_9.11 R_9.12 R_10.4 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9
 R_10.10 R_10.11 R_10.12 R_11.4 R_11.5 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10
 R_11.11 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11 R_13.5 R_13.6
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 R_22.10 R_22.11 R_22.12 R_22.13 R_22.14 R_22.15 R_23.1 R_23.2 R_23.3 R_23.4
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 P4_1.2 P4_2.2 P4_3.1 P4_4.1 P4_10.6 P4_12.6 P4_14.6 P4_16.6 P4_18.4 P4_18.5
 P4_18.6 P4_18.10 P4_18.11 P4_18.12 P4_18.13 P4_18.14  
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R_1.4 R_1.5 R_1.6 R_1.7 R_1.8 R_1.9 R_1.10 R_2.4 R_2.5 R_2.6
 R_2.7 R_2.8 R_2.9 R_2.10 R_2.11 R_2.15 R_3.3 R_3.4 R_3.5 R_3.6
 R_3.7 R_3.8 R_3.9 R_3.10 R_3.11 R_3.14 R_4.3 R_4.4 R_4.5 R_4.6
 R_4.7 R_4.8 R_4.9 R_4.10 R_4.11 R_4.12 R_4.14 R_4.15 R_5.2 R_5.3
 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12 R_5.13
 R_5.14 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10
 R_6.11 R_6.12 R_6.13 R_6.14 R_6.15 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5
 R_7.6 R_7.7 R_7.8 R_7.9 R_7.10 R_7.11 R_7.12 R_7.13 R_7.14 R_8.1
 R_8.2 R_8.3 R_8.4 R_8.5 R_8.10 R_8.11 R_8.12 R_8.13 R_8.14 R_9.1
 R_9.2 R_9.3 R_9.4 R_9.10 R_9.11 R_9.12 R_9.13 R_9.14 R_10.1 R_10.2
 R_10.3 R_10.4 R_10.10 R_10.11 R_10.12 R_10.13 R_10.14 R_11.1 R_11.2 R_11.3
 R_11.9 R_11.10 R_11.11 R_11.12 R_11.13 R_12.1 R_12.2 R_12.3 R_12.4 R_12.10
 R_12.11 R_12.12 R_12.13 R_12.14 R_13.1 R_13.2 R_13.3 R_13.11 R_13.12 R_13.13
 R_14.1 R_14.2 R_14.3 R_14.4 R_14.11 R_14.12 R_14.13 R_14.14 R_15.1 R_15.2
 R_15.3 R_15.11 R_15.12 R_15.13 R_16.1 R_16.2 R_16.3 R_16.4 R_16.11 R_16.12
 R_16.13 R_16.14 R_17.1 R_17.2 R_17.3 R_17.4 R_17.10 R_17.11 R_17.12 R_17.13
 R_17.14 R_18.1 R_18.2 R_18.3 R_18.4 R_18.5 R_18.10 R_18.11 R_18.12 R_18.13
 R_18.14 R_19.1 R_19.2 R_19.3 R_19.4 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9
 R_19.10 R_19.11 R_19.12 R_19.13 R_20.2 R_20.3 R_20.4 R_20.5 R_20.6 R_20.7
 R_20.8 R_20.9 R_20.10 R_20.11 R_20.12 R_20.13 R_21.2 R_21.3 R_21.4 R_21.5
 R_21.6 R_21.7 R_21.8 R_21.9 R_21.10 R_21.11 R_21.12 R_22.3 R_22.4 R_22.5
 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11 R_22.12 R_23.3 R_23.4 R_23.5
 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11 R_24.4 R_24.5 R_24.6 R_24.7
 R_24.8 R_24.9 R_24.10 R_24.11 R_25.4 R_25.5 R_25.6 R_25.7 R_25.8 R_25.9
 R_25.10 P1_8.6 P1_8.7 P1_8.8 P1_8.9 P1_9.9 P1_12.9 P1_13.9 P1_13.10 P1_15.10
 P1_20.1 P1_21.1 P1_22.2 P1_23.2 P1_24.3 P1_25.3 P2_8.6 P2_8.7 P2_8.8 P2_8.9
 P2_8.15 P2_9.5 P2_10.5 P2_10.15 P2_11.4 P2_11.14 P2_13.4 P2_13.10 P2_13.14 P2_15.4
 P2_15.14 P2_18.15 P2_19.14 P2_20.14 P2_21.13 P2_22.13 P2_23.12 P2_24.12 P2_25.11 P3_1.11
 P3_2.12 P3_3.12 P3_4.13 P3_8.15 P3_11.4 P3_11.14 P3_13.4 P3_13.14 P3_15.4 P3_15.14
 P3_16.5 P3_16.15 P3_17.5 P3_18.6 P3_18.7 P3_18.8 P3_18.9 P4_1.3 P4_1.14 P4_2.3
 P4_2.14 P4_3.2 P4_3.13 P4_4.2 P4_4.13 P4_5.1 P4_6.1 P4_9.9 P4_10.9 P4_13.10
 P4_15.10 P4_16.10 P4_17.9 P4_18.6 P4_18.7 P4_18.8 P4_18.9  
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R_1.3 R_1.4 R_1.5 R_1.6 R_1.14 R_2.3 R_2.4 R_2.5 R_2.6 R_2.7
 R_2.14 R_2.15 R_3.2 R_3.3 R_3.4 R_3.5 R_3.6 R_3.7 R_3.13 R_3.14
 R_4.2 R_4.3 R_4.4 R_4.5 R_4.6 R_4.7 R_4.8 R_4.13 R_4.14 R_4.15
 R_5.1 R_5.2 R_5.3 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8 R_5.12 R_5.13
 R_5.14 R_6.1 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9
 R_6.12 R_6.13 R_6.14 R_6.15 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5 R_7.6
 R_7.7 R_7.8 R_7.11 R_7.12 R_7.13 R_7.14 R_8.1 R_8.2 R_8.3 R_8.4
 R_8.6 R_8.7 R_8.8 R_8.9 R_8.11 R_8.12 R_8.13 R_8.14 R_9.1 R_9.2
 R_9.3 R_9.6 R_9.7 R_9.8 R_9.10 R_9.11 R_9.12 R_9.13 R_10.1 R_10.2
 R_10.3 R_10.7 R_10.8 R_10.9 R_10.10 R_10.11 R_10.12 R_10.13 R_11.1 R_11.2
 R_11.3 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12 R_12.1 R_12.2
 R_12.3 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11 R_12.12 R_13.1 R_13.2 R_13.3
 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_14.1 R_14.2 R_14.3 R_14.7
 R_14.8 R_14.9 R_14.10 R_14.11 R_15.1 R_15.2 R_15.3 R_15.6 R_15.7 R_15.8
 R_15.9 R_15.10 R_16.1 R_16.2 R_16.3 R_16.7 R_16.8 R_16.9 R_16.10 R_17.1
 R_17.2 R_17.3 R_17.6 R_17.7 R_17.8 R_17.9 R_18.1 R_18.2 R_18.3 R_18.7
 R_18.8 R_18.9 R_19.1 R_19.2 R_19.3 R_19.4 R_19.5 R_19.6 R_19.7 R_19.8



 R_19.9 R_19.10 R_19.11 R_19.12 R_19.13 R_19.14 R_20.1 R_20.2 R_20.3 R_20.4
 R_20.5 R_20.6 R_20.7 R_20.8 R_20.9 R_20.10 R_20.11 R_20.12 R_20.13 R_20.14
 R_20.15 R_21.1 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8 R_21.9
 R_21.10 R_21.11 R_21.12 R_21.13 R_21.14 R_22.1 R_22.2 R_22.3 R_22.4 R_22.5
 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11 R_22.12 R_22.13 R_22.14 R_22.15
 R_23.1 R_23.2 R_23.3 R_23.4 R_23.5 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10
 R_23.11 R_23.12 R_23.13 R_23.14 R_24.1 R_24.2 R_24.3 R_24.4 R_24.5 R_24.6
 R_24.7 R_24.8 R_24.9 R_24.10 R_24.11 R_24.12 R_24.13 R_24.14 R_24.15 R_25.1
 R_25.2 R_25.3 R_25.4 R_25.5 R_25.6 R_25.7 R_25.8 R_25.9 R_25.10 R_25.11
 R_25.12 R_25.13 R_25.14 P1_8.5 P1_9.5 P1_10.6 P1_12.6 P1_14.6 P1_16.6 P1_18.6
 P2_7.9 P2_8.5 P2_8.15 P2_9.4 P2_9.9 P2_9.14 P2_10.4 P2_10.14 P2_11.13 P2_12.4
 P2_12.13 P2_13.12 P2_14.4 P2_14.12 P2_15.11 P2_16.4 P2_16.11 P2_17.10 P2_18.4 P2_18.10
 P3_1.7 P3_2.8 P3_3.8 P3_4.9 P3_5.9 P3_7.9 P3_9.9 P3_10.4 P3_12.4 P3_14.4
 P3_16.4 P3_18.4 P3_18.5 P3_18.6 P3_18.10 P3_18.11 P3_18.12 P3_18.13 P3_18.14 P3_18.15
 P4_1.2 P4_1.13 P4_2.2 P4_2.13 P4_3.1 P4_3.12 P4_4.1 P4_4.12 P4_5.11 P4_6.11
 P4_7.10 P4_8.10 P4_9.9 P4_10.6 P4_12.6 P4_14.6 P4_16.6 P4_18.4 P4_18.5 P4_18.6
 P4_18.10 P4_18.11 P4_18.12 P4_18.13 P4_18.14  
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R_1.3 R_1.4 R_1.9 R_1.10 R_1.11 R_1.12 R_2.3 R_2.4 R_2.5 R_2.9
 R_2.10 R_2.11 R_2.12 R_2.13 R_3.2 R_3.3 R_3.4 R_3.5 R_3.8 R_3.9
 R_3.10 R_3.11 R_3.12 R_3.13 R_4.2 R_4.3 R_4.4 R_4.5 R_4.8 R_4.9
 R_4.10 R_4.11 R_4.12 R_4.13 R_4.14 R_5.1 R_5.2 R_5.3 R_5.4 R_5.7
 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12 R_5.13 R_5.14 R_6.1 R_6.2 R_6.3
 R_6.4 R_6.7 R_6.8 R_6.9 R_6.12 R_6.13 R_6.14 R_6.15 R_7.1 R_7.2
 R_7.3 R_7.7 R_7.8 R_7.9 R_7.12 R_7.13 R_7.14 R_8.1 R_8.2 R_8.3
 R_8.4 R_8.7 R_8.8 R_8.9 R_8.12 R_8.13 R_8.14 R_8.15 R_9.1 R_9.2
 R_9.3 R_9.7 R_9.8 R_9.9 R_9.12 R_9.13 R_9.14 R_10.1 R_10.2 R_10.3
 R_10.4 R_10.7 R_10.8 R_10.9 R_10.12 R_10.13 R_10.14 R_10.15 R_11.1 R_11.2
 R_11.3 R_11.7 R_11.8 R_11.9 R_11.12 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3
 R_12.4 R_12.7 R_12.8 R_12.9 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2
 R_13.3 R_13.7 R_13.8 R_13.9 R_13.12 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3
 R_14.4 R_14.7 R_14.8 R_14.9 R_14.12 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2
 R_15.3 R_15.7 R_15.8 R_15.9 R_15.12 R_15.13 R_15.14 R_16.1 R_16.2 R_16.3
 R_16.4 R_16.7 R_16.8 R_16.9 R_16.12 R_16.13 R_16.14 R_16.15 R_17.1 R_17.2
 R_17.3 R_17.7 R_17.8 R_17.9 R_17.12 R_17.13 R_17.14 R_18.1 R_18.2 R_18.3
 R_18.4 R_18.7 R_18.8 R_18.9 R_18.12 R_18.13 R_18.14 R_18.15 R_19.1 R_19.2
 R_19.3 R_19.4 R_19.6 R_19.7 R_19.8 R_19.9 R_19.12 R_19.13 R_19.14 R_20.1
 R_20.2 R_20.3 R_20.4 R_20.5 R_20.6 R_20.7 R_20.8 R_20.9 R_20.12 R_20.13
 R_20.14 R_20.15 R_21.1 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8
 R_21.11 R_21.12 R_21.13 R_21.14 R_22.2 R_22.3 R_22.4 R_22.5 R_22.6 R_22.7
 R_22.8 R_22.11 R_22.12 R_22.13 R_22.14 R_23.2 R_23.3 R_23.4 R_23.5 R_23.6
 R_23.7 R_23.10 R_23.11 R_23.12 R_23.13 R_24.3 R_24.4 R_24.5 R_24.6 R_24.7
 R_24.11 R_24.12 R_24.13 R_25.3 R_25.4 R_25.5 R_25.6 R_25.11 R_25.12 P1_6.10
 P1_6.11 P1_7.6 P1_7.11 P1_9.6 P1_9.11 P1_11.6 P1_11.11 P1_13.6 P1_13.11 P1_15.6
 P1_15.11 P1_17.6 P1_17.11 P1_19.11 P1_22.1 P1_23.1 P1_24.2 P1_24.10 P1_25.2 P1_25.10
 P2_4.6 P2_5.5 P2_6.5 P2_6.10 P2_6.11 P2_7.4 P2_8.10 P2_9.4 P2_10.10 P2_11.4
 P2_12.10 P2_13.4 P2_14.10 P2_15.4 P2_16.10 P2_17.4 P2_18.10 P2_20.10 P2_21.9 P2_22.9
 P2_22.15 P2_23.8 P2_23.14 P2_24.8 P2_24.14 P2_25.7 P2_25.13 P3_1.5 P3_1.13 P3_2.6
 P3_2.14 P3_3.14 P3_4.15 P3_6.10 P3_7.4 P3_8.10 P3_9.4 P3_10.10 P3_11.4 P3_12.10
 P3_13.4 P3_14.10 P3_15.4 P3_16.10 P3_17.4 P3_18.5 P3_18.10 P3_19.5 P4_1.2 P4_1.8
 P4_2.2 P4_2.8 P4_3.1 P4_3.7 P4_4.1 P4_4.7 P4_5.6 P4_7.6 P4_7.11 P4_9.6
 P4_9.11 P4_11.6 P4_11.11 P4_13.6 P4_13.11 P4_15.6 P4_15.11 P4_17.6 P4_17.11 P4_18.6
 P4_19.5 P4_19.11 P4_20.11 P4_21.10 P4_22.10  
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R_1.1 R_1.2 R_1.3 R_1.4 R_2.1 R_2.2 R_2.3 R_2.4 R_3.1 R_3.2
 R_3.3 R_3.4 R_4.1 R_4.2 R_4.3 R_4.4 R_5.1 R_5.2 R_5.3 R_5.4
 R_6.1 R_6.2 R_6.3 R_6.4 R_7.1 R_7.2 R_7.3 R_7.4 R_8.1 R_8.2
 R_8.3 R_8.4 R_9.1 R_9.2 R_9.3 R_9.4 R_10.1 R_10.2 R_10.3 R_10.4
 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9 R_10.10 R_10.11 R_10.12 R_10.13 R_10.14
 R_10.15 R_11.1 R_11.2 R_11.3 R_11.4 R_11.5 R_11.6 R_11.7 R_11.8 R_11.9
 R_11.10 R_11.11 R_11.12 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3 R_12.4 R_12.5
 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15
 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10
 R_13.11 R_13.12 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.4 R_14.5 R_14.6
 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14 R_14.15 R_15.1
 R_15.2 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11



 R_15.12 R_15.13 R_15.14 R_16.1 R_16.2 R_16.3 R_16.4 R_16.5 R_16.6 R_16.7
 R_16.8 R_16.9 R_16.10 R_16.11 R_16.12 R_16.13 R_16.14 R_16.15 R_17.1 R_17.2
 R_17.3 R_17.4 R_18.1 R_18.2 R_18.3 R_18.4 R_19.1 R_19.2 R_19.3 R_19.4
 R_20.1 R_20.2 R_20.3 R_20.4 R_21.1 R_21.2 R_21.3 R_21.4 R_22.1 R_22.2
 R_22.3 R_22.4 R_23.1 R_23.2 R_23.3 R_23.4 R_24.1 R_24.2 R_24.3 R_24.4
 R_25.1 R_25.2 R_25.3 R_25.4 P1_17.5 P1_17.6 P1_17.7 P1_17.8 P1_17.9 P1_17.10
 P1_17.11 P1_17.12 P1_17.13 P1_17.14 P2_2.5 P2_4.5 P2_6.5 P2_8.5 P2_17.5 P2_17.6
 P2_17.7 P2_17.8 P2_17.9 P2_17.10 P2_17.11 P2_17.12 P2_17.13 P2_17.14 P2_18.5 P2_20.5
 P2_22.5 P2_24.5 P3_2.5 P3_4.5 P3_6.5 P3_8.5 P3_9.5 P3_9.6 P3_9.7 P3_9.8
 P3_9.9 P3_9.10 P3_9.11 P3_9.12 P3_9.13 P3_9.14 P3_18.5 P3_20.5 P3_22.5 P3_24.5
 P4_9.5 P4_9.6 P4_9.7 P4_9.8 P4_9.9 P4_9.10 P4_9.11 P4_9.12 P4_9.13 P4_9.14  
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R_1.1 R_1.2 R_1.3 R_1.4 R_1.5 R_1.6 R_1.7 R_1.8 R_1.9 R_1.10
 R_1.11 R_1.12 R_2.1 R_2.2 R_2.3 R_2.4 R_2.5 R_2.6 R_2.7 R_2.8
 R_2.9 R_2.10 R_2.11 R_2.12 R_2.13 R_3.1 R_3.2 R_3.3 R_3.4 R_3.5
 R_3.6 R_3.7 R_3.8 R_3.9 R_3.10 R_3.11 R_3.12 R_3.13 R_4.1 R_4.2
 R_4.3 R_4.4 R_4.5 R_4.6 R_4.7 R_4.8 R_4.9 R_4.10 R_4.11 R_4.12
 R_4.13 R_4.14 R_5.1 R_5.2 R_5.3 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8
 R_5.9 R_5.10 R_5.11 R_5.12 R_5.13 R_5.14 R_6.1 R_6.2 R_6.3 R_6.4
 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10 R_6.11 R_6.12 R_6.13 R_6.14
 R_6.15 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5 R_7.6 R_7.7 R_7.8 R_7.9
 R_7.10 R_7.11 R_7.12 R_7.13 R_7.14 R_8.11 R_8.12 R_8.13 R_8.14 R_8.15
 R_9.11 R_9.12 R_9.13 R_9.14 R_10.12 R_10.13 R_10.14 R_10.15 R_11.11 R_11.12
 R_11.13 R_11.14 R_12.12 R_12.13 R_12.14 R_12.15 R_13.11 R_13.12 R_13.13 R_13.14
 R_14.12 R_14.13 R_14.14 R_14.15 R_15.11 R_15.12 R_15.13 R_15.14 R_16.12 R_16.13
 R_16.14 R_16.15 R_17.11 R_17.12 R_17.13 R_17.14 R_18.11 R_18.12 R_18.13 R_18.14
 R_18.15 R_19.1 R_19.2 R_19.3 R_19.4 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9
 R_19.10 R_19.11 R_19.12 R_19.13 R_19.14 R_20.1 R_20.2 R_20.3 R_20.4 R_20.5
 R_20.6 R_20.7 R_20.8 R_20.9 R_20.10 R_20.11 R_20.12 R_20.13 R_20.14 R_20.15
 R_21.1 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8 R_21.9 R_21.10
 R_21.11 R_21.12 R_21.13 R_21.14 R_22.1 R_22.2 R_22.3 R_22.4 R_22.5 R_22.6
 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11 R_22.12 R_22.13 R_22.14 R_23.1 R_23.2
 R_23.3 R_23.4 R_23.5 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11 R_23.12
 R_23.13 R_24.1 R_24.2 R_24.3 R_24.4 R_24.5 R_24.6 R_24.7 R_24.8 R_24.9
 R_24.10 R_24.11 R_24.12 R_24.13 R_25.1 R_25.2 R_25.3 R_25.4 R_25.5 R_25.6
 R_25.7 R_25.8 R_25.9 R_25.10 R_25.11 R_25.12 P1_8.1 P1_8.2 P1_8.3 P1_8.4
 P1_8.5 P1_8.6 P1_8.7 P1_8.8 P1_8.9 P1_8.10 P1_9.10 P1_10.11 P1_12.11 P1_14.11
 P1_16.11 P2_8.2 P2_8.3 P2_8.4 P2_8.5 P2_8.6 P2_8.7 P2_8.8 P2_8.9 P2_8.10
 P2_22.15 P2_23.14 P2_24.14 P2_25.13 P3_1.13 P3_2.14 P3_3.14 P3_4.15 P3_18.2 P3_18.3
 P3_18.4 P3_18.5 P3_18.6 P3_18.7 P3_18.8 P3_18.9 P3_18.10 P4_10.11 P4_12.11 P4_14.11
 P4_16.11 P4_17.10 P4_18.1 P4_18.2 P4_18.3 P4_18.4 P4_18.5 P4_18.6 P4_18.7 P4_18.8
 P4_18.9 P4_18.10  
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R_1.1 R_1.2 R_1.3 R_1.4 R_2.1 R_2.2 R_2.3 R_2.4 R_2.5 R_3.1
 R_3.2 R_3.3 R_3.4 R_3.5 R_3.6 R_4.1 R_4.2 R_4.3 R_4.4 R_4.5
 R_4.6 R_4.7 R_4.8 R_4.9 R_5.1 R_5.2 R_5.3 R_5.4 R_5.5 R_5.6
 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11 R_6.1 R_6.2 R_6.3 R_6.4 R_6.5
 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10 R_6.11 R_6.12 R_6.13 R_7.3 R_7.4
 R_7.5 R_7.6 R_7.7 R_7.8 R_7.9 R_7.10 R_7.11 R_7.12 R_7.13 R_8.6
 R_8.7 R_8.8 R_8.9 R_8.10 R_8.11 R_8.12 R_8.13 R_8.14 R_9.8 R_9.9
 R_9.10 R_9.11 R_9.12 R_9.13 R_9.14 R_10.11 R_10.12 R_10.13 R_10.14 R_10.15
 R_11.11 R_11.12 R_11.13 R_11.14 R_12.12 R_12.13 R_12.14 R_12.15 R_13.12 R_13.13
 R_13.14 R_14.12 R_14.13 R_14.14 R_14.15 R_15.11 R_15.12 R_15.13 R_15.14 R_16.11
 R_16.12 R_16.13 R_16.14 R_16.15 R_17.8 R_17.9 R_17.10 R_17.11 R_17.12 R_17.13
 R_17.14 R_18.6 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11 R_18.12 R_18.13 R_18.14
 R_19.3 R_19.4 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9 R_19.10 R_19.11 R_19.12
 R_19.13 R_20.1 R_20.2 R_20.3 R_20.4 R_20.5 R_20.6 R_20.7 R_20.8 R_20.9
 R_20.10 R_20.11 R_20.12 R_20.13 R_21.1 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6
 R_21.7 R_21.8 R_21.9 R_21.10 R_21.11 R_22.1 R_22.2 R_22.3 R_22.4 R_22.5
 R_22.6 R_22.7 R_22.8 R_22.9 R_23.1 R_23.2 R_23.3 R_23.4 R_23.5 R_23.6
 R_24.1 R_24.2 R_24.3 R_24.4 R_24.5 R_25.1 R_25.2 R_25.3 R_25.4 P1_7.1
 P1_7.2 P1_8.3 P1_8.4 P1_8.5 P1_9.5 P1_9.6 P1_9.7 P1_10.8 P1_10.9 P1_10.10
 P1_11.10 P1_12.11 P1_13.11 P1_21.12 P1_22.10 P1_22.11 P1_23.7 P1_23.8 P1_24.6 P2_7.1
 P2_7.2 P2_8.4 P2_8.5 P2_9.6 P2_9.7 P2_10.9 P2_10.10 P2_18.15 P2_19.14 P2_20.14
 P2_21.12 P2_21.13 P2_22.10 P2_22.11 P2_22.12 P2_23.7 P2_23.8 P2_23.9 P2_24.6 P2_24.7
 P2_25.5 P3_1.5 P3_2.6 P3_2.7 P3_3.7 P3_3.8 P3_3.9 P3_4.10 P3_4.11 P3_4.12



 P3_5.12 P3_5.13 P3_6.14 P3_7.14 P3_8.15 P3_16.9 P3_16.10 P3_17.6 P3_17.7 P3_18.4
 P3_18.5 P3_19.1 P3_19.2 P4_2.6 P4_3.7 P4_3.8 P4_4.10 P4_4.11 P4_5.12 P4_13.11
 P4_14.11 P4_15.10 P4_16.8 P4_16.9 P4_16.10 P4_17.5 P4_17.6 P4_17.7 P4_18.3 P4_18.4
 P4_18.5 P4_19.1 P4_19.2  
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R_1.1 R_1.2 R_1.3 R_1.4 R_1.5 R_1.6 R_1.7 R_1.8 R_2.1 R_2.2
 R_2.3 R_2.4 R_2.5 R_2.6 R_2.7 R_2.8 R_2.9 R_2.10 R_3.1 R_3.2
 R_3.3 R_3.4 R_3.5 R_3.6 R_3.7 R_3.8 R_3.9 R_3.10 R_3.11 R_4.1
 R_4.2 R_4.3 R_4.4 R_4.5 R_4.6 R_4.7 R_4.8 R_4.9 R_4.10 R_4.11
 R_4.12 R_4.13 R_5.1 R_5.2 R_5.3 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8
 R_5.9 R_5.10 R_5.11 R_5.12 R_5.13 R_5.14 R_6.1 R_6.2 R_6.3 R_6.4
 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10 R_6.11 R_6.12 R_6.13 R_6.14
 R_6.15 R_7.10 R_7.11 R_7.12 R_7.13 R_7.14 R_8.11 R_8.12 R_8.13 R_8.14
 R_8.15 R_9.9 R_9.10 R_9.11 R_9.12 R_9.13 R_10.8 R_10.9 R_10.10 R_10.11
 R_10.12 R_10.13 R_11.4 R_11.5 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11
 R_11.12 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11 R_12.12 R_13.4
 R_13.5 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_14.5 R_14.6 R_14.7
 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8
 R_15.9 R_15.10 R_15.11 R_15.12 R_16.8 R_16.9 R_16.10 R_16.11 R_16.12 R_16.13
 R_17.9 R_17.10 R_17.11 R_17.12 R_17.13 R_18.11 R_18.12 R_18.13 R_18.14 R_18.15
 R_19.10 R_19.11 R_19.12 R_19.13 R_19.14 R_20.1 R_20.2 R_20.3 R_20.4 R_20.5
 R_20.6 R_20.7 R_20.8 R_20.9 R_20.10 R_20.11 R_20.12 R_20.13 R_20.14 R_20.15
 R_21.1 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8 R_21.9 R_21.10
 R_21.11 R_21.12 R_21.13 R_21.14 R_22.1 R_22.2 R_22.3 R_22.4 R_22.5 R_22.6
 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11 R_22.12 R_22.13 R_23.1 R_23.2 R_23.3
 R_23.4 R_23.5 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11 R_24.1 R_24.2
 R_24.3 R_24.4 R_24.5 R_24.6 R_24.7 R_24.8 R_24.9 R_24.10 R_25.1 R_25.2
 R_25.3 R_25.4 R_25.5 R_25.6 R_25.7 R_25.8 P1_7.1 P1_7.2 P1_7.3 P1_7.4
 P1_7.5 P1_7.6 P1_7.7 P1_7.8 P1_7.9 P1_8.10 P1_9.14 P1_12.4 P1_14.4 P1_16.4
 P1_16.5 P1_16.6 P1_16.7 P1_17.7 P1_17.8 P1_18.9 P1_18.10 P1_22.14 P1_23.12 P1_24.11
 P1_25.9 P2_7.1 P2_7.2 P2_7.3 P2_7.4 P2_7.5 P2_7.6 P2_7.7 P2_7.8 P2_7.9
 P2_9.14 P2_10.14 P2_11.13 P2_12.13 P2_13.12 P2_16.5 P2_16.6 P2_16.7 P2_17.8 P2_18.10
 P2_22.14 P2_22.15 P2_23.12 P2_23.13 P2_24.11 P2_24.12 P2_25.9 P2_25.10 P3_1.9 P3_1.10
 P3_2.11 P3_2.12 P3_3.12 P3_3.13 P3_4.14 P3_4.15 P3_8.10 P3_9.8 P3_10.5 P3_10.6
 P3_10.7 P3_13.12 P3_14.13 P3_15.13 P3_16.14 P3_17.14 P3_19.1 P3_19.2 P3_19.3 P3_19.4
 P3_19.5 P3_19.6 P3_19.7 P3_19.8 P3_19.9 P4_1.9 P4_2.11 P4_3.12 P4_4.14 P4_8.9
 P4_8.10 P4_9.7 P4_9.8 P4_10.4 P4_10.5 P4_10.6 P4_10.7 P4_12.4 P4_14.4 P4_17.14
 P4_18.10 P4_19.1 P4_19.2 P4_19.3 P4_19.4 P4_19.5 P4_19.6 P4_19.7 P4_19.8 P4_19.9  
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R_1.1 R_1.2 R_1.3 R_1.12 R_1.13 R_1.14 R_2.1 R_2.2 R_2.3 R_2.4
 R_2.12 R_2.13 R_2.14 R_2.15 R_3.1 R_3.2 R_3.3 R_3.4 R_3.11 R_3.12
 R_3.13 R_3.14 R_4.2 R_4.3 R_4.4 R_4.5 R_4.11 R_4.12 R_4.13 R_4.14
 R_5.2 R_5.3 R_5.4 R_5.5 R_5.10 R_5.11 R_5.12 R_5.13 R_6.3 R_6.4
 R_6.5 R_6.6 R_6.10 R_6.11 R_6.12 R_6.13 R_7.3 R_7.4 R_7.5 R_7.6
 R_7.9 R_7.10 R_7.11 R_7.12 R_8.4 R_8.5 R_8.6 R_8.7 R_8.9 R_8.10
 R_8.11 R_8.12 R_9.4 R_9.5 R_9.6 R_9.7 R_9.8 R_9.9 R_9.10 R_9.11
 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9 R_10.10 R_10.11 R_11.5 R_11.6 R_11.7
 R_11.8 R_11.9 R_11.10 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_13.6 R_13.7
 R_13.8 R_13.9 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_15.5 R_15.6 R_15.7
 R_15.8 R_15.9 R_15.10 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10 R_16.11
 R_17.4 R_17.5 R_17.6 R_17.7 R_17.8 R_17.9 R_17.10 R_17.11 R_18.4 R_18.5
 R_18.6 R_18.7 R_18.9 R_18.10 R_18.11 R_18.12 R_19.3 R_19.4 R_19.5 R_19.6
 R_19.9 R_19.10 R_19.11 R_19.12 R_20.3 R_20.4 R_20.5 R_20.6 R_20.10 R_20.11
 R_20.12 R_20.13 R_21.2 R_21.3 R_21.4 R_21.5 R_21.10 R_21.11 R_21.12 R_21.13
 R_22.2 R_22.3 R_22.4 R_22.5 R_22.11 R_22.12 R_22.13 R_22.14 R_23.1 R_23.2
 R_23.3 R_23.4 R_23.11 R_23.12 R_23.13 R_23.14 R_24.1 R_24.2 R_24.3 R_24.4
 R_24.12 R_24.13 R_24.14 R_24.15 R_25.1 R_25.2 R_25.3 R_25.12 R_25.13 R_25.14
 P1_4.1 P1_5.1 P1_6.2 P1_7.2 P1_8.3 P1_9.3 P1_10.4 P1_11.4 P1_12.5 P1_13.5
 P1_18.8 P1_19.8 P1_20.9 P1_21.9 P1_22.10 P1_23.10 P1_24.11 P1_25.11 P2_4.15 P2_5.14
 P2_6.14 P2_7.13 P2_8.13 P2_9.12 P2_10.12 P2_11.11 P2_12.11 P2_13.10 P2_18.8 P2_19.7
 P2_20.7 P2_21.6 P2_22.6 P2_23.5 P2_24.5 P2_25.4 P3_1.4 P3_2.5 P3_3.5 P3_4.6
 P3_5.6 P3_6.7 P3_7.7 P3_8.8 P3_13.10 P3_14.11 P3_15.11 P3_16.12 P3_17.12 P3_18.13
 P3_19.13 P3_20.14 P3_21.14 P3_22.15 P4_1.11 P4_2.11 P4_3.10 P4_4.10 P4_5.9 P4_6.9
 P4_7.8 P4_8.8 P4_13.5 P4_14.5 P4_15.4 P4_16.4 P4_17.3 P4_18.3 P4_19.2 P4_20.2
 P4_21.1 P4_22.1  
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R_1.1 R_1.2 R_1.3 R_2.1 R_2.2 R_2.3 R_2.4 R_3.1 R_3.2 R_3.3
 R_3.4 R_4.2 R_4.3 R_4.4 R_4.5 R_5.2 R_5.3 R_5.4 R_5.5 R_6.3
 R_6.4 R_6.5 R_6.6 R_7.3 R_7.4 R_7.5 R_7.6 R_8.4 R_8.5 R_8.6
 R_8.7 R_9.4 R_9.5 R_9.6 R_9.7 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9
 R_10.10 R_10.11 R_10.12 R_10.13 R_10.14 R_10.15 R_11.5 R_11.6 R_11.7 R_11.8
 R_11.9 R_11.10 R_11.11 R_11.12 R_11.13 R_11.14 R_12.6 R_12.7 R_12.8 R_12.9
 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15 R_13.6 R_13.7 R_13.8 R_13.9
 R_13.10 R_13.11 R_13.12 R_13.13 R_13.14 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10
 R_14.11 R_14.12 R_14.13 R_14.14 R_14.15 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9
 R_15.10 R_15.11 R_15.12 R_15.13 R_15.14 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9
 R_16.10 R_16.11 R_16.12 R_16.13 R_16.14 R_16.15 R_17.4 R_17.5 R_17.6 R_17.7
 R_18.4 R_18.5 R_18.6 R_18.7 R_19.3 R_19.4 R_19.5 R_19.6 R_20.3 R_20.4
 R_20.5 R_20.6 R_21.2 R_21.3 R_21.4 R_21.5 R_22.2 R_22.3 R_22.4 R_22.5
 R_23.1 R_23.2 R_23.3 R_23.4 R_24.1 R_24.2 R_24.3 R_24.4 R_25.1 R_25.2
 R_25.3 P1_4.1 P1_5.1 P1_6.2 P1_7.2 P1_8.3 P1_9.3 P1_10.4 P1_11.4 P1_12.5
 P1_13.5 P1_17.8 P1_17.9 P1_17.10 P1_17.11 P1_17.12 P1_17.13 P1_17.14 P2_17.8 P2_17.9
 P2_17.10 P2_17.11 P2_17.12 P2_17.13 P2_17.14 P2_18.8 P2_19.7 P2_20.7 P2_21.6 P2_22.6
 P2_23.5 P2_24.5 P2_25.4 P3_1.4 P3_2.5 P3_3.5 P3_4.6 P3_5.6 P3_6.7 P3_7.7
 P3_8.8 P3_9.8 P3_9.9 P3_9.10 P3_9.11 P3_9.12 P3_9.13 P3_9.14 P4_9.8 P4_9.9
 P4_9.10 P4_9.11 P4_9.12 P4_9.13 P4_9.14 P4_13.5 P4_14.5 P4_15.4 P4_16.4 P4_17.3
 P4_18.3 P4_19.2 P4_20.2 P4_21.1 P4_22.1  
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R_1.1 R_1.2 R_1.3 R_1.12 R_1.13 R_1.14 R_2.1 R_2.2 R_2.3 R_2.4
 R_2.12 R_2.13 R_2.14 R_2.15 R_3.1 R_3.2 R_3.3 R_3.4 R_3.12 R_3.13
 R_3.14 R_4.1 R_4.2 R_4.3 R_4.4 R_4.5 R_4.12 R_4.13 R_4.14 R_4.15
 R_5.1 R_5.2 R_5.3 R_5.4 R_5.5 R_5.12 R_5.13 R_5.14 R_6.1 R_6.2
 R_6.3 R_6.4 R_6.5 R_6.6 R_6.12 R_6.13 R_6.14 R_6.15 R_7.1 R_7.2
 R_7.3 R_7.4 R_7.5 R_7.6 R_7.12 R_7.13 R_7.14 R_8.1 R_8.2 R_8.3
 R_8.4 R_8.5 R_8.6 R_8.7 R_8.12 R_8.13 R_8.14 R_8.15 R_9.1 R_9.2
 R_9.3 R_9.4 R_9.5 R_9.6 R_9.7 R_9.12 R_9.13 R_9.14 R_10.1 R_10.2
 R_10.3 R_10.4 R_10.5 R_10.6 R_10.7 R_10.8 R_10.12 R_10.13 R_10.14 R_10.15
 R_11.1 R_11.2 R_11.3 R_11.5 R_11.6 R_11.7 R_11.8 R_11.12 R_11.13 R_11.14
 R_12.1 R_12.2 R_12.3 R_12.4 R_12.6 R_12.7 R_12.8 R_12.9 R_12.12 R_12.13
 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.6 R_13.7 R_13.8 R_13.9 R_13.12
 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.4 R_14.7 R_14.8 R_14.9 R_14.10
 R_14.12 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.3 R_15.7 R_15.8 R_15.9
 R_15.10 R_15.12 R_15.13 R_15.14 R_16.1 R_16.2 R_16.3 R_16.4 R_16.8 R_16.9
 R_16.10 R_16.11 R_16.12 R_16.13 R_16.14 R_16.15 R_17.1 R_17.2 R_17.3 R_17.8
 R_17.9 R_17.10 R_17.11 R_17.12 R_17.13 R_17.14 R_18.1 R_18.2 R_18.3 R_18.4
 R_18.9 R_18.10 R_18.11 R_18.12 R_18.13 R_18.14 R_18.15 R_19.1 R_19.2 R_19.3
 R_19.9 R_19.10 R_19.11 R_19.12 R_19.13 R_19.14 R_20.1 R_20.2 R_20.3 R_20.4
 R_20.10 R_20.11 R_20.12 R_20.13 R_20.14 R_20.15 R_21.1 R_21.2 R_21.3 R_21.10
 R_21.11 R_21.12 R_21.13 R_21.14 R_22.1 R_22.2 R_22.3 R_22.4 R_22.11 R_22.12
 R_22.13 R_22.14 R_22.15 R_23.1 R_23.2 R_23.3 R_23.11 R_23.12 R_23.13 R_23.14
 R_24.1 R_24.2 R_24.3 R_24.4 R_24.12 R_24.13 R_24.14 R_24.15 R_25.1 R_25.2
 R_25.3 R_25.12 R_25.13 R_25.14 P1_3.11 P1_5.11 P1_7.11 P1_9.11 P1_11.4 P1_11.11
 P1_12.5 P1_13.5 P1_13.11 P1_14.6 P1_15.6 P1_15.11 P1_16.7 P1_17.7 P1_18.8 P1_19.8
 P1_20.9 P1_21.9 P1_22.10 P1_23.10 P1_24.11 P1_25.11 P2_11.4 P2_13.4 P2_15.4 P2_17.4
 P2_19.4 P2_21.4 P2_23.4 P2_25.4 P3_1.4 P3_2.5 P3_3.5 P3_4.6 P3_5.6 P3_6.7
 P3_7.7 P3_8.8 P3_9.8 P3_10.9 P3_11.4 P3_11.9 P3_12.10 P3_13.4 P3_13.10 P3_14.11
 P3_15.4 P3_15.11 P3_17.4 P3_19.4 P3_21.4 P3_23.4 P4_1.11 P4_3.11 P4_5.11 P4_7.11
 P4_9.11 P4_11.11 P4_13.11 P4_15.11  
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R_14.3 R_14.4 R_15.2 R_15.3 R_15.4 R_16.2 R_16.3 R_16.4 R_16.5 R_17.1
 R_17.2 R_17.3 R_17.4 R_17.5 R_18.1 R_18.2 R_18.3 R_18.4 R_18.5 R_18.6
 R_19.1 R_19.2 R_19.3 R_19.4 R_19.5 R_19.6 R_20.1 R_20.2 R_20.3 R_20.4
 R_20.5 R_20.6 R_20.7 R_21.1 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6 R_21.7
 R_22.2 R_22.3 R_22.4 R_22.5 R_22.7 R_23.2 R_23.3 R_23.4 R_23.7 R_24.3
 R_24.4 R_25.3 P1_22.1 P1_22.6 P1_23.1 P1_23.6 P1_24.2 P1_24.7 P1_25.2 P2_22.6
 P2_22.8 P2_23.5 P2_24.5 P2_24.8 P2_25.4 P3_13.3 P3_13.4 P3_14.5 P3_15.5 P3_16.6
 P3_17.6 P3_18.7 P3_19.7 P3_20.8 P3_22.8 P4_13.2 P4_13.3 P4_14.2 P4_15.1 P4_16.1  
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R_1.3 R_2.3 R_2.4 R_3.2 R_3.3 R_3.4 R_4.2 R_4.3 R_4.4 R_4.5
 R_5.1 R_5.2 R_5.3 R_5.4 R_5.5 R_6.1 R_6.2 R_6.3 R_6.4 R_6.5
 R_6.6 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5 R_8.1 R_8.2 R_8.3 R_8.4
 R_8.5 R_8.6 R_9.1 R_9.2 R_9.3 R_9.4 R_9.5 R_10.2 R_10.3 R_10.4
 R_10.5 R_11.2 R_11.3 R_11.4 R_12.3 R_12.4 P1_10.1 P1_11.1 P1_12.2 P1_13.2
 P1_13.3 P2_7.6 P2_9.6 P2_10.6 P2_11.5 P2_12.5 P2_13.3 P2_13.4 P3_1.4 P3_2.5
 P3_3.5 P3_4.6 P3_5.6 P3_7.6 P4_1.2 P4_2.2 P4_3.1 P4_4.1  
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R_8.2 R_8.3 R_8.4 R_9.1 R_9.2 R_9.3 R_9.4 R_9.5 R_9.6 R_9.13
 R_10.2 R_10.3 R_10.4 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9 R_10.10 R_10.13
 R_10.14 R_11.1 R_11.2 R_11.3 R_11.4 R_11.5 R_11.6 R_11.7 R_11.8 R_11.9
 R_11.10 R_11.12 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6
 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1
 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11
 R_13.12 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.4 R_14.5 R_14.6 R_14.7
 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2
 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10 R_15.12 R_15.13
 R_15.14 R_16.2 R_16.3 R_16.4 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10
 R_16.13 R_16.14 R_17.1 R_17.2 R_17.3 R_17.4 R_17.5 R_17.6 R_17.13 R_18.2
 R_18.3 R_18.4 P1_10.1 P1_15.11 P1_16.1 P1_16.12 P1_17.7 P1_17.8 P1_17.9 P1_17.12
 P1_18.1 P1_18.5 P1_18.6 P1_18.13 P1_19.1 P1_19.2 P1_19.3 P2_15.11 P2_16.11 P2_16.15
 P2_17.7 P2_17.8 P2_17.9 P2_17.10 P2_17.14 P2_18.5 P2_18.6 P2_18.7 P2_18.14 P2_19.2
 P2_19.3 P2_19.4 P3_7.2 P3_7.3 P3_7.4 P3_8.5 P3_8.6 P3_8.7 P3_8.14 P3_9.7
 P3_9.8 P3_9.9 P3_9.10 P3_9.14 P3_10.11 P3_10.15 P3_11.11 P4_7.1 P4_7.2 P4_7.3
 P4_8.1 P4_8.5 P4_8.6 P4_8.13 P4_9.7 P4_9.8 P4_9.9 P4_9.12 P4_10.1 P4_10.12
 P4_11.11 P4_16.1  
 
S40 
 
R_2.3 R_2.4 R_2.5 R_3.2 R_3.3 R_3.4 R_3.5 R_4.2 R_4.3 R_4.4
 R_4.5 R_4.6 R_5.1 R_5.2 R_5.3 R_5.4 R_5.5 R_5.6 R_6.2 R_6.3
 R_6.4 R_6.5 R_6.6 R_6.7 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5 R_7.6
 R_7.7 R_8.1 R_8.2 R_8.3 R_8.5 R_8.6 R_8.7 R_8.8 R_9.1 R_9.2
 R_9.3 R_9.5 R_9.6 R_9.7 R_9.8 R_9.9 R_9.13 R_10.1 R_10.2 R_10.3
 R_10.6 R_10.7 R_10.8 R_10.9 R_10.10 R_10.13 R_10.14 R_11.1 R_11.2 R_11.3
 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10 R_11.12 R_11.13 R_11.14 R_12.1 R_12.2
 R_12.3 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15
 R_13.1 R_13.2 R_13.3 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13
 R_13.14 R_14.1 R_14.2 R_14.3 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13
 R_14.14 R_14.15 R_15.1 R_15.2 R_15.3 R_15.8 R_15.9 R_15.10 R_15.12 R_15.13
 R_15.14 R_16.1 R_16.2 R_16.3 R_16.10 R_16.13 R_16.14 R_17.1 R_17.2 R_17.3
 R_17.13 R_18.2 R_18.3 R_18.4 R_19.1 R_19.2 R_19.3 R_20.2 R_20.3 R_20.4
 R_21.2 R_21.3 R_21.4 R_22.2 R_22.3 R_22.4 R_23.2 R_23.3 R_23.4 R_24.3
 R_24.4 P1_6.1 P1_8.4 P1_9.4 P1_10.5 P1_11.5 P1_12.6 P1_13.6 P1_14.7 P1_15.7
 P1_15.11 P1_16.8 P1_16.9 P1_16.12 P1_17.9 P1_17.12 P1_18.1 P1_18.13 P1_20.1 P1_21.1
 P1_23.1 P1_24.2 P1_25.2 P1_25.3 P2_8.4 P2_10.4 P2_12.4 P2_14.4 P2_15.11 P2_16.4
 P2_16.9 P2_16.11 P2_16.15 P2_17.10 P2_17.14 P2_18.14 P2_19.4 P2_22.5 P2_24.5 P2_25.3
 P2_25.4 P3_1.3 P3_1.4 P3_1.5 P3_2.6 P3_3.6 P3_4.7 P3_5.7 P3_6.8 P3_7.8
 P3_8.4 P3_8.9 P3_8.10 P3_8.14 P3_9.10 P3_9.14 P3_10.4 P3_10.11 P3_10.15 P3_11.11
 P3_12.4 P3_14.4 P3_16.4 P3_17.4 P3_19.4 P3_20.5 P3_22.5 P4_1.2 P4_1.3 P4_1.4
 P4_2.2 P4_3.1 P4_4.1 P4_6.1 P4_8.9 P4_8.13 P4_9.12 P4_10.12 P4_11.11 P4_18.1
 P4_21.1  
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R_1.3 R_1.10 R_2.3 R_2.4 R_2.10 R_2.11 R_3.2 R_3.3 R_3.4 R_3.9
 R_3.10 R_3.11 R_4.2 R_4.3 R_4.4 R_4.5 R_4.9 R_4.10 R_4.11 R_4.12
 R_5.1 R_5.2 R_5.3 R_5.4 R_5.5 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12
 R_6.1 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10
 R_6.11 R_6.12 R_6.13 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5 R_7.6 R_7.7
 R_7.8 R_7.9 R_7.10 R_7.11 R_7.12 R_8.1 R_8.2 R_8.3 R_8.4 R_8.5
 R_8.6 R_8.7 R_8.8 R_8.9 R_8.10 R_8.11 R_8.12 R_8.13 R_9.1 R_9.2
 R_9.3 R_9.4 R_9.5 R_9.8 R_9.9 R_9.10 R_9.11 R_9.12 R_10.2 R_10.3
 R_10.4 R_10.5 R_10.9 R_10.10 R_10.11 R_10.12 R_11.2 R_11.3 R_11.4 R_11.9
 R_11.10 R_11.11 R_12.3 R_12.4 R_12.10 R_12.11 R_13.3 R_13.10 P1_9.6 P1_9.7
 P1_10.1 P1_10.8 P1_11.1 P1_11.8 P1_12.2 P1_12.9 P1_13.2 P1_13.9 P1_14.3 P1_14.10
 P2_7.13 P2_9.6 P2_9.7 P2_9.13 P2_10.6 P2_10.13 P2_11.5 P2_11.12 P2_12.5 P2_12.12
 P2_13.4 P2_13.11 P2_14.4 P2_14.11 P3_1.4 P3_1.11 P3_2.5 P3_2.12 P3_3.5 P3_3.12



 P3_4.6 P3_4.13 P3_5.6 P3_5.7 P3_5.13 P3_7.13 P4_1.2 P4_1.9 P4_2.2 P4_2.9
 P4_3.1 P4_3.8 P4_4.1 P4_4.8 P4_5.6 P4_5.7  
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R_1.3 R_1.10 R_2.3 R_2.4 R_2.10 R_2.11 R_3.2 R_3.3 R_3.4 R_3.9
 R_3.10 R_3.11 R_4.2 R_4.3 R_4.4 R_4.5 R_4.9 R_4.10 R_4.11 R_4.12
 R_5.1 R_5.2 R_5.3 R_5.4 R_5.5 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12
 R_6.1 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10
 R_6.11 R_6.12 R_6.13 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5 R_7.6 R_7.7
 R_7.8 R_7.9 R_7.10 R_7.11 R_7.12 R_7.13 R_8.1 R_8.2 R_8.3 R_8.4
 R_8.5 R_8.6 R_8.7 R_8.8 R_8.9 R_8.10 R_8.11 R_8.12 R_8.13 R_8.14
 R_9.1 R_9.2 R_9.3 R_9.4 R_9.5 R_9.8 R_9.9 R_9.10 R_9.11 R_9.12
 R_9.13 R_9.14 R_10.2 R_10.3 R_10.4 R_10.5 R_10.9 R_10.10 R_10.11 R_10.12
 R_10.14 R_11.2 R_11.3 R_11.4 R_11.9 R_11.10 R_11.11 R_11.14 R_12.3 R_12.4
 R_12.10 R_12.11 R_13.3 R_13.10 P1_9.6 P1_9.7 P1_10.1 P1_10.8 P1_10.13 P1_11.1
 P1_11.8 P1_11.13 P1_12.2 P1_12.9 P1_12.14 P1_13.2 P1_13.9 P1_14.3 P1_14.10 P2_9.6
 P2_9.7 P2_10.6 P2_10.13 P2_10.15 P2_11.5 P2_11.12 P2_12.5 P2_12.12 P2_12.15 P2_13.4
 P2_13.11 P2_14.4 P2_14.11 P3_1.4 P3_1.11 P3_2.5 P3_2.12 P3_3.5 P3_3.12 P3_4.6
 P3_4.13 P3_5.6 P3_5.7 P3_5.13 P3_6.14 P3_7.14 P3_8.15 P3_10.15 P4_1.2 P4_1.9
 P4_2.2 P4_2.9 P4_3.1 P4_3.8 P4_4.1 P4_4.8 P4_5.6 P4_5.7  
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R_1.3 R_2.3 R_2.4 R_3.2 R_3.3 R_3.4 R_4.2 R_4.3 R_4.4 R_4.5
 R_5.1 R_5.2 R_5.3 R_5.4 R_5.5 R_6.1 R_6.2 R_6.3 R_6.4 R_6.5
 R_6.6 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5 R_7.6 R_8.1 R_8.2 R_8.3
 R_8.4 R_8.5 R_8.6 R_8.7 R_9.1 R_9.2 R_9.3 R_9.4 R_9.5 R_9.6
 R_9.7 R_10.2 R_10.3 R_10.4 R_10.5 R_10.7 R_11.2 R_11.3 R_11.4 R_11.7
 R_12.3 R_12.4 R_13.2 R_13.3 R_14.3 R_14.4 R_15.2 R_15.3 R_15.4 R_16.2
 R_16.3 R_16.4 R_16.5 R_17.1 R_17.2 R_17.3 R_17.4 R_17.5 R_18.1 R_18.2
 R_18.3 R_18.4 R_18.5 R_18.6 R_19.1 R_19.2 R_19.3 R_19.4 R_19.5 R_19.6
 R_20.1 R_20.2 R_20.3 R_20.4 R_20.5 R_20.6 R_20.7 R_21.1 R_21.2 R_21.3
 R_21.4 R_21.5 R_21.6 R_21.7 R_22.2 R_22.3 R_22.4 R_22.5 R_22.7 R_23.2
 R_23.3 R_23.4 R_23.7 R_24.3 R_24.4 R_25.3 P1_10.1 P1_10.6 P1_11.1 P1_11.6
 P1_12.2 P1_12.7 P1_14.2 P1_22.1 P1_22.6 P1_23.1 P1_23.6 P1_24.2 P1_24.7 P1_25.2
 P2_10.6 P2_10.8 P2_11.5 P2_12.5 P2_12.8 P2_13.4 P2_22.6 P2_22.8 P2_23.5 P2_24.5
 P2_24.8 P2_25.4 P3_1.4 P3_2.5 P3_3.5 P3_4.6 P3_5.6 P3_6.7 P3_7.7 P3_8.8
 P3_10.8 P3_13.4 P3_14.5 P3_15.5 P3_16.6 P3_17.6 P3_18.7 P3_19.7 P3_20.8 P3_22.8
 P4_1.2 P4_2.2 P4_3.1 P4_4.1 P4_12.2 P4_14.2 P4_15.1 P4_16.1  
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R_1.7 R_2.7 R_2.8 R_3.6 R_3.7 R_3.8 R_4.6 R_4.7 R_4.8 R_4.9
 R_5.6 R_5.7 R_5.8 R_5.9 R_6.7 R_6.8 R_6.9 R_6.10 R_7.7 R_7.8
 R_7.9 R_7.10 R_8.8 R_8.9 R_8.10 R_9.7 R_9.8 R_9.9 R_9.10 R_10.7
 R_10.8 R_10.9 R_10.10 R_11.6 R_11.7 R_11.8 R_11.9 R_12.6 R_12.7 R_12.8
 R_12.9 R_13.5 R_13.6 R_13.7 R_13.8 R_14.5 R_14.6 R_14.7 R_14.8 R_15.4
 R_15.5 R_15.6 R_15.7 R_16.5 R_16.6 R_16.7 R_17.4 R_17.5 R_17.6 R_17.7
 R_18.5 R_18.6 R_18.7 R_18.8 R_19.5 R_19.6 R_19.7 R_19.8 R_20.6 R_20.7
 R_20.8 R_20.9 R_21.6 R_21.7 R_21.8 R_21.9 R_22.7 R_22.8 R_22.9 R_23.7
 R_23.8 R_23.9 R_24.8 R_24.9 R_25.8 P1_5.5 P1_6.6 P1_7.6 P1_8.7 P1_16.4
 P1_18.4 P1_19.4 P1_20.5 P1_21.5 P1_22.6 P1_23.6 P1_24.7 P1_25.7 P2_8.11 P2_10.11
 P2_11.10 P2_12.10 P2_13.9 P2_14.9 P2_15.8 P2_16.8 P2_22.10 P2_24.10 P2_25.9 P3_1.8
 P3_2.9 P3_3.9 P3_4.10 P3_5.10 P3_6.11 P3_8.11 P3_16.8 P3_17.8 P3_18.9 P3_19.9
 P3_20.10 P3_22.10 P4_1.6 P4_2.6 P4_3.5 P4_8.7 P4_9.6 P4_10.6 P4_11.5 P4_12.5
 P4_13.4 P4_14.4 P4_16.4  
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R_1.3 R_1.4 R_1.5 R_1.6 R_1.7 R_1.8 R_2.3 R_2.4 R_2.5 R_2.6
 R_2.7 R_2.8 R_2.9 R_2.12 R_2.13 R_3.2 R_3.3 R_3.4 R_3.5 R_3.6
 R_3.7 R_3.8 R_3.9 R_3.11 R_3.12 R_3.13 R_4.2 R_4.3 R_4.4 R_4.5
 R_4.6 R_4.7 R_4.8 R_4.9 R_4.10 R_4.12 R_4.13 R_4.14 R_5.1 R_5.2
 R_5.3 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9 R_5.10 R_5.12 R_5.13
 R_5.14 R_6.1 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9
 R_6.10 R_6.11 R_6.13 R_6.14 R_6.15 R_7.1 R_7.2 R_7.3 R_7.5 R_7.6
 R_7.7 R_7.8 R_7.9 R_7.10 R_7.12 R_7.13 R_7.14 R_8.1 R_8.2 R_8.3
 R_8.5 R_8.6 R_8.7 R_8.9 R_8.10 R_8.11 R_8.13 R_8.14 R_8.15 R_9.1
 R_9.2 R_9.3 R_9.5 R_9.6 R_9.9 R_9.10 R_9.12 R_9.13 R_9.14 R_10.1



 R_10.2 R_10.3 R_10.5 R_10.6 R_10.7 R_10.9 R_10.10 R_10.11 R_10.13 R_10.14
 R_10.15 R_11.1 R_11.2 R_11.3 R_11.5 R_11.6 R_11.9 R_11.10 R_11.12 R_11.13
 R_11.14 R_12.1 R_12.2 R_12.3 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10
 R_12.11 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.5 R_13.6 R_13.7
 R_13.8 R_13.9 R_13.10 R_13.12 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.6
 R_14.7 R_14.8 R_14.9 R_14.10 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.3
 R_15.6 R_15.7 R_15.8 R_15.9 R_15.12 R_15.13 R_15.14 R_16.1 R_16.2 R_16.3
 R_16.7 R_16.8 R_16.9 R_16.13 R_16.14 R_16.15 R_17.1 R_17.2 R_17.3 R_17.7
 R_17.8 R_17.12 R_17.13 R_17.14 R_18.1 R_18.2 R_18.3 R_18.4 R_18.12 R_18.13
 R_18.14 R_18.15 R_19.1 R_19.2 R_19.3 R_19.4 R_19.11 R_19.12 R_19.13 R_19.14
 R_20.1 R_20.2 R_20.3 R_20.4 R_20.5 R_20.6 R_20.7 R_20.8 R_20.9 R_20.10
 R_20.11 R_20.12 R_20.13 R_20.14 R_20.15 R_21.1 R_21.2 R_21.3 R_21.4 R_21.5
 R_21.6 R_21.7 R_21.8 R_21.9 R_21.10 R_21.11 R_21.12 R_21.13 R_21.14 R_22.2
 R_22.3 R_22.4 R_22.5 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11 R_22.12
 R_22.13 R_22.14 R_23.2 R_23.3 R_23.4 R_23.5 R_23.6 R_23.7 R_23.8 R_23.9
 R_23.10 R_23.11 R_23.12 R_23.13 R_24.3 R_24.4 R_24.5 R_24.6 R_24.7 R_24.8
 R_24.9 R_24.10 R_24.11 R_24.12 R_24.13 R_25.3 R_25.4 R_25.5 R_25.6 R_25.7
 R_25.8 R_25.9 R_25.10 R_25.11 R_25.12 P1_4.11 P1_5.11 P1_6.12 P1_7.4 P1_8.8
 P1_8.12 P1_9.4 P1_9.8 P1_10.12 P1_11.4 P1_11.8 P1_12.12 P1_13.4 P1_14.5 P1_14.12
 P1_15.5 P1_16.6 P1_16.12 P1_17.6 P1_18.7 P1_18.8 P1_22.1 P1_23.1 P1_24.2 P1_25.2
 P2_7.4 P2_7.11 P2_8.4 P2_8.8 P2_9.7 P2_9.11 P2_10.4 P2_11.7 P2_11.11 P2_12.4
 P2_13.11 P2_14.4 P2_14.11 P2_15.10 P2_16.4 P2_16.10 P2_17.9 P2_18.8 P2_18.9 P2_22.15
 P2_23.14 P2_24.14 P2_25.13 P3_1.9 P3_1.12 P3_1.13 P3_2.10 P3_2.14 P3_3.10 P3_3.14
 P3_4.11 P3_4.15 P3_5.11 P3_7.11 P3_8.4 P3_9.7 P3_9.11 P3_10.4 P3_11.7 P3_11.8
 P3_11.11 P3_12.4 P3_14.4 P3_16.4 P3_17.4 P3_18.5 P3_19.5 P3_19.6 P3_19.7 P3_19.8
 P3_19.9 P3_19.10 P4_1.2 P4_1.11 P4_1.12 P4_2.2 P4_2.11 P4_3.1 P4_4.1 P4_6.12
 P4_7.4 P4_8.12 P4_9.4 P4_9.8 P4_10.12 P4_11.4 P4_11.7 P4_11.8 P4_12.12 P4_14.12
 P4_16.12 P4_17.11 P4_18.11 P4_19.5 P4_19.6 P4_19.7 P4_19.8 P4_19.9 P4_19.10  
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R_1.3 R_1.4 R_1.5 R_1.9 R_1.10 R_1.11 R_2.4 R_2.5 R_2.10 R_2.11
 R_3.3 R_3.4 R_3.5 R_3.9 R_3.10 R_3.11 R_4.2 R_4.3 R_4.4 R_4.5
 R_4.10 R_4.11 R_5.1 R_5.2 R_5.3 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8
 R_5.9 R_5.10 R_5.11 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8
 R_6.9 R_6.10 R_6.11 R_6.12 R_6.13 R_6.14 R_7.1 R_7.2 R_7.3 R_7.4
 R_7.5 R_7.6 R_7.7 R_7.8 R_7.9 R_7.10 R_7.11 R_7.12 R_7.13 R_7.14
 R_8.2 R_8.3 R_8.4 R_8.5 R_8.6 R_8.7 R_8.8 R_8.9 R_8.10 R_8.11
 R_8.12 R_8.13 R_8.14 R_9.4 R_9.5 R_9.6 R_9.7 R_9.8 R_9.9 R_9.10
 R_9.11 R_9.12 R_9.13 R_9.14 R_10.4 R_10.5 R_10.6 R_10.10 R_10.11 R_10.12
 R_10.13 R_10.14 R_11.4 R_11.5 R_11.10 R_11.11 R_12.4 R_12.5 R_12.6 R_12.10
 R_12.11 R_12.12 R_13.4 R_13.5 R_13.10 R_13.11 R_14.4 R_14.5 R_14.6 R_14.10
 R_14.11 R_14.12 R_15.4 R_15.5 R_15.10 R_15.11 R_16.2 R_16.3 R_16.4 R_16.5
 R_16.6 R_16.10 R_16.11 R_16.12 R_17.1 R_17.2 R_17.3 R_17.4 R_17.5 R_17.6
 R_17.7 R_17.8 R_17.9 R_17.10 R_17.11 R_18.2 R_18.3 R_18.4 R_18.5 R_18.6
 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11 R_18.12 R_18.13 R_18.14 R_19.1 R_19.2
 R_19.3 R_19.4 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9 R_19.10 R_19.11 R_19.12
 R_19.13 R_19.14 R_20.2 R_20.3 R_20.4 R_20.5 R_20.6 R_20.7 R_20.8 R_20.9
 R_20.10 R_20.11 R_20.12 R_20.13 R_20.14 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8
 R_21.9 R_21.10 R_21.11 R_21.12 R_21.13 R_21.14 R_22.5 R_22.6 R_22.11 R_22.12
 R_22.13 R_22.14 R_23.4 R_23.5 R_23.6 R_23.10 R_23.11 R_23.12 R_24.5 R_24.6
 R_24.11 R_24.12 R_25.4 R_25.5 R_25.6 R_25.10 R_25.11 R_25.12 P1_2.3 P1_2.9
 P1_4.9 P1_6.1 P1_8.1 P1_9.1 P1_9.2 P1_9.3 P1_10.7 P1_10.8 P1_10.9 P1_11.3
 P1_11.9 P1_11.12 P1_11.13 P1_13.3 P1_13.9 P1_15.3 P1_15.9 P1_18.1 P1_20.1 P1_21.1
 P1_21.2 P1_21.3 P1_22.4 P1_22.7 P1_22.8 P1_22.9 P1_22.10 P1_23.13 P1_24.4 P1_24.10
 P2_2.6 P2_2.12 P2_4.6 P2_4.12 P2_8.15 P2_9.2 P2_9.3 P2_10.7 P2_10.8 P2_10.9
 P2_10.15 P2_11.6 P2_11.12 P2_11.13 P2_11.14 P2_13.6 P2_13.12 P2_15.6 P2_15.12 P2_17.12
 P2_20.15 P2_21.2 P2_21.3 P2_22.7 P2_22.8 P2_22.9 P2_22.10 P2_22.15 P2_23.13 P2_23.14
 P2_24.7 P2_24.13 P3_2.6 P3_2.12 P3_3.2 P3_4.6 P3_4.7 P3_4.8 P3_4.9 P3_4.12
 P3_5.12 P3_5.13 P3_5.14 P3_6.15 P3_8.15 P3_11.6 P3_11.12 P3_13.6 P3_13.12 P3_15.2
 P3_15.3 P3_15.6 P3_15.12 P3_16.7 P3_16.8 P3_16.9 P3_17.12 P3_17.13 P3_17.14 P3_18.15
 P3_20.15 P3_22.7 P3_24.7 P3_24.13 P4_2.3 P4_2.9 P4_3.1 P4_3.2 P4_4.1 P4_4.6
 P4_4.7 P4_4.8 P4_4.9 P4_5.12 P4_5.13 P4_6.1 P4_9.3 P4_11.3 P4_11.9 P4_13.3
 P4_13.9 P4_15.1 P4_15.2 P4_15.3 P4_15.9 P4_16.1 P4_16.7 P4_16.8 P4_16.9 P4_17.12
 P4_17.13 P4_18.1 P4_22.4 P4_22.10 P4_24.4 P4_24.10  
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R_1.9 R_1.10 R_1.11 R_1.12 R_2.3 R_2.4 R_2.9 R_2.10 R_2.11 R_2.12
 R_2.13 R_3.2 R_3.3 R_3.4 R_3.8 R_3.9 R_3.10 R_3.11 R_3.12 R_3.13



 R_4.2 R_4.3 R_4.4 R_4.8 R_4.9 R_4.10 R_4.11 R_4.12 R_4.13 R_4.14
 R_5.2 R_5.3 R_5.4 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12 R_5.13
 R_6.2 R_6.3 R_6.4 R_6.8 R_6.9 R_6.10 R_6.12 R_6.13 R_6.14 R_7.2
 R_7.3 R_7.4 R_7.7 R_7.8 R_7.9 R_7.12 R_7.13 R_7.14 R_8.2 R_8.3
 R_8.4 R_8.7 R_8.8 R_8.9 R_8.12 R_8.13 R_8.14 R_9.1 R_9.2 R_9.3
 R_9.7 R_9.8 R_9.9 R_9.12 R_9.13 R_9.14 R_10.2 R_10.3 R_10.4 R_10.7
 R_10.8 R_10.9 R_10.12 R_10.13 R_10.14 R_11.1 R_11.2 R_11.3 R_11.4 R_11.5
 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12 R_11.13 R_11.14 R_12.1
 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11
 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6
 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13 R_13.14 R_14.1 R_14.2
 R_14.3 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12
 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7
 R_15.8 R_15.9 R_15.10 R_15.11 R_15.12 R_15.13 R_15.14 R_16.2 R_16.3 R_16.4
 R_16.7 R_16.8 R_16.9 R_16.12 R_16.13 R_16.14 R_17.1 R_17.2 R_17.3 R_17.6
 R_17.7 R_17.8 R_17.12 R_17.13 R_17.14 R_18.2 R_18.3 R_18.4 R_18.7 R_18.8
 R_18.9 R_18.12 R_18.13 R_18.14 R_19.1 R_19.2 R_19.3 R_19.6 R_19.7 R_19.8
 R_19.11 R_19.12 R_19.13 R_20.2 R_20.3 R_20.4 R_20.6 R_20.7 R_20.8 R_20.9
 R_20.12 R_20.13 R_20.14 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8
 R_21.11 R_21.12 R_21.13 R_22.2 R_22.3 R_22.4 R_22.5 R_22.6 R_22.7 R_22.8
 R_22.12 R_22.13 R_22.14 R_23.2 R_23.3 R_23.4 R_23.5 R_23.6 R_23.7 R_23.11
 R_23.12 R_23.13 R_24.3 R_24.4 R_24.5 R_24.6 R_24.7 R_24.11 R_24.12 R_24.13
 R_25.3 R_25.4 R_25.5 R_25.6 R_25.11 R_25.12 P1_5.1 P1_6.7 P1_6.11 P1_7.1
 P1_7.11 P1_9.6 P1_9.11 P1_10.1 P1_16.1 P1_16.5 P1_16.6 P1_16.10 P1_16.11 P1_17.11
 P1_18.1 P1_18.6 P1_20.1 P1_20.11 P1_21.1 P1_22.11 P1_23.1 P1_24.2 P1_25.2 P1_25.10
 P2_4.5 P2_5.14 P2_6.5 P2_6.11 P2_7.10 P2_8.5 P2_8.10 P2_8.15 P2_9.4 P2_10.10
 P2_10.15 P2_16.5 P2_16.6 P2_16.10 P2_16.11 P2_16.15 P2_17.4 P2_17.9 P2_18.15 P2_19.4
 P2_19.9 P2_19.14 P2_21.9 P2_21.14 P2_22.9 P2_23.8 P2_23.14 P2_24.8 P2_24.14 P2_25.7
 P2_25.13 P3_1.3 P3_1.4 P3_1.13 P3_2.5 P3_2.14 P3_3.14 P3_4.5 P3_5.14 P3_6.5
 P3_6.15 P3_8.10 P3_8.15 P3_9.4 P3_10.5 P3_10.6 P3_10.10 P3_10.11 P3_10.15 P3_16.15
 P3_17.4 P3_17.9 P3_19.4 P3_19.9 P3_19.14 P3_20.5 P3_21.14 P4_1.2 P4_1.3 P4_1.8
 P4_2.2 P4_2.8 P4_3.1 P4_3.7 P4_4.7 P4_5.1 P4_6.7 P4_7.1 P4_7.6 P4_7.11
 P4_8.1 P4_9.6 P4_9.11 P4_10.1 P4_10.5 P4_10.6 P4_10.10 P4_10.11 P4_16.1 P4_16.6
 P4_17.11 P4_18.1 P4_18.6 P4_18.11 P4_19.5 P4_20.5 P4_20.11 P4_21.1 P4_22.11 P4_23.10  
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R_1.2 R_1.3 R_2.2 R_2.3 R_2.4 R_3.1 R_3.2 R_3.3 R_3.4 R_3.10
 R_3.11 R_3.12 R_4.2 R_4.3 R_4.4 R_4.5 R_4.10 R_4.11 R_4.12 R_4.13
 R_5.2 R_5.3 R_5.4 R_5.5 R_5.9 R_5.10 R_5.11 R_5.12 R_5.13 R_6.3
 R_6.4 R_6.5 R_6.6 R_6.9 R_6.10 R_6.11 R_6.12 R_6.13 R_6.14 R_7.3
 R_7.4 R_7.5 R_7.6 R_7.9 R_7.10 R_7.11 R_7.12 R_7.13 R_7.14 R_8.3
 R_8.4 R_8.5 R_8.6 R_8.7 R_8.9 R_8.10 R_8.11 R_8.12 R_8.13 R_8.14
 R_8.15 R_9.2 R_9.3 R_9.4 R_9.5 R_9.6 R_9.7 R_9.8 R_9.9 R_9.10
 R_9.12 R_9.13 R_9.14 R_10.2 R_10.3 R_10.4 R_10.5 R_10.6 R_10.7 R_10.8
 R_10.9 R_10.10 R_10.13 R_10.14 R_10.15 R_11.1 R_11.2 R_11.3 R_11.4 R_11.5
 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10 R_11.12 R_11.13 R_11.14 R_12.1 R_12.2
 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.13 R_12.14
 R_12.15 R_13.1 R_13.2 R_13.3 R_13.5 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10
 R_13.12 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.6 R_14.7 R_14.8 R_14.9
 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.3 R_15.5
 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11 R_15.12 R_15.13 R_15.14 R_16.1
 R_16.2 R_16.3 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10 R_16.11 R_16.12 R_16.13
 R_16.14 R_17.1 R_17.2 R_17.3 R_17.5 R_17.6 R_17.7 R_17.8 R_17.9 R_17.10
 R_17.11 R_17.12 R_17.13 R_18.1 R_18.2 R_18.3 R_18.4 R_18.5 R_18.6 R_18.7
 R_18.9 R_18.10 R_18.11 R_18.12 R_18.13 R_19.1 R_19.2 R_19.3 R_19.4 R_19.5
 R_19.6 R_19.9 R_19.10 R_19.11 R_19.12 R_20.2 R_20.3 R_20.4 R_20.5 R_20.6
 R_20.7 R_20.10 R_20.11 R_20.12 R_20.13 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6
 R_21.10 R_21.11 R_21.12 R_21.13 R_22.3 R_22.4 R_22.5 R_22.6 R_22.11 R_22.12
 R_22.13 R_22.14 R_23.3 R_23.4 R_23.5 R_23.11 R_23.12 R_23.13 R_23.14 R_24.12
 R_24.13 R_24.14 R_25.12 R_25.13 P1_4.1 P1_5.1 P1_6.2 P1_7.2 P1_7.8 P1_9.11
 P1_10.12 P1_12.12 P1_13.4 P1_14.5 P1_16.5 P1_18.8 P1_19.8 P1_20.1 P1_20.9 P1_21.1
 P1_21.9 P1_22.2 P1_22.10 P1_23.2 P1_23.10 P1_24.3 P1_24.4 P1_24.5 P1_24.11 P1_25.11
 P2_9.11 P2_10.11 P2_12.11 P2_13.4 P2_14.4 P2_16.4 P2_16.15 P2_17.14 P2_18.8 P2_18.14
 P2_19.7 P2_19.13 P2_21.7 P2_22.7 P2_23.6 P2_24.4 P2_24.5 P2_24.6 P2_24.15 P2_25.14
 P3_1.4 P3_2.5 P3_2.11 P3_2.12 P3_2.13 P3_3.5 P3_3.13 P3_4.6 P3_4.14 P3_5.6
 P3_5.14 P3_6.7 P3_6.15 P3_7.7 P3_8.8 P3_10.11 P3_12.11 P3_13.11 P3_14.4 P3_16.4
 P3_17.4 P3_19.7 P3_19.13 P3_20.14 P3_21.14 P3_22.15 P4_1.1 P4_2.1 P4_2.10 P4_2.11
 P4_2.12 P4_3.9 P4_4.9 P4_5.8 P4_7.2 P4_7.8 P4_8.2 P4_8.8 P4_9.1 P4_10.1
 P4_10.12 P4_12.12 P4_13.11 P4_14.5 P4_16.5 P4_17.4  
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R_2.7 R_3.6 R_3.7 R_4.6 R_4.7 R_4.8 R_5.5 R_5.6 R_5.7 R_5.8
 R_6.5 R_6.6 R_6.7 R_6.8 R_7.4 R_7.5 R_7.6 R_7.7 R_8.4 R_8.5
 R_8.6 R_8.7 R_9.3 R_9.4 R_9.5 R_9.6 R_10.3 R_10.4 R_10.5 R_10.6
 R_11.2 R_11.3 R_11.4 R_11.5 R_12.2 R_12.3 R_12.4 R_12.5 R_13.1 R_13.2
 R_13.3 R_13.4 R_14.2 R_14.3 R_14.4 R_14.5 R_15.2 R_15.3 R_15.4 R_15.5
 R_16.3 R_16.4 R_16.5 R_16.6 R_17.3 R_17.4 R_17.5 R_17.6 R_18.4 R_18.5
 R_18.6 R_18.7 R_19.4 R_19.5 R_19.6 R_19.7 R_20.5 R_20.6 R_20.7 R_20.8
 R_21.5 R_21.6 R_21.7 R_21.8 R_22.6 R_22.7 R_22.8 R_23.6 R_23.7 R_24.7
 P1_14.1 P1_15.1 P1_16.2 P1_17.2 P1_18.3 P1_19.3 P1_20.4 P1_21.4 P1_22.5 P1_23.5
 P1_24.6 P1_25.6 P2_6.9 P2_7.8 P2_8.8 P2_9.7 P2_10.7 P2_11.6 P2_12.6 P2_13.5
 P2_22.9 P2_23.8 P2_24.8 P2_25.7 P3_1.7 P3_2.8 P3_3.8 P3_4.9 P3_13.5 P3_14.6
 P3_15.6 P3_16.7 P3_17.7 P3_18.8 P3_19.8 P3_20.9 P4_1.6 P4_2.6 P4_3.5 P4_4.5
 P4_5.4 P4_6.4 P4_7.3 P4_8.3 P4_9.2 P4_10.2 P4_11.1 P4_12.1  
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R_1.10 R_1.13 R_1.14 R_2.10 R_2.11 R_2.13 R_2.14 R_2.15 R_3.9 R_3.10
 R_3.11 R_3.12 R_3.13 R_3.14 R_4.10 R_4.11 R_4.12 R_4.13 R_4.14 R_4.15
 R_5.10 R_5.11 R_5.12 R_5.13 R_5.14 R_6.11 R_6.12 R_6.13 R_6.14 R_7.10
 R_7.11 R_7.12 R_7.13 R_8.3 R_8.4 R_8.10 R_8.11 R_8.12 R_8.13 R_8.14
 R_9.2 R_9.3 R_9.4 R_9.9 R_9.10 R_9.11 R_9.12 R_9.13 R_9.14 R_10.2
 R_10.3 R_10.4 R_10.5 R_10.9 R_10.10 R_10.11 R_10.12 R_10.13 R_10.14 R_10.15
 R_11.1 R_11.2 R_11.3 R_11.4 R_11.5 R_11.8 R_11.9 R_11.10 R_11.12 R_11.13
 R_11.14 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6 R_12.8 R_12.9 R_12.10 R_12.13
 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8
 R_13.9 R_13.12 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.5 R_14.6 R_14.7
 R_14.8 R_14.9 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.5 R_15.6 R_15.7
 R_15.8 R_15.12 R_15.13 R_15.14 R_16.1 R_16.2 R_16.3 R_16.6 R_16.7 R_16.8
 R_16.9 R_16.13 R_16.14 R_16.15 R_17.1 R_17.2 R_17.6 R_17.7 R_17.8 R_17.9
 R_17.12 R_17.13 R_17.14 R_18.1 R_18.2 R_18.3 R_18.6 R_18.7 R_18.8 R_18.9
 R_18.10 R_18.13 R_18.14 R_18.15 R_19.1 R_19.2 R_19.3 R_19.5 R_19.6 R_19.7
 R_19.8 R_19.9 R_19.10 R_19.12 R_19.13 R_19.14 R_20.2 R_20.3 R_20.4 R_20.5
 R_20.6 R_20.7 R_20.8 R_20.9 R_20.10 R_20.11 R_20.12 R_20.13 R_20.14 R_21.1
 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6 R_21.8 R_21.9 R_21.10 R_21.11 R_21.12
 R_21.13 R_21.14 R_22.2 R_22.3 R_22.4 R_22.5 R_22.6 R_22.9 R_22.10 R_22.11
 R_22.12 R_22.13 R_22.14 R_23.2 R_23.3 R_23.4 R_23.5 R_23.9 R_23.10 R_23.11
 R_23.12 R_23.13 R_24.3 R_24.4 R_24.5 R_24.10 R_24.11 R_24.12 R_24.13 R_25.10
 R_25.11 R_25.12 P1_4.9 P1_5.9 P1_6.10 P1_11.11 P1_12.1 P1_12.12 P1_14.4 P1_14.12
 P1_15.4 P1_16.5 P1_16.12 P1_17.5 P1_18.12 P1_20.1 P1_21.7 P1_22.1 P1_22.8 P1_23.1
 P1_23.8 P1_24.2 P1_24.9 P1_25.2 P1_25.3 P1_25.4 P1_25.9 P2_6.15 P2_7.14 P2_11.11
 P2_12.11 P2_13.10 P2_14.4 P2_14.10 P2_15.3 P2_15.9 P2_17.3 P2_20.15 P2_21.7 P2_22.7
 P2_22.15 P2_23.6 P2_23.14 P2_24.6 P2_24.14 P2_25.3 P2_25.4 P2_25.5 P2_25.13 P3_1.11
 P3_2.12 P3_7.3 P3_7.4 P3_7.14 P3_8.5 P3_8.15 P3_9.5 P3_10.6 P3_11.6 P3_12.7
 P3_15.3 P3_15.9 P3_16.10 P3_17.3 P3_17.10 P3_18.4 P3_18.11 P3_19.4 P3_19.11 P3_20.15
 P4_1.9 P4_1.12 P4_2.9 P4_2.12 P4_6.10 P4_7.2 P4_7.3 P4_7.9 P4_8.2 P4_8.9
 P4_9.1 P4_9.8 P4_10.1 P4_10.8 P4_11.7 P4_12.1 P4_12.7 P4_12.12 P4_14.12 P4_16.12
 P4_17.5 P4_18.5 P4_18.12 P4_19.4 P4_19.11 P4_20.1  
 
S51 
 
R_2.8 R_3.7 R_3.8 R_4.7 R_4.8 R_4.9 R_5.6 R_5.7 R_5.8 R_5.9
 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10 R_7.6 R_7.7 R_7.8 R_7.9 R_8.6
 R_8.7 R_8.8 R_8.9 R_8.10 R_9.5 R_9.6 R_9.7 R_9.8 R_9.9 R_9.10
 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9 R_10.10 R_10.11 R_11.4 R_11.5 R_11.6
 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11 R_12.4 R_12.5 R_12.6 R_12.7 R_12.9
 R_12.10 R_12.11 R_12.12 R_13.4 R_13.5 R_13.6 R_13.9 R_13.10 R_13.11 R_14.4
 R_14.5 R_14.6 R_14.10 R_14.11 R_14.12 R_15.3 R_15.4 R_15.5 R_15.6 R_15.9
 R_15.10 R_15.11 R_15.12 R_16.3 R_16.4 R_16.5 R_16.6 R_16.10 R_16.11 R_16.12
 R_16.13 R_17.2 R_17.3 R_17.4 R_17.5 R_17.10 R_17.11 R_17.12 R_17.13 R_18.2
 R_18.3 R_18.4 R_18.5 R_18.11 R_18.12 R_18.13 R_18.14 R_19.2 R_19.3 R_19.4
 R_19.11 R_19.12 R_19.13 R_20.2 R_20.3 R_20.4 R_20.12 R_20.13 R_20.14 R_21.1
 R_21.2 R_21.3 R_21.4 R_21.11 R_21.12 R_21.13 R_21.14 R_22.2 R_22.3 R_22.4
 R_22.12 R_22.13 R_22.14 R_23.2 R_23.3 R_23.12 R_23.13 R_24.3 R_24.13 P1_7.5
 P1_12.8 P1_13.3 P1_13.8 P1_14.9 P1_16.9 P1_17.9 P1_18.10 P1_19.1 P1_19.10 P1_20.11
 P1_22.1 P1_22.11 P1_23.1 P1_23.11 P1_24.2 P1_24.12 P1_25.2 P1_25.12 P2_7.10 P2_12.8
 P2_13.7 P2_13.12 P2_14.7 P2_16.7 P2_17.6 P2_18.6 P2_19.5 P2_19.14 P2_20.5 P2_22.5
 P2_22.15 P2_23.4 P2_23.14 P2_24.4 P2_24.14 P2_25.3 P2_25.13 P3_1.8 P3_2.9 P3_3.9



 P3_4.10 P3_5.10 P3_7.10 P3_8.11 P3_9.11 P3_10.12 P3_11.12 P3_13.12 P3_14.7 P3_14.13
 P3_15.13 P3_16.14 P3_17.14 P3_19.14 P3_20.5 P3_20.15 P4_1.7 P4_2.7 P4_3.6 P4_4.6
 P4_5.5 P4_7.5 P4_8.5 P4_9.4 P4_10.4 P4_11.3 P4_13.3 P4_14.3 P4_14.9 P4_15.2
 P4_16.2 P4_17.1 P4_19.1 P4_20.1 P4_20.11  
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R_2.7 R_2.8 R_2.9 R_3.7 R_3.8 R_3.9 R_4.7 R_4.8 R_4.9 R_5.7
 R_5.8 R_5.9 R_6.7 R_6.8 R_6.9 R_7.7 R_7.8 R_7.9 R_8.7 R_8.8
 R_8.9 R_9.7 R_9.8 R_9.9 R_10.4 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9
 R_10.10 R_10.11 R_10.12 R_10.13 R_11.3 R_11.4 R_11.5 R_11.6 R_11.7 R_11.8
 R_11.9 R_11.10 R_11.11 R_11.12 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9
 R_12.10 R_12.11 R_12.12 R_12.13 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8
 R_13.9 R_13.10 R_13.11 R_13.12 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9
 R_14.10 R_14.11 R_14.12 R_14.13 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8
 R_15.9 R_15.10 R_15.11 R_15.12 R_16.4 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9
 R_16.10 R_16.11 R_16.12 R_16.13 R_17.7 R_17.8 R_17.9 R_18.7 R_18.8 R_18.9
 R_19.7 R_19.8 R_19.9 R_20.7 R_20.8 R_20.9 R_21.7 R_21.8 R_21.9 R_22.7
 R_22.8 R_22.9 R_23.7 R_23.8 R_23.9 R_24.7 R_24.8 R_24.9 P1_3.6 P1_5.6
 P1_7.6 P1_9.6 P1_12.3 P1_14.3 P1_16.3 P1_17.3 P1_17.4 P1_17.5 P1_17.6 P1_17.10
 P1_17.11 P1_17.12 P1_19.6 P1_21.6 P1_23.6 P1_25.6 P1_25.7 P1_25.8 P2_4.10 P2_6.10
 P2_8.10 P2_11.13 P2_13.13 P2_15.13 P2_17.4 P2_17.5 P2_17.6 P2_17.10 P2_17.11 P2_17.12
 P2_17.13 P2_18.10 P2_20.10 P2_22.10 P2_24.10 P2_25.7 P2_25.8 P2_25.9 P3_1.7 P3_1.8
 P3_1.9 P3_2.10 P3_4.10 P3_6.10 P3_8.10 P3_9.4 P3_9.5 P3_9.6 P3_9.10 P3_9.11
 P3_9.12 P3_9.13 P3_11.13 P3_13.13 P3_15.13 P3_18.10 P3_20.10 P3_22.10 P4_1.6 P4_1.7
 P4_1.8 P4_3.6 P4_5.6 P4_7.6 P4_9.3 P4_9.4 P4_9.5 P4_9.6 P4_9.10 P4_9.11
 P4_9.12 P4_10.3 P4_12.3 P4_14.3 P4_17.6 P4_19.6 P4_21.6 P4_23.6  
 
S53 
 
R_2.7 R_2.8 R_2.9 R_3.7 R_3.8 R_3.9 R_4.7 R_4.8 R_4.9 R_5.7
 R_5.8 R_5.9 R_6.7 R_6.8 R_6.9 R_7.7 R_7.8 R_7.9 R_8.7 R_8.8
 R_8.9 R_9.7 R_9.8 R_9.9 R_10.7 R_10.8 R_10.9 R_11.7 R_11.8 R_11.9
 R_12.7 R_12.8 R_12.9 R_13.7 R_13.8 R_13.9 R_14.7 R_14.8 R_14.9 R_15.7
 R_15.8 R_15.9 R_16.7 R_16.8 R_16.9 R_17.7 R_17.8 R_17.9 R_18.7 R_18.8
 R_18.9 R_19.7 R_19.8 R_19.9 R_20.7 R_20.8 R_20.9 R_21.7 R_21.8 R_21.9
 R_22.7 R_22.8 R_22.9 R_23.7 R_23.8 R_23.9 R_24.7 R_24.8 R_24.9 P1_3.6
 P1_5.6 P1_7.6 P1_9.6 P1_11.6 P1_13.6 P1_15.6 P1_17.6 P1_19.6 P1_21.6 P1_23.6
 P1_25.6 P1_25.7 P1_25.8 P2_4.10 P2_6.10 P2_8.10 P2_10.10 P2_12.10 P2_14.10 P2_16.10
 P2_18.10 P2_20.10 P2_22.10 P2_24.10 P2_25.7 P2_25.8 P2_25.9 P3_1.7 P3_1.8 P3_1.9
 P3_2.10 P3_4.10 P3_6.10 P3_8.10 P3_10.10 P3_12.10 P3_14.10 P3_16.10 P3_18.10 P3_20.10
 P3_22.10 P4_1.6 P4_1.7 P4_1.8 P4_3.6 P4_5.6 P4_7.6 P4_9.6 P4_11.6 P4_13.6
 P4_15.6 P4_17.6 P4_19.6 P4_21.6 P4_23.6  
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R_3.10 R_4.5 R_4.6 R_4.10 R_4.11 R_5.4 R_5.5 R_5.6 R_5.9 R_5.10
 R_5.11 R_6.4 R_6.5 R_6.6 R_6.7 R_6.9 R_6.10 R_6.11 R_6.12 R_7.4
 R_7.5 R_7.6 R_7.7 R_7.8 R_7.9 R_7.10 R_7.11 R_8.5 R_8.6 R_8.7
 R_8.8 R_8.9 R_8.10 R_8.11 R_9.5 R_9.6 R_9.7 R_9.8 R_9.9 R_9.10
 R_10.6 R_10.7 R_10.8 R_10.9 R_10.10 R_11.3 R_11.4 R_11.5 R_11.6 R_11.7
 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8
 R_12.9 R_12.10 R_12.11 R_12.12 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8
 R_13.9 R_13.10 R_13.11 R_13.12 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9
 R_14.10 R_14.11 R_14.12 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9
 R_15.10 R_15.11 R_15.12 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10 R_17.5 R_17.6
 R_17.7 R_17.8 R_17.9 R_17.10 R_18.5 R_18.6 R_18.7 R_18.8 R_18.9 R_18.10
 R_18.11 R_19.4 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9 R_19.10 R_19.11 R_20.4
 R_20.5 R_20.6 R_20.7 R_20.9 R_20.10 R_20.11 R_20.12 R_21.4 R_21.5 R_21.6
 R_21.9 R_21.10 R_21.11 R_22.5 R_22.6 R_22.10 R_22.11 R_23.5 R_23.10 P1_7.3
 P1_8.4 P1_9.4 P1_10.5 P1_12.3 P1_14.3 P1_16.3 P1_16.4 P1_16.5 P1_16.11 P1_16.12
 P1_20.8 P1_21.3 P1_21.8 P1_22.4 P1_22.9 P1_23.4 P1_23.9 P1_24.5 P1_24.10 P2_7.12
 P2_8.12 P2_9.11 P2_10.11 P2_12.13 P2_14.13 P2_16.4 P2_16.5 P2_16.11 P2_16.12 P2_16.13
 P2_20.8 P2_21.7 P2_21.12 P2_22.7 P2_22.12 P2_23.6 P2_23.11 P2_24.6 P2_24.11 P3_2.11
 P3_3.5 P3_3.6 P3_3.11 P3_4.7 P3_4.12 P3_5.7 P3_5.12 P3_6.8 P3_10.4 P3_10.5
 P3_10.11 P3_10.12 P3_10.13 P3_12.13 P3_14.13 P3_16.11 P3_17.11 P3_18.12 P3_19.12 P4_2.10
 P4_3.4 P4_3.5 P4_3.9 P4_4.4 P4_4.9 P4_5.3 P4_5.8 P4_6.8 P4_10.3 P4_10.4
 P4_10.5 P4_10.11 P4_10.12 P4_12.3 P4_14.3 P4_16.5 P4_17.4 P4_18.4 P4_19.3  
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R_1.2 R_1.3 R_2.2 R_2.3 R_2.4 R_3.1 R_3.2 R_3.3 R_3.4 R_4.2
 R_4.3 R_4.4 R_4.5 R_5.2 R_5.3 R_5.4 R_5.5 R_6.3 R_6.4 R_6.5
 R_6.6 R_7.3 R_7.4 R_7.5 R_7.6 R_8.4 R_8.5 R_8.6 R_8.7 R_9.4
 R_9.5 R_9.6 R_9.7 R_10.5 R_10.6 R_10.7 R_10.8 R_11.5 R_11.6 R_11.7
 R_11.8 R_12.6 R_12.7 R_12.8 R_12.9 R_13.6 R_13.7 R_13.8 R_13.9 R_14.7
 R_14.8 R_14.9 R_14.10 R_15.7 R_15.8 R_15.9 R_15.10 R_16.8 R_16.9 R_16.10
 R_16.11 R_17.8 R_17.9 R_17.10 R_17.11 R_18.9 R_18.10 R_18.11 R_18.12 R_19.9
 R_19.10 R_19.11 R_19.12 R_20.10 R_20.11 R_20.12 R_20.13 R_21.10 R_21.11 R_21.12
 R_21.13 R_22.11 R_22.12 R_22.13 R_22.14 R_23.11 R_23.12 R_23.13 R_23.14 R_24.12
 R_24.13 R_24.14 R_25.12 R_25.13 P1_4.1 P1_5.1 P1_6.2 P1_7.2 P1_8.3 P1_9.3
 P1_10.4 P1_11.4 P1_12.5 P1_13.5 P1_14.6 P1_15.6 P1_16.7 P1_17.7 P1_18.8 P1_19.8
 P1_20.9 P1_21.9 P1_22.10 P1_23.10 P1_24.11 P1_25.11 P2_24.15 P2_25.14 P3_1.4 P3_2.5
 P3_3.5 P3_4.6 P3_5.6 P3_6.7 P3_7.7 P3_8.8 P3_9.8 P3_10.9 P3_11.9 P3_12.10
 P3_13.10 P3_14.11 P3_15.11 P3_16.12 P3_17.12 P3_18.13 P3_19.13 P3_20.14 P3_21.14 P3_22.15
 P4_1.1 P4_2.1  
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R_12.1 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10
 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5
 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13 R_13.14 R_14.1
 R_14.2 R_14.3 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11
 R_14.12 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.3 R_15.4 R_15.5 R_15.6
 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11 R_15.12 R_15.13 R_15.14 R_16.1 R_16.2
 R_16.3 R_16.4 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10 R_16.11 R_16.12
 R_16.13 R_16.14 R_16.15 P1_17.1 P1_17.2 P1_17.3 P1_17.4 P1_17.5 P1_17.6 P1_17.7
 P1_17.8 P1_17.9 P1_17.10 P1_17.11 P1_17.12 P1_17.13 P1_17.14 P2_17.1 P2_17.2 P2_17.3
 P2_17.4 P2_17.5 P2_17.6 P2_17.7 P2_17.8 P2_17.9 P2_17.10 P2_17.11 P2_17.12 P2_17.13
 P2_17.14 P3_11.1 P3_11.2 P3_11.3 P3_11.4 P3_11.5 P3_11.6 P3_11.7 P3_11.8 P3_11.9
 P3_11.10 P3_11.11 P3_11.12 P3_11.13 P3_11.14 P4_11.1 P4_11.2 P4_11.3 P4_11.4 P4_11.5
 P4_11.6 P4_11.7 P4_11.8 P4_11.9 P4_11.10 P4_11.11 P4_11.12 P4_11.13 P4_11.14  
 
S57 
 
R_7.1 R_7.14 R_8.1 R_8.2 R_8.14 R_8.15 R_9.1 R_9.2 R_9.13 R_9.14
 R_10.1 R_10.2 R_10.3 R_10.13 R_10.14 R_10.15 R_11.1 R_11.2 R_11.3 R_11.4
 R_11.11 R_11.12 R_11.13 R_11.14 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7
 R_12.8 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14 R_13.2 R_13.3 R_13.4
 R_13.5 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13 R_14.3
 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13
 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11 R_15.12
 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10 R_16.11 R_17.6 R_17.7 R_17.8
 R_17.9 P1_12.1 P1_13.1 P1_14.2 P1_15.2 P1_16.3 P1_16.4 P1_16.12 P1_17.4 P1_17.5
 P1_17.10 P1_18.6 P1_18.7 P1_18.8 P1_18.9 P2_12.15 P2_13.14 P2_14.14 P2_15.13 P2_16.4
 P2_16.12 P2_16.13 P2_17.5 P2_17.10 P2_17.11 P2_18.7 P2_18.8 P2_18.9 P2_18.10 P3_6.2
 P3_6.15 P3_7.2 P3_8.3 P3_9.3 P3_10.4 P3_10.5 P3_10.12 P3_11.5 P3_11.6 P3_11.7
 P3_11.8 P3_11.9 P3_11.10 P4_6.1 P4_6.14 P4_7.13 P4_8.13 P4_9.12 P4_10.4 P4_10.11
 P4_10.12 P4_11.5 P4_11.6 P4_11.7 P4_11.8 P4_11.9 P4_11.10  
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R_6.1 R_6.2 R_6.3 R_6.13 R_6.14 R_6.15 R_7.1 R_7.2 R_7.3 R_7.12
 R_7.13 R_7.14 R_8.1 R_8.2 R_8.3 R_8.13 R_8.14 R_8.15 R_9.1 R_9.2
 R_9.3 R_9.12 R_9.13 R_9.14 R_10.1 R_10.2 R_10.3 R_10.13 R_10.14 R_10.15
 R_11.1 R_11.2 R_11.3 R_11.12 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3 R_12.4
 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14
 R_12.15 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8 R_13.9
 R_13.10 R_13.11 R_13.12 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.4 R_14.5
 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14 R_14.15
 R_15.1 R_15.2 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10
 R_15.11 R_15.12 R_15.13 R_15.14 R_16.1 R_16.2 R_16.3 R_16.4 R_16.5 R_16.6
 R_16.7 R_16.8 R_16.9 R_16.10 R_16.11 R_16.12 R_16.13 R_16.14 R_16.15 P1_8.12
 P1_10.12 P1_17.1 P1_17.2 P1_17.3 P1_17.4 P1_17.5 P1_17.6 P1_17.7 P1_17.8 P1_17.9
 P1_17.10 P1_17.11 P1_17.12 P1_17.13 P1_17.14 P2_8.4 P2_10.4 P2_17.1 P2_17.2 P2_17.3
 P2_17.4 P2_17.5 P2_17.6 P2_17.7 P2_17.8 P2_17.9 P2_17.10 P2_17.11 P2_17.12 P2_17.13
 P2_17.14 P3_5.1 P3_5.2 P3_5.3 P3_5.13 P3_5.14 P3_6.4 P3_8.4 P3_10.4 P3_11.4
 P3_11.5 P3_11.6 P3_11.7 P3_11.8 P3_11.9 P3_11.10 P3_11.11 P4_5.1 P4_5.2 P4_5.12
 P4_5.13 P4_5.14 P4_6.12 P4_8.12 P4_10.12 P4_11.4 P4_11.5 P4_11.6 P4_11.7 P4_11.8
 P4_11.9 P4_11.10 P4_11.11  
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R_5.2 R_5.3 R_5.12 R_5.13 R_6.2 R_6.3 R_6.13 R_6.14 R_7.1 R_7.2
 R_7.13 R_7.14 R_8.1 R_8.2 R_8.3 R_8.13 R_8.14 R_8.15 R_9.1 R_9.2
 R_9.13 R_9.14 R_10.1 R_10.2 R_10.3 R_10.13 R_10.14 R_10.15 R_11.1 R_11.2
 R_11.3 R_11.12 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6
 R_12.7 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2
 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12
 R_13.13 R_13.14 R_14.2 R_14.3 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9
 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14 R_15.2 R_15.3 R_15.4 R_15.5 R_15.6
 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11 R_15.12 R_15.13 R_16.3 R_16.4 R_16.5
 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10 R_16.11 R_16.12 R_16.13 R_17.6 R_17.7
 R_17.8 R_17.9 R_18.7 R_18.8 R_18.9 R_19.7 R_19.8 R_20.7 R_20.8 R_20.9
 R_21.7 R_21.8 R_22.8 P1_6.12 P1_7.12 P1_9.12 P1_14.1 P1_15.1 P1_16.2 P1_17.2
 P1_17.3 P1_17.4 P1_17.5 P1_17.10 P1_17.11 P1_17.12 P1_18.6 P1_19.6 P1_21.6 P1_22.7
 P1_23.7 P2_6.4 P2_7.3 P2_9.3 P2_14.15 P2_15.14 P2_16.14 P2_17.3 P2_17.4 P2_17.5
 P2_17.10 P2_17.11 P2_17.12 P2_17.13 P2_18.10 P2_19.9 P2_21.9 P2_22.9 P2_23.8 P3_4.3
 P3_4.4 P3_4.13 P3_4.14 P3_5.14 P3_6.15 P3_7.3 P3_9.3 P3_10.4 P3_11.4 P3_11.5
 P3_11.6 P3_11.7 P3_11.9 P3_11.10 P3_11.11 P3_12.8 P3_19.9 P4_4.2 P4_4.3 P4_4.12
 P4_4.13 P4_5.1 P4_6.1 P4_7.12 P4_9.12 P4_10.12 P4_11.4 P4_11.5 P4_11.6 P4_11.8
 P4_11.9 P4_11.10 P4_11.11 P4_12.8 P4_19.6  
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 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11 R_15.12
 R_15.13 R_16.3 R_16.4 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10 R_16.11
 R_16.12 R_16.13 R_16.14 R_17.3 R_17.4 R_17.5 R_17.6 R_17.7 R_17.8 R_17.9
 R_17.10 R_17.11 R_17.12 R_17.13 R_17.14 R_18.3 R_18.4 R_18.5 R_18.6 R_18.7
 R_18.8 R_18.9 R_18.10 R_18.11 R_18.12 R_18.13 R_18.14 R_18.15 R_19.12 R_19.13
 R_19.14 R_20.12 R_20.13 R_20.14 R_20.15 R_21.12 R_21.13 R_21.14 R_22.12 R_22.13
 R_22.14 R_22.15 R_23.12 R_23.13 R_23.14 R_24.13 R_24.14 R_25.13 P1_2.1 P1_4.1
 P1_6.1 P1_6.5 P1_6.6 P1_6.7 P1_6.8 P1_6.9 P1_6.10 P1_6.11 P1_7.1 P1_8.11
 P1_9.1 P1_10.2 P1_10.11 P1_11.11 P1_12.2 P1_12.12 P1_13.12 P1_14.2 P1_15.2 P1_17.2
 P1_19.2 P1_19.3 P1_19.4 P1_19.5 P1_19.6 P1_19.7 P1_19.8 P1_19.9 P1_19.10 P1_19.11
 P1_21.11 P1_23.11 P1_24.12 P1_25.12 P2_6.5 P2_6.6 P2_6.7 P2_6.8 P2_6.9 P2_6.10
 P2_6.11 P2_6.15 P2_8.5 P2_8.15 P2_10.15 P2_11.5 P2_11.14 P2_12.14 P2_13.13 P2_19.3
 P2_19.4 P2_19.5 P2_19.6 P2_19.7 P2_19.8 P2_19.9 P2_19.10 P2_19.11 P2_24.15 P2_25.14
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 P3_12.6 P3_13.6 P3_13.7 P3_13.8 P3_13.9 P3_13.10 P3_13.11 P3_13.12 P3_13.13 P3_14.14
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 R_18.13 R_18.14 R_18.15 R_19.1 R_19.2 R_19.3 R_19.4 R_19.11 R_19.12 R_19.13
 R_19.14 R_20.2 R_20.3 R_20.4 R_20.5 R_20.11 R_20.12 R_20.13 R_20.14 R_21.2
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 R_23.5 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11 R_23.12 R_24.4 R_24.5
 R_24.6 R_24.7 R_24.8 R_24.9 R_24.10 R_24.11 R_24.12 R_25.4 R_25.5 R_25.6
 R_25.7 R_25.8 R_25.9 R_25.10 R_25.11 P1_7.5 P1_7.10 P1_8.6 P1_8.11 P1_10.6
 P1_10.11 P1_16.4 P1_16.5 P1_16.11 P1_16.12 P1_17.5 P1_18.6 P1_19.6 P1_19.7 P1_19.8
 P1_20.1 P1_21.1 P1_22.2 P1_23.2 P1_24.3 P1_25.3 P2_7.5 P2_7.10 P2_8.5 P2_8.10
 P2_10.5 P2_10.10 P2_16.4 P2_16.5 P2_16.11 P2_16.12 P2_17.10 P2_18.10 P2_19.7 P2_19.8
 P2_19.9 P2_20.15 P2_21.14 P2_22.14 P2_23.13 P2_24.13 P2_25.12 P3_1.12 P3_2.13 P3_3.13
 P3_4.14 P3_5.14 P3_6.15 P3_8.5 P3_8.10 P3_10.5 P3_10.6 P3_10.10 P3_10.11 P3_16.4
 P3_17.4 P3_18.5 P3_19.5 P3_20.6 P3_21.6 P3_21.7 P3_21.8 P3_21.9 P4_1.3 P4_2.3
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 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12
 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8
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 P3_4.14 P3_5.14 P3_6.15 P3_8.5 P3_8.10 P3_10.5 P3_10.6 P3_10.10 P3_10.11 P3_17.6
 P3_17.7 P3_17.8 P3_17.9 P3_17.10 P3_18.4 P3_18.11 P3_19.4 P3_19.11 P4_1.3 P4_2.3
 P4_3.2 P4_4.2 P4_5.1 P4_6.1 P4_8.6 P4_8.11 P4_10.5 P4_10.6 P4_10.10 P4_10.11
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 P3_4.14 P3_5.14 P3_7.14 P3_8.5 P3_8.6 P3_8.7 P3_8.9 P3_8.15 P3_9.9 P3_10.10
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 R_10.9 R_10.12 R_10.13 R_11.7 R_11.8 R_11.9 R_11.11 R_11.12 R_11.13 R_12.8
 R_12.9 R_12.12 R_12.13 R_13.7 R_13.8 R_13.9 R_13.11 R_13.12 R_13.13 R_14.8
 R_14.9 R_14.12 R_14.13 R_15.7 R_15.8 R_15.9 R_15.11 R_15.12 R_15.13 R_16.7
 R_16.8 R_16.9 R_16.12 R_16.13 R_17.7 R_17.8 R_17.11 R_17.12 R_17.13 R_18.7
 R_18.8 R_18.9 R_18.11 R_18.12 R_18.13 R_19.6 R_19.7 R_19.8 R_19.10 R_19.11
 R_19.12 R_20.6 R_20.7 R_20.8 R_20.11 R_20.12 R_20.13 R_21.5 R_21.6 R_21.7
 R_21.10 R_21.11 R_21.12 R_22.4 R_22.5 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10
 R_22.11 R_22.12 R_23.4 R_23.5 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11
 R_24.5 R_24.6 R_24.7 R_24.8 R_24.9 R_24.10 R_24.11 R_25.6 R_25.7 R_25.8
 R_25.9 R_25.10 P1_5.3 P1_5.4 P1_5.8 P1_5.9 P1_6.5 P1_6.10 P1_7.5 P1_8.6
 P1_8.10 P1_9.6 P1_9.10 P1_10.11 P1_11.6 P1_12.7 P1_12.11 P1_14.7 P1_14.11 P1_16.11
 P1_17.6 P1_20.10 P1_23.3 P1_24.4 P1_25.4 P1_25.5 P2_5.4 P2_5.8 P2_5.9 P2_7.13
 P2_9.9 P2_10.14 P2_12.10 P2_12.14 P2_14.10 P2_14.14 P2_16.10 P2_16.14 P2_17.9 P2_18.14
 P2_19.9 P2_19.13 P2_20.9 P2_21.8 P2_21.13 P2_22.13 P2_23.12 P2_24.12 P2_25.5 P2_25.11
 P3_1.5 P3_1.11 P3_2.12 P3_3.12 P3_4.13 P3_5.8 P3_5.13 P3_6.9 P3_7.9 P3_7.13
 P3_8.14 P3_9.9 P3_10.10 P3_10.14 P3_12.10 P3_12.14 P3_14.10 P3_14.14 P3_16.14 P3_17.9
 P3_19.13 P3_21.4 P3_21.8 P3_21.9 P4_1.4 P4_1.5 P4_2.4 P4_3.3 P4_6.10 P4_9.6
 P4_10.11 P4_12.7 P4_12.11 P4_14.7 P4_14.11 P4_15.6 P4_16.11 P4_17.6 P4_17.10 P4_18.6
 P4_18.10 P4_19.5 P4_20.5 P4_20.10 P4_21.3 P4_21.4 P4_21.8 P4_21.9  
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R_2.1 R_2.2 R_3.1 R_3.2 R_3.5 R_3.6 R_3.7 R_3.11 R_3.12 R_3.13
 R_4.1 R_4.2 R_4.5 R_4.6 R_4.7 R_4.8 R_4.12 R_4.13 R_5.1 R_5.2
 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8 R_5.11 R_5.12 R_5.13 R_6.1 R_6.2
 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.12 R_6.13 R_7.1
 R_7.2 R_7.3 R_7.4 R_7.5 R_7.6 R_7.7 R_7.8 R_7.9 R_7.11 R_7.12
 R_7.13 R_8.2 R_8.3 R_8.4 R_8.5 R_8.8 R_8.9 R_8.12 R_8.13 R_9.2
 R_9.3 R_9.4 R_9.8 R_9.9 R_9.11 R_9.12 R_9.13 R_10.3 R_10.4 R_10.5
 R_10.8 R_10.9 R_10.10 R_10.11 R_10.12 R_10.13 R_11.3 R_11.4 R_11.8 R_11.9
 R_11.10 R_11.11 R_11.12 R_11.13 R_11.14 R_12.3 R_12.4 R_12.5 R_12.8 R_12.9
 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15 R_13.3 R_13.4 R_13.8 R_13.9
 R_13.10 R_13.11 R_13.12 R_13.13 R_13.14 R_14.3 R_14.4 R_14.5 R_14.8 R_14.9
 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14 R_14.15 R_15.3 R_15.4 R_15.8 R_15.9
 R_15.10 R_15.11 R_15.12 R_15.13 R_15.14 R_16.3 R_16.4 R_16.5 R_16.8 R_16.9
 R_16.10 R_16.11 R_16.12 R_16.13 R_17.2 R_17.3 R_17.4 R_17.8 R_17.9 R_17.11
 R_17.12 R_17.13 R_18.2 R_18.3 R_18.4 R_18.5 R_18.8 R_18.9 R_18.12 R_18.13
 R_19.1 R_19.2 R_19.3 R_19.4 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9 R_19.11
 R_19.12 R_19.13 R_20.1 R_20.2 R_20.3 R_20.4 R_20.5 R_20.6 R_20.7 R_20.8
 R_20.9 R_20.12 R_20.13 R_21.1 R_21.2 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8
 R_21.11 R_21.12 R_21.13 R_22.1 R_22.2 R_22.5 R_22.6 R_22.7 R_22.8 R_22.12
 R_22.13 R_23.1 R_23.2 R_23.5 R_23.6 R_23.7 R_23.11 R_23.12 R_23.13 R_24.1
 R_24.2 P1_4.11 P1_6.11 P1_8.1 P1_8.6 P1_8.7 P1_8.11 P1_9.1 P1_9.7 P1_10.2
 P1_11.2 P1_11.7 P1_13.2 P1_13.7 P1_15.2 P1_15.7 P1_16.14 P1_17.7 P1_17.10 P1_18.11
 P1_20.11 P1_21.3 P1_22.4 P1_22.11 P1_23.4 P1_24.5 P1_24.6 P1_24.7 P1_24.11 P1_24.12
 P1_24.13 P1_25.1 P2_4.3 P2_4.14 P2_6.14 P2_8.6 P2_8.7 P2_8.10 P2_8.14 P2_9.5
 P2_10.14 P2_11.5 P2_13.5 P2_15.5 P2_16.14 P2_16.15 P2_17.5 P2_17.10 P2_18.10 P2_18.14
 P2_20.10 P2_20.14 P2_21.3 P2_21.9 P2_22.3 P2_22.9 P2_22.14 P2_23.8 P2_24.3 P2_24.6
 P2_24.7 P2_24.8 P2_24.12 P2_24.13 P2_24.14 P2_25.1 P2_25.2 P3_1.1 P3_1.2 P3_2.3
 P3_2.6 P3_2.7 P3_2.8 P3_2.12 P3_2.13 P3_2.14 P3_3.8 P3_4.3 P3_4.9 P3_4.14
 P3_5.3 P3_5.9 P3_6.10 P3_6.14 P3_8.10 P3_8.14 P3_9.5 P3_9.10 P3_10.14 P3_10.15
 P3_11.5 P3_13.5 P3_15.5 P3_16.14 P3_17.5 P3_18.6 P3_18.7 P3_18.10 P3_18.14 P3_20.14
 P3_22.3 P3_22.14 P4_1.1 P4_2.5 P4_2.6 P4_2.7 P4_2.11 P4_2.12 P4_2.13 P4_3.4
 P4_4.4 P4_4.11 P4_5.3 P4_6.11 P4_8.11 P4_9.7 P4_9.10 P4_10.14 P4_11.2 P4_11.7
 P4_13.2 P4_13.7 P4_15.2 P4_15.7 P4_16.2 P4_17.1 P4_17.7 P4_18.1 P4_18.6 P4_18.7
 P4_18.11 P4_20.11 P4_22.11  
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R_1.9 R_1.10 R_1.11 R_2.10 R_2.11 R_3.3 R_3.4 R_3.5 R_3.9 R_3.10
 R_3.11 R_4.3 R_4.4 R_4.5 R_4.6 R_4.10 R_4.11 R_5.2 R_5.3 R_5.4
 R_5.5 R_5.6 R_5.9 R_5.10 R_5.11 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6
 R_6.7 R_6.10 R_6.11 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5 R_7.6 R_7.7



 R_7.9 R_7.10 R_7.11 R_8.1 R_8.2 R_8.3 R_8.4 R_8.5 R_8.6 R_8.7
 R_8.8 R_8.10 R_8.11 R_9.1 R_9.2 R_9.3 R_9.5 R_9.6 R_9.7 R_9.9
 R_9.10 R_9.11 R_10.1 R_10.2 R_10.3 R_10.6 R_10.7 R_10.8 R_10.10 R_10.11
 R_11.1 R_11.2 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12 R_11.13
 R_11.14 R_12.1 R_12.2 R_12.3 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11
 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.6 R_13.7 R_13.8 R_13.9
 R_13.10 R_13.11 R_13.12 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.6 R_14.7
 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2
 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11 R_15.12 R_15.13 R_15.14 R_16.1
 R_16.2 R_16.3 R_16.6 R_16.7 R_16.8 R_16.10 R_16.11 R_17.1 R_17.2 R_17.3
 R_17.5 R_17.6 R_17.7 R_17.9 R_17.10 R_17.11 R_18.1 R_18.2 R_18.3 R_18.4
 R_18.5 R_18.6 R_18.7 R_18.8 R_18.10 R_18.11 R_19.1 R_19.2 R_19.3 R_19.4
 R_19.5 R_19.6 R_19.7 R_19.9 R_19.10 R_19.11 R_20.2 R_20.3 R_20.4 R_20.5
 R_20.6 R_20.7 R_20.10 R_20.11 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6 R_21.9
 R_21.10 R_21.11 R_22.3 R_22.4 R_22.5 R_22.6 R_22.10 R_22.11 R_23.3 R_23.4
 R_23.5 R_23.9 R_23.10 R_23.11 R_24.10 R_24.11 R_25.9 R_25.10 R_25.11 P1_2.9
 P1_4.9 P1_6.9 P1_8.9 P1_9.4 P1_10.5 P1_10.9 P1_11.5 P1_13.5 P1_15.5 P1_16.9
 P1_16.12 P1_16.13 P1_16.14 P1_18.9 P1_20.1 P1_20.9 P1_21.1 P1_22.2 P1_22.9 P1_23.2
 P1_24.3 P1_24.4 P1_24.5 P1_24.9 P2_2.12 P2_4.12 P2_6.12 P2_8.12 P2_9.4 P2_9.8
 P2_10.4 P2_10.12 P2_11.3 P2_13.3 P2_15.3 P2_16.9 P2_16.12 P2_16.13 P2_16.14 P2_16.15
 P2_17.8 P2_18.12 P2_19.8 P2_20.8 P2_20.12 P2_21.7 P2_22.7 P2_22.12 P2_23.6 P2_24.4
 P2_24.5 P2_24.6 P2_24.12 P3_2.4 P3_2.5 P3_2.6 P3_2.12 P3_3.6 P3_4.7 P3_4.12
 P3_5.7 P3_6.8 P3_6.12 P3_7.8 P3_8.12 P3_9.8 P3_10.9 P3_10.12 P3_10.13 P3_10.14
 P3_10.15 P3_11.3 P3_13.3 P3_15.3 P3_16.4 P3_16.12 P3_17.4 P3_17.8 P3_18.12 P3_20.12
 P3_22.12 P3_24.12 P4_2.3 P4_2.4 P4_2.5 P4_2.9 P4_3.2 P4_4.2 P4_4.9 P4_5.1
 P4_6.1 P4_6.9 P4_8.9 P4_10.9 P4_10.12 P4_10.13 P4_10.14 P4_11.5 P4_13.5 P4_15.5
 P4_16.5 P4_16.9 P4_17.4 P4_18.9 P4_20.9 P4_22.9 P4_24.9  
 
S75 
 
R_1.5 R_2.5 R_2.6 R_3.4 R_3.5 R_3.10 R_3.11 R_3.12 R_4.4 R_4.5
 R_4.6 R_4.10 R_4.11 R_4.12 R_4.13 R_5.3 R_5.4 R_5.5 R_5.9 R_5.10
 R_5.11 R_5.12 R_5.13 R_6.3 R_6.4 R_6.5 R_6.9 R_6.10 R_6.11 R_6.12
 R_6.13 R_6.14 R_7.2 R_7.3 R_7.4 R_7.8 R_7.9 R_7.10 R_7.11 R_7.12
 R_7.13 R_7.14 R_8.2 R_8.3 R_8.4 R_8.8 R_8.9 R_8.10 R_8.11 R_8.12
 R_8.13 R_8.14 R_8.15 R_9.1 R_9.2 R_9.3 R_9.8 R_9.9 R_9.10 R_9.12
 R_9.13 R_9.14 R_10.1 R_10.2 R_10.3 R_10.8 R_10.9 R_10.10 R_10.13 R_10.14
 R_10.15 R_11.1 R_11.2 R_11.3 R_11.4 R_11.5 R_11.6 R_11.7 R_11.8 R_11.9
 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8
 R_12.9 R_12.10 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5
 R_13.6 R_13.7 R_13.8 R_13.9 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.4
 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_14.13 R_14.14 R_14.15 R_15.1
 R_15.2 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9 R_15.13 R_15.14
 R_16.1 R_16.2 R_16.3 R_16.8 R_16.9 R_16.10 R_16.13 R_16.14 R_16.15 R_17.1
 R_17.2 R_17.3 R_17.8 R_17.9 R_17.10 R_17.12 R_17.13 R_17.14 R_18.2 R_18.3
 R_18.4 R_18.8 R_18.9 R_18.10 R_18.11 R_18.12 R_18.13 R_18.14 R_18.15 R_19.2
 R_19.3 R_19.4 R_19.8 R_19.9 R_19.10 R_19.11 R_19.12 R_19.13 R_19.14 R_20.3
 R_20.4 R_20.5 R_20.9 R_20.10 R_20.11 R_20.12 R_20.13 R_20.14 R_21.3 R_21.4
 R_21.5 R_21.9 R_21.10 R_21.11 R_21.12 R_21.13 R_22.4 R_22.5 R_22.6 R_22.10
 R_22.11 R_22.12 R_22.13 R_23.4 R_23.5 R_23.10 R_23.11 R_23.12 R_24.5 R_24.6
 R_25.5 P1_9.7 P1_9.11 P1_10.12 P1_11.12 P1_13.12 P1_15.12 P1_16.4 P1_16.5 P1_16.6
 P1_16.7 P1_17.7 P1_18.1 P1_19.1 P1_19.7 P1_20.2 P1_20.8 P1_21.2 P1_21.8 P1_22.3
 P1_22.9 P1_23.3 P1_23.9 P1_24.4 P1_24.10 P1_24.11 P1_24.12 P1_25.4 P2_3.6 P2_5.6
 P2_6.6 P2_7.5 P2_8.5 P2_9.4 P2_9.11 P2_10.4 P2_10.11 P2_11.10 P2_13.10 P2_15.10
 P2_16.4 P2_16.5 P2_16.6 P2_16.7 P2_20.15 P2_21.14 P2_22.14 P2_23.6 P2_23.13 P2_24.11
 P2_24.12 P2_24.13 P2_25.6 P3_1.6 P3_2.11 P3_2.12 P3_2.13 P3_3.6 P3_3.13 P3_4.14
 P3_5.14 P3_6.15 P3_10.4 P3_10.5 P3_10.6 P3_10.7 P3_11.10 P3_13.10 P3_15.10 P3_16.4
 P3_16.11 P3_17.4 P3_17.11 P3_18.5 P3_19.5 P3_20.6 P3_21.6 P3_23.6 P4_1.4 P4_2.4
 P4_2.10 P4_2.11 P4_2.12 P4_3.3 P4_3.9 P4_4.3 P4_4.9 P4_5.2 P4_5.8 P4_6.2
 P4_6.8 P4_7.1 P4_7.7 P4_8.1 P4_9.7 P4_10.4 P4_10.5 P4_10.6 P4_10.7 P4_11.12
 P4_13.12 P4_15.12 P4_16.12 P4_17.7 P4_17.11  
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R_1.10 R_1.11 R_1.12 R_2.2 R_2.3 R_2.4 R_2.5 R_2.6 R_2.7 R_2.8
 R_2.9 R_2.10 R_2.11 R_2.12 R_2.13 R_2.14 R_2.15 R_3.1 R_3.2 R_3.3
 R_3.4 R_3.5 R_3.6 R_3.7 R_3.8 R_3.9 R_3.10 R_3.11 R_3.12 R_3.13
 R_3.14 R_4.2 R_4.3 R_4.4 R_4.5 R_4.6 R_4.7 R_4.8 R_4.9 R_4.10
 R_4.11 R_4.12 R_4.13 R_4.14 R_4.15 R_5.1 R_5.2 R_5.3 R_5.4 R_5.5
 R_5.6 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12 R_5.13 R_5.14 R_6.2



 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10 R_6.11 R_6.12
 R_6.13 R_6.14 R_6.15 R_7.10 R_7.11 R_7.12 R_8.11 R_8.12 R_9.3 R_9.4
 R_9.5 R_9.10 R_9.11 R_9.12 R_10.3 R_10.4 R_10.5 R_10.6 R_10.7 R_10.11
 R_10.12 R_11.2 R_11.3 R_11.4 R_11.5 R_11.6 R_11.7 R_11.10 R_11.11 R_11.12
 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8 R_12.11 R_12.12 R_13.1
 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8 R_13.10 R_13.11 R_13.12
 R_14.1 R_14.2 R_14.3 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9 R_14.11
 R_14.12 R_15.1 R_15.2 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9
 R_15.10 R_15.11 R_15.12 R_16.1 R_16.2 R_16.3 R_16.4 R_16.7 R_16.8 R_16.9
 R_16.10 R_16.11 R_16.12 R_17.1 R_17.2 R_17.3 R_17.7 R_17.8 R_17.9 R_17.10
 R_17.11 R_17.12 R_18.1 R_18.2 R_18.3 R_18.8 R_18.9 R_18.10 R_18.11 R_18.12
 R_19.1 R_19.2 R_19.3 R_19.8 R_19.9 R_19.10 R_19.11 R_19.12 R_20.1 R_20.2
 R_20.3 R_20.4 R_20.9 R_20.10 R_20.11 R_20.12 R_21.1 R_21.2 R_21.3 R_21.4
 R_21.9 R_21.10 R_21.11 R_21.12 R_22.2 R_22.3 R_22.4 R_22.5 R_22.9 R_22.10
 R_22.11 R_22.12 R_23.2 R_23.3 R_23.4 R_23.5 R_23.9 R_23.10 R_23.11 R_23.12
 R_24.3 R_24.4 R_24.5 R_24.10 R_24.11 R_24.12 R_25.3 R_25.4 R_25.9 R_25.10
 R_25.11 P1_4.1 P1_6.1 P1_7.1 P1_7.2 P1_7.3 P1_7.4 P1_7.5 P1_7.6 P1_7.7
 P1_7.8 P1_7.9 P1_7.13 P1_7.14 P1_8.10 P1_10.10 P1_12.10 P1_14.10 P1_16.5 P1_16.6
 P1_17.6 P1_18.7 P1_19.7 P1_20.8 P1_21.8 P1_22.1 P1_23.1 P1_23.8 P1_24.2 P1_24.9
 P1_25.2 P2_7.2 P2_7.3 P2_7.4 P2_7.5 P2_7.6 P2_7.7 P2_7.8 P2_7.9 P2_7.13
 P2_7.14 P2_8.13 P2_10.13 P2_12.13 P2_14.13 P2_16.5 P2_16.6 P2_16.13 P2_17.4 P2_18.4
 P2_18.13 P2_20.13 P2_22.13 P2_24.6 P2_24.13 P2_25.5 P2_25.12 P3_1.2 P3_1.3 P3_1.4
 P3_1.5 P3_1.6 P3_1.7 P3_1.8 P3_1.9 P3_1.13 P3_1.14 P3_8.4 P3_8.5 P3_8.6
 P3_8.13 P3_9.6 P3_9.7 P3_10.8 P3_10.13 P3_11.8 P3_12.9 P3_12.13 P3_13.9 P3_14.10
 P3_14.13 P3_16.13 P3_18.4 P3_18.13 P3_19.4 P3_20.5 P3_20.13 P3_21.5 P3_22.6 P3_22.13
 P4_1.1 P4_1.2 P4_1.3 P4_1.4 P4_1.5 P4_1.6 P4_1.7 P4_1.8 P4_1.9 P4_1.13
 P4_1.14 P4_2.1 P4_4.1 P4_8.3 P4_8.4 P4_8.5 P4_8.10 P4_9.2 P4_9.6 P4_10.2
 P4_10.10 P4_11.1 P4_12.1 P4_12.10 P4_14.10 P4_21.8 P4_24.9  
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R_1.6 R_1.7 R_1.8 R_2.6 R_2.7 R_2.8 R_2.9 R_2.10 R_3.5 R_3.6
 R_3.7 R_3.8 R_3.9 R_3.10 R_3.13 R_3.14 R_4.5 R_4.6 R_4.7 R_4.8
 R_4.9 R_4.10 R_4.11 R_4.14 R_4.15 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9
 R_5.10 R_5.13 R_5.14 R_6.5 R_6.6 R_6.7 R_6.9 R_6.10 R_6.11 R_6.14
 R_6.15 R_7.4 R_7.5 R_7.6 R_7.9 R_7.10 R_7.11 R_7.13 R_7.14 R_8.5
 R_8.6 R_8.7 R_8.10 R_8.11 R_8.12 R_8.14 R_8.15 R_9.4 R_9.5 R_9.6
 R_9.10 R_9.11 R_9.12 R_9.13 R_9.14 R_10.5 R_10.6 R_10.7 R_10.11 R_10.12
 R_10.13 R_10.14 R_10.15 R_11.4 R_11.5 R_11.6 R_11.11 R_11.12 R_11.13 R_11.14
 R_12.5 R_12.6 R_12.7 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15 R_13.5 R_13.6
 R_13.7 R_13.11 R_13.12 R_13.13 R_13.14 R_14.5 R_14.6 R_14.7 R_14.12 R_14.13
 R_14.14 R_14.15 R_15.2 R_15.3 R_15.5 R_15.6 R_15.7 R_15.12 R_15.13 R_15.14
 R_16.3 R_16.4 R_16.6 R_16.7 R_16.8 R_16.13 R_16.14 R_17.2 R_17.3 R_17.6
 R_17.7 R_17.8 R_18.3 R_18.4 R_18.7 R_18.8 R_18.9 R_19.2 R_19.3 R_19.6
 R_19.7 R_19.8 R_19.9 R_20.1 R_20.2 R_20.3 R_20.4 R_20.5 R_20.6 R_20.7
 R_20.8 R_20.9 R_20.10 R_20.11 R_20.12 R_21.1 R_21.2 R_21.3 R_21.4 R_21.5
 R_21.6 R_21.7 R_21.8 R_21.9 R_21.10 R_21.11 R_21.12 R_22.1 R_22.2 R_22.3
 R_22.4 R_22.5 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11 R_22.12 R_23.1
 R_23.2 R_23.3 R_23.4 R_23.5 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11
 R_23.12 R_24.3 R_24.4 R_25.2 R_25.3 P1_4.13 P1_5.4 P1_6.8 P1_6.13 P1_7.8
 P1_8.4 P1_8.9 P1_8.13 P1_9.9 P1_10.4 P1_10.10 P1_11.10 P1_12.4 P1_13.4 P1_13.10
 P1_14.11 P1_15.4 P1_15.11 P1_16.2 P1_16.5 P1_16.12 P1_17.5 P1_17.12 P1_17.13 P1_18.2
 P1_18.6 P1_24.1 P1_24.2 P1_24.5 P1_24.6 P1_24.7 P1_24.8 P1_24.9 P1_24.10 P1_24.11
 P1_24.12 P2_5.11 P2_6.8 P2_7.7 P2_9.7 P2_11.7 P2_14.8 P2_16.15 P2_17.4 P2_17.13
 P2_17.14 P2_19.4 P2_22.13 P2_24.2 P2_24.5 P2_24.6 P2_24.7 P2_24.8 P2_24.9 P2_24.10
 P2_24.11 P2_24.12 P2_24.13 P2_25.4 P3_1.9 P3_1.10 P3_2.11 P3_2.14 P3_2.15 P3_3.11
 P3_5.11 P3_6.12 P3_7.7 P3_7.12 P3_8.13 P3_9.7 P3_11.7 P3_12.8 P3_14.3 P3_14.4
 P3_14.8 P3_15.4 P3_15.8 P3_16.9 P3_17.4 P3_17.9 P3_18.10 P3_19.1 P3_19.4 P3_19.5
 P3_19.10 P3_19.11 P3_19.12 P3_20.13 P3_22.13 P4_1.5 P4_1.9 P4_2.5 P4_2.13 P4_2.14
 P4_3.4 P4_4.13 P4_5.4 P4_6.4 P4_6.13 P4_8.4 P4_8.13 P4_10.4 P4_11.10 P4_13.4
 P4_14.2 P4_14.3 P4_16.2 P4_18.2 P4_18.6 P4_19.1 P4_19.4 P4_19.5 P4_19.10 P4_19.11
 P4_24.2  
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R_1.1 R_1.2 R_1.7 R_1.8 R_1.9 R_2.1 R_2.2 R_2.8 R_2.9 R_3.1
 R_3.2 R_3.3 R_3.4 R_3.5 R_3.6 R_3.7 R_3.8 R_4.1 R_4.2 R_4.3
 R_4.4 R_4.5 R_4.6 R_4.7 R_4.8 R_4.9 R_4.12 R_4.13 R_5.1 R_5.2
 R_5.3 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8 R_5.11 R_5.12 R_5.13 R_6.1
 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.11 R_6.12



 R_6.13 R_6.14 R_7.4 R_7.5 R_7.6 R_7.10 R_7.11 R_7.12 R_7.13 R_7.14
 R_8.4 R_8.5 R_8.6 R_8.10 R_8.11 R_8.12 R_8.13 R_8.14 R_8.15 R_9.4
 R_9.5 R_9.6 R_9.10 R_9.11 R_9.12 R_9.13 R_9.14 R_10.4 R_10.5 R_10.6
 R_10.10 R_10.11 R_10.12 R_10.13 R_10.14 R_10.15 R_11.1 R_11.2 R_11.3 R_11.4
 R_11.5 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11 R_11.13 R_11.14 R_12.1
 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11
 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8
 R_13.9 R_13.10 R_13.11 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.4 R_14.5
 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_14.14 R_14.15 R_15.1 R_15.2
 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11 R_15.13
 R_15.14 R_16.4 R_16.5 R_16.6 R_16.10 R_16.11 R_16.12 R_16.13 R_16.14 R_16.15
 R_17.4 R_17.5 R_17.6 R_17.10 R_17.11 R_17.12 R_17.13 R_17.14 R_18.4 R_18.5
 R_18.6 R_18.10 R_18.11 R_18.12 R_18.13 R_18.14 R_18.15 R_19.4 R_19.5 R_19.6
 R_19.10 R_19.11 R_19.12 R_19.13 R_19.14 R_20.1 R_20.2 R_20.3 R_20.4 R_20.5
 R_20.6 R_20.7 R_20.8 R_20.9 R_20.11 R_20.12 R_20.13 R_20.14 R_21.1 R_21.2
 R_21.3 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8 R_21.11 R_21.12 R_21.13 R_22.1
 R_22.2 R_22.3 R_22.4 R_22.5 R_22.6 R_22.7 R_22.8 R_22.9 R_22.12 R_22.13
 R_23.1 R_23.2 R_23.3 R_23.4 R_23.5 R_23.6 R_23.7 R_23.8 R_24.1 R_24.2
 R_24.8 R_24.9 R_25.1 R_25.2 R_25.7 R_25.8 R_25.9 P1_2.7 P1_7.1 P1_7.2
 P1_7.3 P1_7.7 P1_7.8 P1_9.3 P1_9.9 P1_11.12 P1_12.13 P1_14.13 P1_16.1 P1_16.2
 P1_16.3 P1_16.7 P1_16.8 P1_16.9 P1_17.3 P1_17.9 P1_19.3 P1_19.9 P1_20.10 P1_21.10
 P1_22.11 P1_23.11 P1_23.12 P1_24.3 P1_24.4 P1_24.5 P1_24.6 P1_24.7 P2_2.3 P2_2.10
 P2_3.9 P2_5.9 P2_7.1 P2_7.2 P2_7.3 P2_7.7 P2_7.8 P2_7.9 P2_8.7 P2_10.7
 P2_11.12 P2_12.12 P2_14.12 P2_16.2 P2_16.3 P2_16.7 P2_16.8 P2_16.9 P2_18.7 P2_20.15
 P2_21.9 P2_21.14 P2_22.14 P2_23.9 P2_23.12 P2_23.13 P2_24.3 P2_24.4 P2_24.5 P2_24.6
 P2_24.7 P3_2.3 P3_2.4 P3_2.5 P3_2.6 P3_2.7 P3_3.9 P3_3.12 P3_3.13 P3_4.14
 P3_5.9 P3_5.14 P3_6.15 P3_8.7 P3_10.2 P3_10.3 P3_10.7 P3_10.8 P3_10.9 P3_12.12
 P3_14.12 P3_15.12 P3_16.7 P3_18.7 P3_19.1 P3_19.2 P3_19.3 P3_19.7 P3_19.8 P3_19.9
 P3_21.9 P3_23.9 P3_24.3 P3_24.10 P4_2.3 P4_2.4 P4_2.5 P4_2.6 P4_2.7 P4_3.11
 P4_3.12 P4_4.11 P4_5.10 P4_6.10 P4_7.3 P4_7.9 P4_9.3 P4_9.9 P4_10.1 P4_10.2
 P4_10.3 P4_10.7 P4_10.8 P4_10.9 P4_12.13 P4_14.13 P4_15.12 P4_17.3 P4_17.9 P4_19.1
 P4_19.2 P4_19.3 P4_19.7 P4_19.8 P4_24.7  
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R_1.2 R_1.3 R_1.11 R_1.12 R_1.13 R_2.2 R_2.3 R_2.12 R_2.13 R_3.1
 R_3.2 R_3.3 R_3.4 R_3.5 R_3.6 R_3.7 R_3.8 R_3.11 R_3.12 R_3.13
 R_4.1 R_4.2 R_4.3 R_4.4 R_4.5 R_4.6 R_4.7 R_4.8 R_4.9 R_4.12
 R_4.13 R_5.1 R_5.2 R_5.3 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9
 R_5.11 R_5.12 R_5.13 R_6.1 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7
 R_6.8 R_6.9 R_6.12 R_6.13 R_7.1 R_7.2 R_7.7 R_7.8 R_7.9 R_7.11
 R_7.12 R_7.13 R_8.8 R_8.9 R_8.10 R_8.12 R_8.13 R_9.2 R_9.3 R_9.4
 R_9.7 R_9.8 R_9.9 R_9.11 R_9.12 R_9.13 R_10.2 R_10.3 R_10.4 R_10.8
 R_10.9 R_10.10 R_10.11 R_10.12 R_10.13 R_10.14 R_10.15 R_11.2 R_11.3 R_11.4
 R_11.5 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12 R_11.13 R_11.14
 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11
 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6
 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13 R_13.14 R_14.2 R_14.3
 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13
 R_14.14 R_14.15 R_15.2 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9
 R_15.10 R_15.11 R_15.12 R_15.13 R_15.14 R_16.2 R_16.3 R_16.4 R_16.8 R_16.9
 R_16.10 R_16.11 R_16.12 R_16.13 R_16.14 R_16.15 R_17.2 R_17.3 R_17.4 R_17.7
 R_17.8 R_17.9 R_17.11 R_17.12 R_17.13 R_18.8 R_18.9 R_18.10 R_18.12 R_18.13
 R_19.1 R_19.2 R_19.7 R_19.8 R_19.9 R_19.11 R_19.12 R_19.13 R_20.1 R_20.2
 R_20.3 R_20.4 R_20.5 R_20.6 R_20.7 R_20.8 R_20.9 R_20.12 R_20.13 R_21.1
 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8 R_21.9 R_21.11 R_21.12
 R_21.13 R_22.1 R_22.2 R_22.3 R_22.4 R_22.5 R_22.6 R_22.7 R_22.8 R_22.9
 R_22.12 R_22.13 R_23.1 R_23.2 R_23.3 R_23.4 R_23.5 R_23.6 R_23.7 R_23.8
 R_23.11 R_23.12 R_23.13 R_24.2 R_24.3 R_24.12 R_24.13 R_25.2 R_25.3 R_25.11
 R_25.12 R_25.13 P1_2.11 P1_4.11 P1_6.11 P1_7.3 P1_7.4 P1_7.5 P1_7.6 P1_8.1
 P1_8.2 P1_8.7 P1_8.11 P1_10.7 P1_11.1 P1_14.1 P1_15.1 P1_16.5 P1_16.6 P1_16.7
 P1_17.1 P1_17.10 P1_17.14 P1_18.2 P1_18.3 P1_18.4 P1_18.7 P1_18.11 P1_20.11 P1_22.11
 P1_24.1 P1_24.4 P1_24.5 P1_24.6 P1_24.7 P1_24.8 P1_24.11 P1_25.1 P2_2.4 P2_2.14
 P2_4.14 P2_6.10 P2_6.14 P2_7.3 P2_7.4 P2_7.5 P2_7.6 P2_8.2 P2_8.3 P2_8.14
 P2_9.10 P2_10.5 P2_16.5 P2_16.6 P2_16.7 P2_17.10 P2_17.14 P2_18.3 P2_18.4 P2_18.5
 P2_18.14 P2_19.10 P2_20.10 P2_20.14 P2_22.10 P2_22.14 P2_23.9 P2_24.4 P2_24.5 P2_24.6
 P2_24.7 P2_24.8 P2_24.9 P2_24.14 P3_2.4 P3_2.5 P3_2.6 P3_2.7 P3_2.8 P3_2.9
 P3_2.14 P3_3.9 P3_4.10 P3_4.14 P3_6.10 P3_6.14 P3_7.10 P3_8.3 P3_8.4 P3_8.5
 P3_8.14 P3_9.10 P3_9.14 P3_10.5 P3_10.6 P3_10.7 P3_16.5 P3_17.10 P3_18.2 P3_18.3
 P3_18.14 P3_19.3 P3_19.4 P3_19.5 P3_19.6 P3_20.10 P3_20.14 P3_22.14 P3_24.4 P3_24.14



 P4_1.1 P4_2.1 P4_2.4 P4_2.5 P4_2.6 P4_2.7 P4_2.8 P4_2.11 P4_4.11 P4_6.11
 P4_8.2 P4_8.3 P4_8.4 P4_8.7 P4_8.11 P4_9.1 P4_9.10 P4_9.14 P4_10.5 P4_10.6
 P4_10.7 P4_11.1 P4_12.1 P4_15.1 P4_16.7 P4_18.1 P4_18.2 P4_18.7 P4_18.11 P4_19.3
 P4_19.4 P4_19.5 P4_19.6 P4_20.11 P4_22.11 P4_24.11  
 
S80 
 
R_1.5 R_1.6 R_1.7 R_1.8 R_1.9 R_1.10 R_2.5 R_2.6 R_2.7 R_2.8
 R_2.9 R_2.10 R_2.11 R_3.4 R_3.5 R_3.6 R_3.7 R_3.8 R_3.9 R_3.10
 R_3.11 R_4.4 R_4.5 R_4.6 R_4.7 R_4.8 R_4.9 R_4.10 R_4.11 R_4.12
 R_5.3 R_5.4 R_5.5 R_5.9 R_5.10 R_5.11 R_5.12 R_6.3 R_6.4 R_6.5
 R_6.9 R_6.10 R_6.11 R_6.12 R_6.13 R_7.3 R_7.4 R_7.8 R_7.9 R_7.10
 R_7.11 R_7.12 R_8.3 R_8.4 R_8.8 R_8.9 R_8.10 R_8.12 R_8.13 R_9.2
 R_9.3 R_9.4 R_9.7 R_9.8 R_9.9 R_9.11 R_9.12 R_9.13 R_10.3 R_10.4
 R_10.7 R_10.8 R_10.9 R_10.12 R_10.13 R_11.2 R_11.3 R_11.4 R_11.5 R_11.6
 R_11.7 R_11.8 R_11.12 R_11.13 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8
 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6
 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13 R_14.3 R_14.4 R_14.5
 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13 R_15.2 R_15.3
 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.12 R_15.13 R_16.3 R_16.4 R_16.7
 R_16.8 R_16.9 R_16.12 R_16.13 R_17.2 R_17.3 R_17.4 R_17.7 R_17.8 R_17.9
 R_17.11 R_17.12 R_17.13 R_18.3 R_18.4 R_18.8 R_18.9 R_18.10 R_18.12 R_18.13
 R_19.3 R_19.4 R_19.8 R_19.9 R_19.10 R_19.11 R_19.12 R_20.3 R_20.4 R_20.5
 R_20.9 R_20.10 R_20.11 R_20.12 R_20.13 R_21.3 R_21.4 R_21.5 R_21.9 R_21.10
 R_21.11 R_21.12 R_22.4 R_22.5 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11
 R_22.12 R_23.4 R_23.5 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11 R_24.5
 R_24.6 R_24.7 R_24.8 R_24.9 R_24.10 R_24.11 R_25.5 R_25.6 R_25.7 R_25.8
 R_25.9 R_25.10 P1_5.6 P1_5.7 P1_5.8 P1_7.2 P1_8.11 P1_10.2 P1_10.11 P1_11.11
 P1_12.2 P1_14.2 P1_15.9 P1_15.10 P1_15.11 P1_16.2 P1_16.5 P1_16.6 P1_17.6 P1_18.2
 P1_18.7 P1_18.11 P1_19.2 P1_19.7 P1_20.8 P1_21.2 P1_21.8 P1_22.3 P1_23.3 P1_24.4
 P1_25.4 P2_5.6 P2_5.7 P2_5.8 P2_6.6 P2_7.5 P2_7.13 P2_8.5 P2_8.11 P2_9.10
 P2_10.5 P2_10.10 P2_10.14 P2_11.9 P2_12.14 P2_14.14 P2_15.9 P2_15.10 P2_15.11 P2_16.5
 P2_16.6 P2_16.14 P2_18.5 P2_18.14 P2_19.13 P2_21.13 P2_22.13 P2_23.12 P2_24.12 P2_25.11
 P3_1.11 P3_2.12 P3_3.12 P3_4.13 P3_5.13 P3_7.13 P3_8.5 P3_8.14 P3_10.5 P3_10.6
 P3_10.14 P3_11.9 P3_11.10 P3_11.11 P3_12.14 P3_14.14 P3_15.9 P3_16.5 P3_16.10 P3_16.14
 P3_17.10 P3_18.5 P3_18.11 P3_19.5 P3_19.13 P3_20.6 P3_21.6 P3_21.7 P3_21.8 P4_1.4
 P4_2.4 P4_3.3 P4_4.3 P4_5.2 P4_5.8 P4_6.8 P4_7.2 P4_7.7 P4_8.2 P4_8.7
 P4_8.11 P4_9.6 P4_10.2 P4_10.5 P4_10.6 P4_11.9 P4_11.10 P4_11.11 P4_12.2 P4_14.2
 P4_15.11 P4_16.2 P4_16.11 P4_18.11 P4_19.2 P4_21.6 P4_21.7 P4_21.8  
 
S81 
 
R_1.12 R_1.13 R_1.14 R_2.5 R_2.13 R_2.14 R_2.15 R_3.4 R_3.5 R_3.6
 R_3.9 R_3.10 R_3.13 R_3.14 R_4.4 R_4.5 R_4.6 R_4.7 R_4.9 R_4.10
 R_4.11 R_4.12 R_4.13 R_4.14 R_4.15 R_5.3 R_5.4 R_5.5 R_5.6 R_5.9
 R_5.10 R_5.11 R_5.12 R_5.13 R_5.14 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7
 R_6.9 R_6.10 R_6.11 R_6.12 R_6.13 R_6.14 R_6.15 R_7.2 R_7.3 R_7.4
 R_7.5 R_7.6 R_7.9 R_7.10 R_7.12 R_7.13 R_7.14 R_8.2 R_8.3 R_8.4
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R_1.4 R_1.5 R_1.6 R_1.7 R_1.8 R_1.9 R_1.10 R_2.5 R_2.6 R_2.7
 R_2.8 R_2.9 R_2.10 R_2.11 R_3.4 R_3.5 R_3.6 R_3.7 R_3.8 R_3.9
 R_3.10 R_4.5 R_4.6 R_4.7 R_4.8 R_4.9 R_4.10 R_4.11 R_5.4 R_5.5
 R_5.6 R_5.9 R_5.10 R_6.5 R_6.6 R_6.9 R_6.10 R_6.11 R_7.4 R_7.5
 R_7.6 R_7.9 R_7.10 R_8.5 R_8.6 R_8.9 R_8.10 R_8.11 R_9.4 R_9.5
 R_9.6 R_9.9 R_9.10 R_10.5 R_10.6 R_10.9 R_10.10 R_10.11 R_11.1 R_11.2
 R_11.3 R_11.4 R_11.5 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12
 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8
 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3
 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13
 R_13.14 R_14.1 R_14.2 R_14.3 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9
 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.3 R_15.4
 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11 R_15.12 R_15.13 R_15.14
 R_16.5 R_16.6 R_16.9 R_16.10 R_16.11 R_17.4 R_17.5 R_17.6 R_17.9 R_17.10
 R_18.5 R_18.6 R_18.9 R_18.10 R_18.11 R_19.4 R_19.5 R_19.6 R_19.9 R_19.10
 R_20.5 R_20.6 R_20.9 R_20.10 R_20.11 R_21.4 R_21.5 R_21.6 R_21.9 R_21.10
 R_22.5 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11 R_23.4 R_23.5 R_23.6
 R_23.7 R_23.8 R_23.9 R_23.10 R_24.5 R_24.6 R_24.7 R_24.8 R_24.9 R_24.10
 R_24.11 R_25.4 R_25.5 R_25.6 R_25.7 R_25.8 R_25.9 R_25.10 P1_2.4 P1_4.4
 P1_5.7 P1_5.8 P1_6.4 P1_7.8 P1_8.4 P1_9.8 P1_10.4 P1_16.1 P1_16.2 P1_16.3
 P1_16.4 P1_16.7 P1_16.8 P1_16.12 P1_16.13 P1_16.14 P1_17.8 P1_18.4 P1_19.8 P1_20.4
 P1_21.8 P1_22.4 P1_24.4 P2_3.11 P2_5.7 P2_5.8 P2_5.11 P2_6.7 P2_7.11 P2_8.7
 P2_9.11 P2_10.7 P2_16.2 P2_16.3 P2_16.4 P2_16.7 P2_16.8 P2_16.12 P2_16.13 P2_16.14
 P2_16.15 P2_17.11 P2_18.7 P2_19.11 P2_20.7 P2_21.11 P2_23.11 P2_25.11 P3_1.11 P3_3.11
 P3_5.11 P3_6.7 P3_7.11 P3_8.7 P3_9.11 P3_10.2 P3_10.3 P3_10.4 P3_10.7 P3_10.8
 P3_10.12 P3_10.13 P3_10.14 P3_10.15 P3_16.7 P3_17.11 P3_18.7 P3_19.11 P3_20.7 P3_21.7
 P3_21.8 P3_21.11 P3_23.11 P4_2.4 P4_4.4 P4_5.8 P4_6.4 P4_7.8 P4_8.4 P4_9.8
 P4_10.1 P4_10.2 P4_10.3 P4_10.4 P4_10.7 P4_10.8 P4_10.12 P4_10.13 P4_10.14 P4_16.4
 P4_17.8 P4_18.4 P4_19.8 P4_20.4 P4_21.7 P4_21.8 P4_22.4 P4_24.4  
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R_6.3 R_6.4 R_6.5 R_6.6 R_6.10 R_6.11 R_6.12 R_6.13 R_7.2 R_7.3
 R_7.4 R_7.5 R_7.6 R_7.9 R_7.10 R_7.11 R_7.12 R_7.13 R_8.2 R_8.3
 R_8.4 R_8.5 R_8.6 R_8.7 R_8.8 R_8.9 R_8.10 R_8.11 R_8.12 R_8.13
 R_8.14 R_9.2 R_9.3 R_9.4 R_9.5 R_9.6 R_9.7 R_9.8 R_9.9 R_9.10
 R_9.11 R_9.12 R_9.13 R_10.1 R_10.2 R_10.3 R_10.4 R_10.5 R_10.6 R_10.7
 R_10.8 R_10.9 R_10.10 R_10.11 R_10.12 R_10.13 R_10.14 R_10.15 R_11.1 R_11.2
 R_11.3 R_11.4 R_11.5 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12
 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8
 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15 R_13.2 R_13.3 R_13.4
 R_13.5 R_13.6 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13 R_14.2 R_14.3 R_14.4
 R_14.5 R_14.6 R_14.7 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14 R_15.2
 R_15.3 R_15.4 R_15.5 R_15.6 R_15.9 R_15.10 R_15.11 R_15.12 R_15.13 R_16.2
 R_16.3 R_16.4 R_16.5 R_16.6 R_16.7 R_16.9 R_16.10 R_16.11 R_16.12 R_16.13
 R_16.14 R_17.2 R_17.3 R_17.4 R_17.5 R_17.6 R_17.9 R_17.10 R_17.11 R_17.12
 R_17.13 R_18.3 R_18.4 R_18.5 R_18.6 R_18.10 R_18.11 R_18.12 R_18.13 R_19.3
 R_19.4 R_19.5 R_19.10 R_19.11 R_19.12 R_20.4 R_20.5 R_20.11 R_20.12 P1_9.1
 P1_13.1 P1_13.7 P1_13.8 P1_13.14 P1_15.1 P1_15.8 P1_17.1 P1_17.8 P1_18.2 P1_18.9
 P1_19.2 P1_19.9 P1_20.3 P1_20.10 P1_21.3 P1_21.4 P1_21.10 P1_21.11 P2_9.14 P2_13.1
 P2_13.7 P2_13.8 P2_13.14 P2_15.7 P2_15.14 P2_17.7 P2_17.14 P2_18.7 P2_18.14 P2_19.6
 P2_19.13 P2_20.6 P2_20.13 P2_21.4 P2_21.5 P2_21.11 P2_21.12 P3_5.3 P3_5.4 P3_5.5
 P3_5.6 P3_5.10 P3_5.11 P3_5.12 P3_5.13 P3_6.7 P3_6.14 P3_7.7 P3_7.8 P3_7.14
 P3_9.1 P3_9.14 P3_13.7 P3_13.14 P3_15.7 P3_15.14 P4_5.2 P4_5.3 P4_5.4 P4_5.5
 P4_5.9 P4_5.10 P4_5.11 P4_5.12 P4_6.2 P4_6.9 P4_7.1 P4_7.7 P4_7.8 P4_9.1
 P4_9.14 P4_13.1 P4_13.8 P4_15.1 P4_15.8  
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R_1.6 R_1.7 R_1.8 R_1.9 R_2.6 R_2.7 R_2.8 R_2.9 R_2.10 R_3.5
 R_3.6 R_3.7 R_3.8 R_3.9 R_3.10 R_4.5 R_4.6 R_4.7 R_4.8 R_4.9
 R_4.10 R_4.11 R_5.3 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9 R_5.10
 R_5.11 R_6.3 R_6.4 R_6.5 R_6.6 R_6.8 R_6.9 R_6.10 R_6.11 R_6.12
 R_7.2 R_7.3 R_7.4 R_7.5 R_7.8 R_7.9 R_7.10 R_7.11 R_7.12 R_8.2
 R_8.3 R_8.4 R_8.5 R_8.6 R_8.8 R_8.9 R_8.10 R_8.11 R_8.12 R_9.1
 R_9.2 R_9.3 R_9.4 R_9.5 R_9.6 R_9.7 R_9.8 R_9.9 R_9.10 R_9.11
 R_9.12 R_10.1 R_10.2 R_10.3 R_10.4 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9
 R_10.10 R_10.11 R_10.12 R_11.1 R_11.2 R_11.3 R_11.4 R_11.5 R_11.6 R_11.7
 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12 R_12.1 R_12.2 R_12.3 R_12.4 R_12.5
 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13 R_13.1 R_13.2



 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13
 R_14.2 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13
 R_15.2 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11 R_15.12 R_15.13
 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10 R_16.11 R_16.12 R_16.13 R_17.5
 R_17.6 R_17.7 R_17.8 R_17.9 R_17.10 R_17.11 R_17.12 R_17.13 R_18.5 R_18.6
 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11 R_18.12 R_18.13 R_18.14 R_19.4 R_19.5
 R_19.6 R_19.7 R_19.8 R_19.9 R_19.10 R_19.11 R_19.12 R_19.13 R_19.14 R_20.5
 R_20.6 R_20.7 R_20.8 R_20.9 R_20.10 R_20.11 R_20.12 R_20.13 R_20.14 R_21.4
 R_21.5 R_21.6 R_21.7 R_21.8 R_21.9 R_21.11 R_21.12 R_21.13 R_21.14 R_22.4
 R_22.5 R_22.6 R_22.7 R_22.8 R_22.9 R_22.12 R_22.14 R_22.15 R_23.3 R_23.4
 R_23.5 R_23.7 R_23.8 R_23.9 R_23.14 R_24.4 R_24.5 R_24.8 R_24.9 R_24.14
 R_24.15 R_25.3 R_25.4 R_25.8 R_25.14 P1_6.7 P1_7.7 P1_13.3 P1_14.1 P1_14.4
 P1_15.1 P1_15.4 P1_16.2 P1_17.4 P1_20.4 P1_21.10 P1_22.11 P1_22.13 P1_23.6 P1_23.11
 P1_23.13 P1_24.3 P1_24.7 P1_25.7 P1_25.13 P2_6.7 P2_7.6 P2_8.13 P2_10.13 P2_13.3
 P2_14.3 P2_14.14 P2_16.3 P2_16.14 P2_20.15 P2_21.10 P2_22.10 P2_22.13 P2_23.6 P2_23.12
 P2_24.6 P2_24.10 P2_25.5 P2_25.9 P3_1.10 P3_2.11 P3_3.11 P3_4.4 P3_4.12 P3_5.12
 P3_6.13 P3_7.6 P3_8.7 P3_8.13 P3_10.13 P3_11.13 P3_12.14 P3_14.3 P3_14.14 P3_16.14
 P3_17.14 P3_18.15 P3_20.15 P3_22.10 P4_1.5 P4_2.5 P4_3.4 P4_4.3 P4_4.4 P4_5.2
 P4_6.2 P4_7.1 P4_7.7 P4_8.1 P4_8.7 P4_15.4 P4_17.4 P4_18.4 P4_20.4 P4_21.3
 P4_22.3 P4_23.13 P4_24.3  
 
S89 
 
R_1.1 R_1.2 R_1.3 R_1.4 R_1.5 R_1.6 R_2.1 R_2.2 R_2.3 R_2.4
 R_2.5 R_2.6 R_2.7 R_3.1 R_3.2 R_3.3 R_3.4 R_3.5 R_3.6 R_3.7
 R_3.8 R_3.9 R_3.10 R_4.1 R_4.2 R_4.3 R_4.4 R_4.5 R_4.6 R_4.7
 R_4.8 R_4.9 R_4.10 R_4.11 R_5.1 R_5.2 R_5.3 R_5.6 R_5.7 R_5.8
 R_5.9 R_5.10 R_5.11 R_6.1 R_6.2 R_6.3 R_6.6 R_6.7 R_6.8 R_6.9
 R_6.10 R_6.11 R_6.12 R_7.1 R_7.2 R_7.3 R_7.6 R_7.7 R_7.8 R_7.9
 R_7.10 R_7.11 R_7.12 R_8.1 R_8.2 R_8.3 R_8.6 R_8.7 R_8.8 R_8.9
 R_8.10 R_8.11 R_8.12 R_8.13 R_9.1 R_9.2 R_9.3 R_9.6 R_9.7 R_9.8
 R_9.9 R_9.10 R_9.11 R_9.12 R_9.13 R_10.1 R_10.2 R_10.3 R_10.6 R_10.7
 R_10.8 R_10.11 R_10.12 R_10.13 R_10.14 R_11.1 R_11.2 R_11.3 R_11.6 R_11.7
 R_11.10 R_11.11 R_11.12 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3 R_12.4 R_12.5
 R_12.6 R_12.7 R_12.8 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2
 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.10 R_13.11 R_13.12 R_13.13 R_13.14
 R_14.1 R_14.2 R_14.3 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8 R_14.11 R_14.12
 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.3 R_15.6 R_15.7 R_15.10 R_15.11
 R_15.12 R_15.13 R_15.14 R_16.1 R_16.2 R_16.3 R_16.6 R_16.7 R_16.8 R_16.11
 R_16.12 R_16.13 R_16.14 R_17.1 R_17.2 R_17.3 R_17.6 R_17.7 R_17.8 R_17.9
 R_17.10 R_17.11 R_17.12 R_17.13 R_18.1 R_18.2 R_18.3 R_18.6 R_18.7 R_18.8
 R_18.9 R_18.10 R_18.11 R_18.12 R_18.13 R_19.1 R_19.2 R_19.3 R_19.6 R_19.7
 R_19.8 R_19.9 R_19.10 R_19.11 R_19.12 R_20.1 R_20.2 R_20.3 R_20.6 R_20.7
 R_20.8 R_20.9 R_20.10 R_20.11 R_20.12 R_21.1 R_21.2 R_21.3 R_21.6 R_21.7
 R_21.8 R_21.9 R_21.10 R_21.11 R_22.1 R_22.2 R_22.3 R_22.4 R_22.5 R_22.6
 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11 R_23.1 R_23.2 R_23.3 R_23.4 R_23.5
 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10 R_24.1 R_24.2 R_24.3 R_24.4 R_24.5
 R_24.6 R_24.7 R_25.1 R_25.2 R_25.3 R_25.4 R_25.5 R_25.6 P1_5.4 P1_5.5
 P1_7.5 P1_9.5 P1_10.9 P1_10.10 P1_11.5 P1_12.10 P1_14.10 P1_15.4 P1_15.5 P1_16.10
 P1_17.5 P1_19.5 P1_21.5 P1_24.8 P1_24.9 P1_24.10 P2_5.4 P2_5.5 P2_6.4 P2_8.4
 P2_10.4 P2_10.9 P2_10.10 P2_11.8 P2_13.8 P2_15.4 P2_15.5 P2_15.8 P2_16.4 P2_16.15
 P2_17.14 P2_18.4 P2_18.14 P2_19.13 P2_20.4 P2_20.13 P2_21.12 P2_22.12 P2_23.11 P2_24.8
 P2_24.9 P2_24.10 P2_24.11 P2_25.7 P3_1.7 P3_2.8 P3_2.9 P3_2.10 P3_2.11 P3_3.11
 P3_4.12 P3_5.12 P3_6.4 P3_6.13 P3_7.13 P3_8.4 P3_8.14 P3_9.14 P3_10.4 P3_10.15
 P3_11.4 P3_11.5 P3_11.8 P3_13.8 P3_15.8 P3_16.4 P3_16.9 P3_16.10 P3_18.4 P3_20.4
 P3_21.4 P3_21.5 P4_2.8 P4_2.9 P4_2.10 P4_5.5 P4_7.5 P4_9.5 P4_10.10 P4_11.4
 P4_11.5 P4_12.10 P4_14.10 P4_15.5 P4_16.9 P4_16.10 P4_17.5 P4_19.5 P4_21.4 P4_21.5  
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R_2.5 R_2.11 R_3.4 R_3.5 R_3.10 R_3.11 R_4.3 R_4.4 R_4.5 R_4.6
 R_4.7 R_4.9 R_4.10 R_4.11 R_4.12 R_4.13 R_5.2 R_5.3 R_5.4 R_5.5
 R_5.6 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12 R_5.13 R_6.2 R_6.3
 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10 R_6.11 R_6.12 R_6.13
 R_6.14 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5 R_7.6 R_7.7 R_7.8 R_7.9
 R_7.10 R_7.11 R_7.12 R_7.13 R_7.14 R_8.1 R_8.2 R_8.3 R_8.5 R_8.7
 R_8.8 R_8.9 R_8.11 R_8.13 R_8.14 R_8.15 R_9.1 R_9.2 R_9.7 R_9.8
 R_9.13 R_9.14 R_10.1 R_10.2 R_10.3 R_10.7 R_10.8 R_10.9 R_10.13 R_10.14
 R_10.15 R_11.1 R_11.2 R_11.7 R_11.8 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3
 R_12.7 R_12.8 R_12.9 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.7 R_13.8



 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.7 R_14.8 R_14.9 R_14.13 R_14.14
 R_14.15 R_15.1 R_15.2 R_15.7 R_15.8 R_15.13 R_15.14 R_16.1 R_16.2 R_16.3
 R_16.7 R_16.8 R_16.9 R_16.13 R_16.14 R_16.15 R_17.1 R_17.2 R_17.3 R_17.6
 R_17.7 R_17.8 R_17.9 R_17.12 R_17.13 R_17.14 R_18.2 R_18.3 R_18.4 R_18.5
 R_18.6 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11 R_18.12 R_18.13 R_18.14 R_19.2
 R_19.3 R_19.4 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9 R_19.10 R_19.11 R_19.12
 R_19.13 R_20.2 R_20.3 R_20.4 R_20.5 R_20.6 R_20.7 R_20.8 R_20.9 R_20.10
 R_20.11 R_20.12 R_20.13 R_20.14 R_21.1 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6
 R_21.7 R_21.8 R_21.9 R_21.10 R_21.11 R_21.12 R_21.13 R_21.14 R_22.1 R_22.2
 R_22.3 R_22.7 R_22.8 R_22.9 R_22.13 R_22.14 R_22.15 R_23.1 R_23.2 R_23.7
 R_23.8 R_23.13 R_23.14 R_24.2 R_24.3 R_24.8 R_24.13 R_24.14 R_25.2 R_25.3
 R_25.12 R_25.13 P1_8.4 P1_8.6 P1_8.10 P1_8.12 P1_9.4 P1_9.6 P1_9.10 P1_9.12
 P1_11.6 P1_11.12 P1_13.6 P1_13.12 P1_15.6 P1_15.12 P1_18.1 P1_19.1 P1_22.4 P1_22.5
 P1_22.6 P1_22.10 P1_22.11 P1_22.12 P1_23.6 P1_23.12 P1_24.1 P1_24.7 P1_25.1 P1_25.7
 P2_8.4 P2_8.6 P2_8.10 P2_8.12 P2_9.3 P2_9.5 P2_9.9 P2_9.11 P2_11.3 P2_11.9
 P2_13.3 P2_13.9 P2_15.3 P2_15.9 P2_18.15 P2_19.14 P2_22.4 P2_22.5 P2_22.6 P2_22.10
 P2_22.11 P2_22.12 P2_23.3 P2_23.9 P2_24.9 P2_24.15 P2_25.8 P2_25.14 P3_1.5 P3_1.11
 P3_2.6 P3_2.12 P3_3.3 P3_3.6 P3_3.7 P3_3.9 P3_3.12 P3_3.13 P3_4.8 P3_4.14
 P3_5.14 P3_6.15 P3_9.3 P3_9.9 P3_11.3 P3_11.9 P3_13.3 P3_13.9 P3_15.3 P3_15.9
 P3_16.4 P3_16.10 P3_17.4 P3_17.5 P3_17.10 P3_17.11 P3_19.14 P3_20.15 P3_23.3 P3_24.4
 P4_1.4 P4_1.10 P4_2.4 P4_2.10 P4_3.2 P4_3.3 P4_3.6 P4_3.8 P4_3.9 P4_3.12
 P4_4.2 P4_4.8 P4_5.1 P4_6.1 P4_9.6 P4_9.12 P4_11.6 P4_11.12 P4_13.6 P4_13.12
 P4_15.6 P4_15.12 P4_16.6 P4_16.12 P4_17.4 P4_17.5 P4_17.10 P4_17.11 P4_19.1 P4_20.1
 P4_23.12 P4_24.12  
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R_1.7 R_1.8 R_2.7 R_2.8 R_2.9 R_3.6 R_3.7 R_3.8 R_3.9 R_4.6
 R_4.7 R_4.8 R_4.9 R_4.10 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9 R_5.10
 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10 R_6.11 R_7.4 R_7.5 R_7.6
 R_7.7 R_7.8 R_7.9 R_7.10 R_7.11 R_8.4 R_8.5 R_8.6 R_8.7 R_8.8
 R_8.9 R_8.10 R_8.11 R_8.12 R_9.3 R_9.4 R_9.5 R_9.6 R_9.7 R_9.8
 R_9.9 R_9.10 R_9.11 R_9.12 R_10.3 R_10.4 R_10.5 R_10.6 R_10.7 R_10.8
 R_10.9 R_10.10 R_10.11 R_10.12 R_10.13 R_11.2 R_11.3 R_11.4 R_11.5 R_11.6
 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12 R_11.13 R_12.2 R_12.3 R_12.4
 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14
 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10
 R_13.11 R_13.12 R_13.13 R_13.14 R_14.2 R_14.3 R_14.4 R_14.5 R_14.6 R_14.7
 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14 R_15.2 R_15.3 R_15.4
 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11 R_15.12 R_15.13 R_16.3
 R_16.4 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10 R_16.11 R_16.12 R_16.13
 R_17.3 R_17.4 R_17.5 R_17.6 R_17.7 R_17.8 R_17.9 R_17.10 R_17.11 R_17.12
 R_18.4 R_18.5 R_18.6 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11 R_18.12 R_19.4
 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9 R_19.10 R_19.11 R_20.5 R_20.6 R_20.7
 R_20.8 R_20.9 R_20.10 R_20.11 R_21.5 R_21.6 R_21.7 R_21.8 R_21.9 R_21.10
 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10 R_23.6 R_23.7 R_23.8 R_23.9 R_24.7
 R_24.8 R_24.9 R_25.7 R_25.8 P1_14.1 P1_15.1 P1_16.2 P1_17.2 P1_18.3 P1_19.3
 P1_20.4 P1_21.4 P1_22.5 P1_23.5 P1_24.6 P1_25.6 P2_14.15 P2_15.14 P2_16.14 P2_17.13
 P2_18.13 P2_19.12 P2_20.12 P2_21.11 P2_22.11 P2_23.10 P2_24.10 P2_25.9 P3_1.9 P3_2.10
 P3_3.10 P3_4.11 P3_5.11 P3_6.12 P3_7.12 P3_8.13 P3_9.13 P3_10.14 P3_11.14 P3_12.15
 P4_1.6 P4_2.6 P4_3.5 P4_4.5 P4_5.4 P4_6.4 P4_7.3 P4_8.3 P4_9.2 P4_10.2
 P4_11.1 P4_12.1  
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R_1.8 R_1.9 R_2.8 R_2.9 R_2.10 R_3.7 R_3.8 R_3.9 R_3.10 R_4.7
 R_4.8 R_4.9 R_4.10 R_4.11 R_5.6 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11
 R_6.7 R_6.8 R_6.9 R_6.10 R_6.11 R_7.3 R_7.4 R_7.6 R_7.7 R_7.8
 R_7.9 R_7.10 R_7.11 R_8.3 R_8.4 R_8.5 R_8.7 R_8.8 R_8.9 R_8.10
 R_8.11 R_8.15 R_9.2 R_9.3 R_9.4 R_9.5 R_9.7 R_9.8 R_9.9 R_9.10
 R_9.14 R_10.2 R_10.3 R_10.4 R_10.5 R_10.8 R_10.9 R_10.10 R_10.14 R_10.15
 R_11.1 R_11.2 R_11.3 R_11.4 R_11.5 R_11.6 R_11.7 R_11.8 R_11.9 R_11.13
 R_11.14 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10
 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5
 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13 R_13.14 R_14.2
 R_14.3 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12
 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7
 R_15.8 R_15.9 R_15.13 R_15.14 R_16.2 R_16.3 R_16.4 R_16.5 R_16.8 R_16.9
 R_16.10 R_16.14 R_16.15 R_17.2 R_17.3 R_17.4 R_17.5 R_17.7 R_17.8 R_17.9
 R_17.10 R_17.14 R_18.3 R_18.4 R_18.5 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11



 R_18.15 R_19.3 R_19.4 R_19.6 R_19.7 R_19.8 R_19.9 R_19.10 R_19.11 R_20.7
 R_20.8 R_20.9 R_20.10 R_20.11 R_21.6 R_21.7 R_21.8 R_21.9 R_21.10 R_21.11
 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11 R_23.7 R_23.8 R_23.9 R_23.10 R_24.8
 R_24.9 R_24.10 R_25.8 R_25.9 P1_6.6 P1_8.6 P1_9.6 P1_10.7 P1_12.1 P1_14.1
 P1_15.10 P1_15.11 P1_15.12 P1_16.1 P1_16.6 P1_16.7 P1_16.13 P1_17.1 P1_17.13 P1_18.2
 P1_18.14 P1_19.2 P1_19.14 P1_20.3 P1_20.4 P1_20.6 P1_22.6 P1_23.6 P1_24.7 P1_25.7
 P2_6.12 P2_8.12 P2_9.11 P2_10.6 P2_10.11 P2_11.10 P2_15.10 P2_15.11 P2_15.12 P2_16.6
 P2_16.7 P2_18.6 P2_19.5 P2_20.4 P2_20.5 P2_20.12 P2_22.12 P2_23.11 P2_24.11 P2_25.10
 P3_1.10 P3_2.11 P3_3.11 P3_4.12 P3_6.4 P3_6.5 P3_6.12 P3_7.5 P3_8.6 P3_10.6
 P3_10.7 P3_11.10 P3_11.11 P3_11.12 P3_15.10 P3_16.6 P3_16.11 P3_17.11 P3_18.12 P3_20.12
 P4_1.7 P4_2.7 P4_3.6 P4_4.6 P4_6.3 P4_6.4 P4_6.6 P4_7.2 P4_7.14 P4_8.2
 P4_8.14 P4_9.1 P4_9.13 P4_10.1 P4_10.6 P4_10.7 P4_10.13 P4_11.10 P4_11.11 P4_11.12
 P4_12.1 P4_14.1 P4_16.7 P4_17.6 P4_18.6 P4_20.6  
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R_1.5 R_1.6 R_1.7 R_2.5 R_2.6 R_2.7 R_2.8 R_3.4 R_3.5 R_3.6
 R_3.7 R_3.8 R_4.4 R_4.5 R_4.6 R_4.7 R_4.8 R_4.9 R_5.3 R_5.4
 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7
 R_6.8 R_6.9 R_6.10 R_7.2 R_7.3 R_7.4 R_7.5 R_7.6 R_7.7 R_7.8
 R_7.9 R_7.10 R_8.2 R_8.3 R_8.4 R_8.5 R_8.6 R_8.7 R_8.8 R_8.9
 R_8.10 R_8.11 R_9.2 R_9.3 R_9.4 R_9.5 R_9.6 R_9.7 R_9.8 R_9.9
 R_9.10 R_9.11 R_10.2 R_10.3 R_10.4 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9
 R_10.10 R_10.11 R_10.12 R_11.2 R_11.3 R_11.4 R_11.5 R_11.6 R_11.7 R_11.8
 R_11.9 R_11.10 R_11.11 R_11.12 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8
 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7
 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13 R_14.3 R_14.4 R_14.5 R_14.6
 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13 R_15.2 R_15.3 R_15.4
 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11 R_15.12 R_16.2 R_16.3
 R_16.4 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10 R_16.11 R_16.12 R_17.2
 R_17.3 R_17.4 R_17.5 R_17.6 R_17.7 R_17.8 R_17.9 R_17.10 R_17.11 R_18.2
 R_18.3 R_18.4 R_18.5 R_18.6 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11 R_19.2
 R_19.3 R_19.4 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9 R_19.10 R_20.3 R_20.4
 R_20.5 R_20.6 R_20.7 R_20.8 R_20.9 R_20.10 R_21.3 R_21.4 R_21.5 R_21.6
 R_21.7 R_21.8 R_21.9 R_22.4 R_22.5 R_22.6 R_22.7 R_22.8 R_22.9 R_23.4
 R_23.5 R_23.6 R_23.7 R_23.8 R_24.5 R_24.6 R_24.7 R_24.8 R_25.5 R_25.6
 R_25.7 P1_9.1 P1_11.1 P1_12.2 P1_13.2 P1_17.1 P1_19.1 P1_20.2 P1_21.2 P1_22.3
 P1_23.3 P1_24.4 P1_25.4 P2_14.14 P2_15.13 P2_16.13 P2_17.12 P2_18.12 P2_19.11 P2_20.11
 P2_21.10 P2_22.10 P2_23.9 P2_24.9 P2_25.8 P3_1.8 P3_2.9 P3_3.9 P3_4.10 P3_5.10
 P3_6.11 P3_7.11 P3_8.12 P3_9.12 P3_10.13 P3_11.13 P3_12.14 P4_1.4 P4_2.4 P4_3.3
 P4_4.3 P4_5.2 P4_6.2 P4_7.1 P4_9.1 P4_13.2 P4_14.2 P4_15.1 P4_17.1  
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R_1.7 R_2.7 R_2.8 R_3.6 R_3.7 R_3.8 R_4.6 R_4.7 R_4.8 R_4.9
 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9
 R_6.10 R_7.4 R_7.5 R_7.6 R_7.7 R_7.8 R_7.9 R_7.10 R_8.4 R_8.5
 R_8.6 R_8.7 R_8.8 R_8.9 R_8.10 R_8.11 R_8.15 R_9.3 R_9.4 R_9.5
 R_9.6 R_9.7 R_9.8 R_9.9 R_9.10 R_9.14 R_10.3 R_10.4 R_10.5 R_10.6
 R_10.7 R_10.8 R_10.9 R_10.10 R_10.14 R_10.15 R_11.2 R_11.3 R_11.4 R_11.5
 R_11.6 R_11.7 R_11.8 R_11.9 R_11.13 R_11.14 R_12.2 R_12.3 R_12.4 R_12.5
 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15
 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10
 R_13.11 R_13.12 R_13.13 R_13.14 R_14.2 R_14.3 R_14.4 R_14.5 R_14.6 R_14.7
 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14 R_14.15 R_15.2 R_15.3
 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9 R_15.13 R_15.14 R_16.3 R_16.4
 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10 R_16.14 R_16.15 R_17.3 R_17.4
 R_17.5 R_17.6 R_17.7 R_17.8 R_17.9 R_17.10 R_17.14 R_18.4 R_18.5 R_18.6
 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11 R_18.15 R_19.4 R_19.5 R_19.6 R_19.7
 R_19.8 R_19.9 R_19.10 R_20.5 R_20.6 R_20.7 R_20.8 R_20.9 R_20.10 R_21.5
 R_21.6 R_21.7 R_21.8 R_21.9 R_22.6 R_22.7 R_22.8 R_22.9 R_23.6 R_23.7
 R_23.8 R_24.7 R_24.8 R_25.7 P1_14.1 P1_15.1 P1_15.10 P1_15.11 P1_15.12 P1_16.2
 P1_16.13 P1_17.2 P1_17.13 P1_18.3 P1_18.14 P1_19.3 P1_19.14 P1_20.4 P1_21.4 P1_22.5
 P1_23.5 P1_24.6 P1_25.6 P2_9.11 P2_10.11 P2_11.10 P2_15.10 P2_15.11 P2_15.12 P2_19.11
 P2_20.11 P2_21.10 P2_22.10 P2_23.9 P2_24.9 P2_25.8 P3_1.8 P3_2.9 P3_3.9 P3_4.10
 P3_5.10 P3_6.11 P3_7.11 P3_11.10 P3_11.11 P3_11.12 P3_15.10 P3_16.11 P3_17.11 P4_1.6
 P4_2.6 P4_3.5 P4_4.5 P4_5.4 P4_6.4 P4_7.3 P4_7.14 P4_8.3 P4_8.14 P4_9.2
 P4_9.13 P4_10.2 P4_10.13 P4_11.1 P4_11.10 P4_11.11 P4_11.12 P4_12.1  
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R_1.4 R_1.5 R_1.6 R_1.7 R_1.8 R_1.9 R_1.10 R_2.4 R_2.5 R_2.6
 R_2.7 R_2.8 R_2.9 R_2.10 R_2.11 R_3.3 R_3.4 R_3.5 R_3.6 R_3.7
 R_3.8 R_3.9 R_3.10 R_4.4 R_4.5 R_4.6 R_4.7 R_4.8 R_4.9 R_4.10
 R_4.11 R_5.3 R_5.4 R_5.5 R_6.4 R_6.5 R_6.6 R_7.3 R_7.4 R_7.5
 R_7.6 R_7.7 R_7.8 R_7.9 R_7.10 R_7.11 R_7.12 R_7.13 R_7.14 R_8.4
 R_8.5 R_8.6 R_8.7 R_8.8 R_8.9 R_8.10 R_8.11 R_8.12 R_8.13 R_8.14
 R_8.15 R_9.3 R_9.4 R_9.5 R_9.6 R_9.7 R_9.8 R_9.9 R_9.10 R_9.11
 R_9.12 R_9.13 R_9.14 R_10.2 R_10.4 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9
 R_10.10 R_10.11 R_10.12 R_10.13 R_10.14 R_10.15 R_11.1 R_11.2 R_11.4 R_11.5
 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12 R_11.13 R_11.14 R_12.1
 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8 R_13.1 R_13.2 R_13.3
 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8 R_14.1 R_14.2 R_14.3 R_14.4 R_14.5
 R_14.6 R_14.7 R_14.8 R_15.1 R_15.2 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8
 R_15.9 R_15.10 R_15.11 R_15.12 R_15.13 R_15.14 R_16.2 R_16.4 R_16.5 R_16.6
 R_16.7 R_16.8 R_16.9 R_16.10 R_16.11 R_16.12 R_16.13 R_16.14 R_16.15 R_17.3
 R_17.4 R_17.5 R_17.6 R_17.7 R_17.8 R_17.9 R_17.10 R_17.11 R_17.12 R_17.13
 R_17.14 R_18.4 R_18.5 R_18.6 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11 R_18.12
 R_18.13 R_18.14 R_18.15 R_19.3 R_19.4 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9
 R_19.10 R_19.11 R_19.12 R_19.13 R_19.14 R_20.4 R_20.5 R_20.6 R_21.3 R_21.4
 R_21.5 R_22.4 R_22.5 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11 R_23.3
 R_23.4 R_23.5 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10 R_24.4 R_24.5 R_24.6
 R_24.7 R_24.8 R_24.9 R_24.10 R_24.11 R_25.4 R_25.5 R_25.6 R_25.7 R_25.8
 R_25.9 R_25.10 P1_4.3 P1_5.6 P1_5.7 P1_5.8 P1_5.9 P1_5.10 P1_6.3 P1_8.3
 P1_10.3 P1_11.3 P1_12.9 P1_12.10 P1_12.11 P1_12.12 P1_12.13 P1_12.14 P1_15.3 P1_16.1
 P1_17.1 P1_18.3 P1_20.3 P1_20.7 P1_20.8 P1_20.9 P1_20.10 P1_20.11 P1_20.12 P1_20.13
 P1_20.14 P1_22.3 P1_24.3 P1_25.3 P2_3.11 P2_5.6 P2_5.7 P2_5.8 P2_5.9 P2_5.10
 P2_5.11 P2_12.9 P2_12.10 P2_12.11 P2_12.12 P2_12.13 P2_12.14 P2_12.15 P2_14.9 P2_15.3
 P2_16.3 P2_17.2 P2_20.7 P2_20.8 P2_20.9 P2_20.10 P2_20.11 P2_20.12 P2_20.13 P2_20.14
 P2_20.15 P2_21.6 P2_23.11 P2_25.11 P3_1.11 P3_3.11 P3_5.6 P3_6.7 P3_6.8 P3_6.9
 P3_6.10 P3_6.11 P3_6.12 P3_6.13 P3_6.14 P3_6.15 P3_9.2 P3_10.3 P3_11.3 P3_12.9
 P3_14.9 P3_14.10 P3_14.11 P3_14.12 P3_14.13 P3_14.14 P3_14.15 P3_21.6 P3_21.7 P3_21.8
 P3_21.9 P3_21.10 P3_21.11 P3_23.11 P4_1.3 P4_2.3 P4_4.3 P4_6.3 P4_6.7 P4_6.8
 P4_6.9 P4_6.10 P4_6.11 P4_6.12 P4_6.13 P4_6.14 P4_8.3 P4_9.1 P4_10.1 P4_11.3
 P4_14.9 P4_14.10 P4_14.11 P4_14.12 P4_14.13 P4_14.14 P4_15.3 P4_16.3 P4_18.3 P4_20.3
 P4_21.6 P4_21.7 P4_21.8 P4_21.9 P4_21.10 P4_22.3  
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R_1.6 R_1.7 R_2.6 R_2.7 R_2.8 R_2.10 R_2.11 R_3.5 R_3.6 R_3.7
 R_3.9 R_3.10 R_3.11 R_4.5 R_4.6 R_4.7 R_4.9 R_4.10 R_4.11 R_5.4
 R_5.5 R_5.6 R_5.8 R_5.9 R_5.10 R_5.11 R_6.4 R_6.5 R_6.6 R_6.8
 R_6.9 R_6.10 R_6.11 R_7.3 R_7.4 R_7.5 R_7.6 R_7.7 R_7.8 R_7.9
 R_7.10 R_7.11 R_8.4 R_8.5 R_8.6 R_8.7 R_8.8 R_8.9 R_8.10 R_8.11
 R_9.3 R_9.4 R_9.5 R_9.6 R_9.7 R_9.8 R_9.9 R_9.10 R_9.11 R_9.12
 R_9.13 R_9.14 R_10.2 R_10.4 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9 R_10.10
 R_10.11 R_10.12 R_10.13 R_10.14 R_10.15 R_11.1 R_11.2 R_11.4 R_11.5 R_11.6
 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12 R_11.13 R_11.14 R_12.1 R_12.2
 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11 R_12.12
 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7
 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3
 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13
 R_14.14 R_14.15 R_15.1 R_15.2 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9
 R_15.10 R_15.11 R_15.12 R_15.13 R_15.14 R_16.2 R_16.4 R_16.5 R_16.6 R_16.7
 R_16.8 R_16.9 R_16.10 R_16.11 R_16.12 R_16.13 R_16.14 R_16.15 R_17.3 R_17.4
 R_17.5 R_17.6 R_17.7 R_17.8 R_17.9 R_17.10 R_17.11 R_17.12 R_17.13 R_17.14
 R_18.4 R_18.5 R_18.6 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11 R_19.3 R_19.4
 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9 R_19.10 R_19.11 R_20.4 R_20.5 R_20.6
 R_20.8 R_20.9 R_20.10 R_20.11 R_21.4 R_21.5 R_21.6 R_21.8 R_21.9 R_21.10
 R_21.11 R_22.5 R_22.6 R_22.7 R_22.9 R_22.10 R_22.11 R_23.5 R_23.6 R_23.7
 R_23.9 R_23.10 R_23.11 R_24.6 R_24.7 R_24.8 R_24.10 R_24.11 R_25.6 R_25.7
 P1_8.3 P1_10.3 P1_11.3 P1_15.3 P1_16.1 P1_17.1 P1_18.3 P1_18.12 P1_18.13 P1_18.14
 P1_20.3 P1_20.7 P1_21.3 P1_21.7 P1_22.4 P1_22.8 P1_23.4 P1_23.8 P1_24.5 P1_24.9
 P1_25.5 P1_25.9 P1_25.10 P2_3.8 P2_4.8 P2_4.12 P2_5.7 P2_6.7 P2_6.12 P2_8.12
 P2_15.3 P2_16.3 P2_17.2 P2_18.12 P2_18.13 P2_18.14 P2_18.15 P2_20.7 P2_20.12 P2_22.12
 P2_24.12 P2_25.8 P2_25.10 P2_25.11 P3_1.8 P3_1.10 P3_1.11 P3_2.12 P3_4.12 P3_6.7
 P3_6.12 P3_8.12 P3_8.13 P3_8.14 P3_8.15 P3_9.2 P3_10.3 P3_11.3 P3_18.12 P3_20.7
 P3_20.12 P3_21.7 P3_22.8 P3_22.12 P3_23.8 P4_1.5 P4_1.9 P4_1.10 P4_2.5 P4_2.9
 P4_3.4 P4_3.8 P4_4.4 P4_4.8 P4_5.3 P4_5.7 P4_6.3 P4_6.7 P4_8.3 P4_8.12
 P4_8.13 P4_8.14 P4_9.1 P4_10.1 P4_11.3 P4_15.3 P4_16.3 P4_18.3  



 
S97 
 
R_4.9 R_4.10 R_4.11 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11 R_6.7 R_6.8
 R_6.9 R_6.10 R_6.11 R_6.12 R_7.1 R_7.6 R_7.7 R_7.8 R_7.9 R_7.10
 R_7.11 R_7.12 R_7.13 R_8.1 R_8.2 R_8.6 R_8.7 R_8.8 R_8.9 R_8.10
 R_8.11 R_8.12 R_8.13 R_8.14 R_9.1 R_9.2 R_9.4 R_9.5 R_9.6 R_9.7
 R_9.8 R_9.9 R_9.10 R_9.11 R_9.12 R_9.13 R_9.14 R_10.2 R_10.3 R_10.4
 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9 R_10.10 R_10.11 R_10.12 R_10.13 R_10.14
 R_10.15 R_11.1 R_11.2 R_11.3 R_11.4 R_11.5 R_11.6 R_11.7 R_11.8 R_11.9
 R_11.10 R_11.11 R_11.12 R_11.13 R_11.14 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6
 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1
 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11
 R_13.12 R_13.13 R_13.14 R_14.2 R_14.3 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8
 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.3
 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11 R_15.12 R_15.13
 R_15.14 R_16.2 R_16.3 R_16.4 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10
 R_16.11 R_16.12 R_16.13 R_16.14 R_16.15 R_17.1 R_17.2 R_17.4 R_17.5 R_17.6
 R_17.7 R_17.8 R_17.9 R_17.10 R_17.11 R_17.12 R_17.13 R_17.14 R_18.1 R_18.2
 R_18.6 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11 R_18.12 R_18.13 R_18.14 R_19.6
 R_19.7 R_19.8 R_19.9 R_19.10 R_19.11 R_19.12 R_19.13 R_20.7 R_20.8 R_20.9
 R_20.10 R_20.11 R_20.12 R_21.7 R_21.8 R_21.9 R_21.10 R_22.9 R_22.10 P1_10.1
 P1_12.1 P1_14.1 P1_16.1 P1_17.3 P1_18.4 P1_18.5 P1_19.1 P1_19.5 P1_20.6 P1_20.13
 P1_21.6 P1_21.11 P1_22.7 P1_22.8 P1_23.8 P1_23.9 P2_17.3 P2_18.3 P2_18.5 P2_18.15
 P2_19.1 P2_19.2 P2_19.14 P2_20.13 P2_20.14 P2_21.11 P2_21.12 P2_22.8 P2_22.11 P2_23.9
 P2_23.10 P3_3.9 P3_3.10 P3_3.11 P3_4.8 P3_4.12 P3_5.12 P3_6.2 P3_6.13 P3_6.14
 P3_7.2 P3_7.14 P3_8.3 P3_8.5 P3_8.15 P3_9.3 P4_3.8 P4_3.9 P4_3.10 P4_4.7
 P4_4.8 P4_5.6 P4_6.1 P4_6.6 P4_6.13 P4_7.5 P4_8.4 P4_8.5 P4_9.3 P4_10.1
 P4_12.1 P4_14.1 P4_16.1  
 
S98 
 
R_1.1 R_1.2 R_1.3 R_1.4 R_1.5 R_1.6 R_1.7 R_1.8 R_1.9 R_1.10
 R_1.11 R_1.12 R_1.13 R_1.14 R_2.2 R_2.3 R_2.4 R_2.5 R_2.6 R_2.7
 R_2.8 R_2.9 R_2.10 R_2.11 R_2.12 R_2.13 R_2.14 R_3.1 R_3.2 R_3.3
 R_3.4 R_3.5 R_3.6 R_3.7 R_3.8 R_3.9 R_3.10 R_3.11 R_3.12 R_3.13
 R_3.14 R_4.2 R_4.3 R_4.4 R_4.5 R_4.6 R_4.7 R_4.8 R_4.9 R_4.10
 R_4.11 R_4.12 R_4.13 R_4.14 R_5.1 R_5.2 R_5.3 R_5.4 R_5.5 R_5.6
 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12 R_5.13 R_5.14 R_6.2 R_6.3
 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10 R_6.11 R_6.12 R_6.13
 R_6.14 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5 R_7.6 R_7.7 R_7.8 R_7.9
 R_7.10 R_7.11 R_7.12 R_7.13 R_7.14 R_8.2 R_8.3 R_8.4 R_8.5 R_8.6
 R_8.7 R_8.8 R_8.9 R_8.10 R_8.11 R_8.12 R_8.13 R_8.14 R_9.1 R_9.2
 R_9.3 R_9.4 R_9.5 R_9.6 R_9.7 R_9.8 R_9.9 R_9.10 R_9.11 R_9.12
 R_9.13 R_9.14 R_10.2 R_10.3 R_10.4 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9
 R_10.10 R_10.11 R_10.12 R_10.13 R_10.14 R_11.1 R_11.2 R_11.3 R_11.4 R_11.5
 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12 R_11.13 R_11.14 R_12.2
 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9 R_12.10 R_12.11 R_12.12
 R_12.13 R_12.14 R_13.1 R_13.2 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7 R_13.8
 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13 R_13.14 R_14.2 R_14.3 R_14.4 R_14.5
 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14 R_15.1
 R_15.2 R_15.3 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11
 R_15.12 R_15.13 R_15.14 R_16.2 R_16.3 R_16.4 R_16.5 R_16.6 R_16.7 R_16.8
 R_16.9 R_16.10 R_16.11 R_16.12 R_16.13 R_16.14 R_17.1 R_17.2 R_17.3 R_17.4
 R_17.5 R_17.6 R_17.7 R_17.8 R_17.9 R_17.10 R_17.11 R_17.12 R_17.13 R_17.14
 R_18.2 R_18.3 R_18.4 R_18.5 R_18.6 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11
 R_18.12 R_18.13 R_18.14 R_19.1 R_19.2 R_19.3 R_19.4 R_19.5 R_19.6 R_19.7
 R_19.8 R_19.9 R_19.10 R_19.11 R_19.12 R_19.13 R_19.14 R_20.7 R_20.8 R_20.9
 R_21.6 R_21.7 R_21.8 R_21.9 R_22.7 R_22.8 R_22.9 R_23.4 R_23.5 R_23.6
 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11 R_24.4 R_24.5 R_24.6 R_24.7 R_24.8
 R_24.9 R_24.10 R_24.11 R_24.12 R_25.4 R_25.5 R_25.6 R_25.7 R_25.8 R_25.9
 R_25.10 R_25.11 P1_2.1 P1_4.1 P1_6.1 P1_8.1 P1_10.1 P1_12.1 P1_14.1 P1_16.1
 P1_18.1 P1_20.1 P1_20.2 P1_20.3 P1_20.4 P1_20.5 P1_20.6 P1_20.10 P1_20.11 P1_20.12
 P1_20.13 P1_20.14 P1_22.6 P1_25.3 P2_2.15 P2_4.15 P2_6.15 P2_8.15 P2_10.15 P2_12.15
 P2_14.15 P2_16.15 P2_18.15 P2_20.2 P2_20.3 P2_20.4 P2_20.5 P2_20.6 P2_20.10 P2_20.11
 P2_20.12 P2_20.13 P2_20.14 P2_20.15 P2_22.10 P2_25.12 P3_2.15 P3_4.15 P3_6.15 P3_8.15
 P3_10.15 P3_12.15 P3_14.15 P3_16.15 P3_18.15 P3_20.10 P3_22.5 P3_22.6 P3_22.10 P3_22.11
 P3_22.12 P3_23.12 P4_2.1 P4_4.1 P4_6.1 P4_8.1 P4_10.1 P4_12.1 P4_14.1 P4_16.1
 P4_18.1 P4_20.6 P4_22.4 P4_22.5 P4_22.6 P4_22.10 P4_22.11 P4_23.3  
 



S99 
 
R_1.5 R_1.6 R_1.7 R_2.4 R_2.5 R_2.6 R_2.7 R_2.8 R_3.3 R_3.4
 R_3.5 R_3.6 R_3.7 R_3.8 R_4.3 R_4.4 R_4.5 R_4.6 R_4.7 R_4.8
 R_4.9 R_5.3 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9 R_6.3 R_6.4
 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_7.3 R_7.4 R_7.7 R_7.8 R_7.9
 R_8.3 R_8.4 R_8.5 R_8.7 R_8.8 R_8.9 R_9.2 R_9.3 R_9.4 R_9.5
 R_9.6 R_9.7 R_9.8 R_9.9 R_10.2 R_10.3 R_10.4 R_10.5 R_10.6 R_10.7
 R_10.8 R_10.9 R_10.13 R_11.1 R_11.2 R_11.3 R_11.4 R_11.5 R_11.6 R_11.7
 R_11.8 R_11.9 R_11.12 R_11.13 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9
 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14 R_13.3 R_13.4 R_13.5 R_13.6 R_13.7
 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13 R_14.3 R_14.4 R_14.5 R_14.6
 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_14.12 R_14.13 R_14.14 R_15.2 R_15.3
 R_15.4 R_15.5 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11 R_15.12 R_15.13
 R_15.14 R_16.2 R_16.3 R_16.4 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10
 R_16.11 R_16.12 R_16.13 R_16.14 R_16.15 R_17.1 R_17.2 R_17.3 R_17.4 R_17.5
 R_17.6 R_17.7 R_17.8 R_17.9 R_17.10 R_17.11 R_17.12 R_17.13 R_17.14 R_18.2
 R_18.3 R_18.4 R_18.5 R_18.6 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11 R_18.12
 R_18.13 R_18.14 R_18.15 R_19.1 R_19.2 R_19.3 R_19.4 R_19.5 R_19.6 R_19.7
 R_19.8 R_19.9 R_19.10 R_19.11 R_19.12 R_19.13 R_19.14 R_20.2 R_20.3 R_20.4
 R_20.5 R_20.6 R_20.7 R_20.8 R_20.9 R_20.10 R_20.11 R_20.12 R_20.13 R_20.14
 R_20.15 R_21.1 R_21.2 R_21.3 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8 R_21.9
 R_21.10 R_21.11 R_21.12 R_21.13 R_21.14 R_22.2 R_22.3 R_22.4 R_22.5 R_22.6
 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11 R_22.12 R_22.13 R_22.14 R_23.2 R_23.3
 R_23.4 R_23.5 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11 R_23.12 R_23.13
 R_23.14 R_24.3 R_24.4 R_24.5 R_24.6 R_24.7 R_24.8 R_24.9 R_24.10 R_24.11
 R_24.12 R_24.13 R_25.4 R_25.5 R_25.6 R_25.7 R_25.8 R_25.9 R_25.10 R_25.11
 R_25.12 P1_5.2 P1_7.2 P1_7.5 P1_7.6 P1_12.1 P1_12.2 P1_12.3 P1_18.1 P1_20.1
 P1_22.1 P1_23.1 P1_24.2 P1_24.14 P1_25.2 P1_25.3 P2_6.10 P2_7.5 P2_7.6 P2_8.10
 P2_10.10 P2_12.2 P2_12.3 P2_13.14 P2_22.15 P2_24.14 P2_24.15 P2_25.3 P2_25.13 P3_1.4
 P3_1.8 P3_2.9 P3_3.9 P3_4.10 P3_6.10 P3_7.5 P3_8.6 P3_8.10 P3_9.13 P3_10.10
 P3_10.14 P3_11.10 P3_11.11 P3_11.14 P3_13.14 P3_14.15 P3_22.15 P4_1.3 P4_1.4 P4_2.3
 P4_3.2 P4_5.2 P4_7.2 P4_7.6 P4_8.2 P4_8.6 P4_9.1 P4_9.12 P4_10.1 P4_10.12
 P4_11.10 P4_11.11 P4_12.3 P4_13.2 P4_14.2 P4_15.1 P4_16.1 P4_18.1 P4_20.1  
 
S100 
 
R_4.1 R_5.1 R_6.1 R_6.2 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5 R_7.6
 R_8.1 R_8.2 R_8.3 R_8.4 R_8.5 R_8.6 R_8.7 R_8.8 R_8.9 R_8.10
 R_8.11 R_9.1 R_9.2 R_9.3 R_9.4 R_9.5 R_9.6 R_9.7 R_9.8 R_9.9
 R_9.10 R_9.11 R_9.12 R_10.1 R_10.2 R_10.3 R_10.4 R_10.5 R_10.6 R_10.7
 R_10.8 R_10.9 R_10.10 R_10.11 R_10.12 R_10.13 R_10.14 R_11.1 R_11.2 R_11.3
 R_11.4 R_11.5 R_11.6 R_11.7 R_11.8 R_11.9 R_11.10 R_11.11 R_11.12 R_11.13
 R_11.14 R_12.1 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6 R_12.7 R_12.8 R_12.9
 R_12.10 R_12.11 R_12.12 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.3 R_13.4
 R_13.5 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10 R_13.11 R_13.12 R_13.13 R_13.14
 R_14.1 R_14.2 R_14.3 R_14.4 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10
 R_14.11 R_14.12 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.3 R_15.4 R_15.5
 R_15.6 R_15.7 R_15.8 R_15.9 R_15.10 R_15.11 R_15.12 R_15.13 R_15.14 R_16.1
 R_16.2 R_16.3 R_16.4 R_16.5 R_16.6 R_16.7 R_16.8 R_16.9 R_16.10 R_16.11
 R_16.12 R_16.13 R_17.1 R_17.2 R_17.3 R_17.4 R_17.5 R_17.6 R_17.7 R_17.8
 R_17.9 R_17.10 R_18.1 R_18.2 R_18.3 R_18.4 R_18.5 R_18.6 R_18.7 R_19.1
 R_19.2 R_20.1 R_20.2 R_21.1 R_21.2 R_22.1 R_22.2 R_23.1 P1_16.14 P1_17.11
 P1_17.12 P1_18.8 P1_18.9 P1_18.10 P1_19.3 P1_19.4 P1_19.5 P1_19.6 P1_24.1 P2_16.14
 P2_16.15 P2_17.11 P2_17.12 P2_17.13 P2_18.8 P2_18.9 P2_18.10 P2_18.11 P2_19.3 P2_19.4
 P2_19.5 P2_19.6 P2_19.7 P2_20.3 P2_22.3 P2_23.2 P2_24.2 P3_3.1 P3_4.2 P3_5.2
 P3_6.3 P3_6.4 P3_6.5 P3_6.6 P3_6.7 P3_7.7 P3_7.8 P3_7.9 P3_7.10 P3_7.11
 P3_8.12 P3_8.13 P3_9.13 P3_9.14 P3_10.15 P3_20.3 P4_6.3 P4_6.4 P4_6.5 P4_6.6
 P4_7.7 P4_7.8 P4_7.9 P4_7.10 P4_8.12 P4_9.13  
 
 



Strand Lists for the other nine shapes (SF0, SF1, SF2, S1’, S4’, S44’, S45’, S10’, S61’) 
 
SF0 
 
R_1.1 R_1.2 R_1.3 R_1.4 R_1.5 R_1.6 R_1.7 R_1.8 R_1.9 R_1.10
 R_1.11 R_1.12 R_1.13 R_1.14 R_2.1 R_2.2 R_2.3 R_2.4 R_2.5 R_2.6
 R_2.7 R_2.8 R_2.9 R_2.10 R_2.11 R_2.12 R_2.13 R_2.14 R_2.15 R_3.1
 R_3.2 R_3.3 R_3.4 R_3.5 R_3.6 R_3.7 R_3.8 R_3.9 R_3.10 R_3.11
 R_3.12 R_3.13 R_3.14 R_4.1 R_4.2 R_4.3 R_4.4 R_4.5 R_4.6 R_4.7
 R_4.8 R_4.9 R_4.10 R_4.11 R_4.12 R_4.13 R_4.14 R_4.15 R_5.1 R_5.2
 R_5.3 R_5.6 R_5.7 R_5.8 R_5.9 R_5.12 R_5.13 R_5.14 R_6.1 R_6.2
 R_6.3 R_6.4 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10 R_6.12 R_6.13 R_6.14
 R_6.15 R_7.1 R_7.2 R_7.3 R_7.6 R_7.7 R_7.8 R_7.9 R_7.12 R_7.13
 R_7.14 R_8.1 R_8.2 R_8.3 R_8.4 R_8.6 R_8.7 R_8.8 R_8.9 R_8.10
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 P4_10.12 P4_12.12 P4_14.12 P4_16.12 P4_19.5 P4_19.6 P4_19.7 P4_19.8  
 
S4' 
 
R_1.4 R_1.5 R_1.10 R_1.11 R_2.4 R_2.5 R_2.6 R_2.10 R_2.11 R_2.12
 R_3.3 R_3.4 R_3.5 R_3.6 R_3.9 R_3.10 R_3.11 R_3.12 R_4.3 R_4.4
 R_4.5 R_4.6 R_4.7 R_4.9 R_4.10 R_4.11 R_4.12 R_4.13 R_5.2 R_5.3
 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12 R_5.13
 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10 R_6.11
 R_6.12 R_6.13 R_6.14 R_7.1 R_7.2 R_7.3 R_7.4 R_7.5 R_7.6 R_7.7
 R_7.8 R_7.9 R_7.10 R_7.11 R_7.12 R_7.13 R_7.14 R_8.1 R_8.2 R_8.3
 R_8.4 R_8.6 R_8.7 R_8.8 R_8.9 R_8.10 R_8.12 R_8.13 R_8.14 R_8.15
 R_9.1 R_9.2 R_9.3 R_9.6 R_9.7 R_9.8 R_9.9 R_9.12 R_9.13 R_9.14
 R_10.1 R_10.2 R_10.3 R_10.7 R_10.8 R_10.9 R_10.12 R_10.13 R_10.14 R_10.15
 R_11.1 R_11.2 R_11.3 R_11.6 R_11.7 R_11.8 R_11.9 R_11.12 R_11.13 R_11.14
 R_12.1 R_12.2 R_12.3 R_12.7 R_12.8 R_12.9 R_12.12 R_12.13 R_12.14 R_12.15
 R_13.1 R_13.2 R_13.3 R_13.6 R_13.7 R_13.8 R_13.9 R_13.12 R_13.13 R_13.14
 R_14.1 R_14.2 R_14.3 R_14.7 R_14.8 R_14.9 R_14.12 R_14.13 R_14.14 R_14.15
 R_15.1 R_15.2 R_15.3 R_15.7 R_15.8 R_15.12 R_15.13 R_15.14 R_16.1 R_16.2
 R_16.3 R_16.8 R_16.12 R_16.13 R_16.14 R_16.15 R_17.1 R_17.2 R_17.3 R_17.12
 R_17.13 R_17.14 R_18.2 R_18.3 R_18.4 R_18.12 R_18.13 R_18.14 R_18.15 R_19.1
 R_19.2 R_19.3 R_19.4 R_19.12 R_19.13 R_19.14 R_20.2 R_20.3 R_20.4 R_20.5
 R_20.12 R_20.13 R_20.14 R_21.2 R_21.3 R_21.4 R_21.5 R_21.10 R_21.11 R_21.12
 R_21.13 R_21.14 R_22.3 R_22.4 R_22.5 R_22.6 R_22.11 R_22.12 R_22.13 R_22.14
 R_23.2 R_23.3 R_23.4 R_23.5 R_23.10 R_23.11 R_23.12 R_23.13 R_24.3 R_24.4
 R_24.5 R_24.6 R_24.11 R_24.12 R_24.13 R_25.3 R_25.4 R_25.5 R_25.11 R_25.12
 P1_8.5 P1_8.11 P1_9.5 P1_9.11 P1_10.6 P1_11.11 P1_12.6 P1_13.11 P1_14.6 P1_15.6
 P1_15.11 P1_16.7 P1_17.7 P1_17.11 P1_18.1 P1_19.11 P1_20.1 P1_21.1 P1_22.2 P1_22.10
 P1_24.2 P1_24.10 P1_25.2 P1_25.10 P2_8.5 P2_8.11 P2_9.4 P2_9.10 P2_10.4 P2_10.10
 P2_12.4 P2_12.10 P2_14.4 P2_14.10 P2_15.9 P2_16.4 P2_16.9 P2_17.8 P2_20.15 P2_22.15
 P2_23.6 P2_23.14 P2_24.14 P2_25.6 P2_25.13 P3_1.6 P3_1.12 P3_2.7 P3_2.13 P3_3.7
 P3_3.13 P3_4.8 P3_4.14 P3_5.14 P3_6.15 P3_10.4 P3_10.10 P3_12.4 P3_12.10 P3_14.4
 P3_16.4 P3_17.4 P3_18.5 P3_19.5 P3_20.6 P3_20.11 P3_20.15 P3_21.6 P3_23.6 P4_1.3
 P4_1.9 P4_2.3 P4_2.9 P4_3.2 P4_3.8 P4_4.2 P4_4.8 P4_5.1 P4_6.1 P4_9.11
 P4_10.6 P4_11.11 P4_12.6 P4_13.11 P4_15.11 P4_17.11 P4_18.1 P4_19.11 P4_20.10 P4_20.11
 P4_22.2 P4_22.10  
 
S44' 
 



R_1.7 R_2.7 R_2.8 R_3.6 R_3.7 R_3.8 R_4.7 R_4.8 R_4.9 R_5.7
 R_5.8 R_5.9 R_6.8 R_6.9 R_6.10 R_7.7 R_7.8 R_7.9 R_8.8 R_8.9
 R_8.10 R_9.7 R_9.8 R_9.9 R_10.7 R_10.8 R_10.9 R_10.10 R_11.6 R_11.7
 R_11.8 R_11.9 R_12.6 R_12.7 R_12.8 R_12.9 R_13.5 R_13.6 R_13.7 R_13.8
 R_14.5 R_14.6 R_14.7 R_14.8 R_15.5 R_15.6 R_15.7 R_16.5 R_16.6 R_16.7
 R_17.5 R_17.6 R_17.7 R_18.5 R_18.6 R_18.7 R_19.5 R_19.6 R_19.7 R_20.6
 R_20.7 R_20.8 R_21.6 R_21.7 R_21.8 R_22.7 R_22.8 R_22.9 R_23.7 R_23.8
 R_23.9 R_24.8 R_24.9 R_25.8 P1_4.6 P1_5.6 P1_6.7 P1_8.7 P1_15.4 P1_17.4
 P1_19.4 P1_20.5 P1_21.5 P1_22.6 P1_23.6 P1_24.7 P1_25.7 P2_7.10 P2_9.10 P2_11.10
 P2_12.10 P2_13.9 P2_14.9 P2_15.8 P2_16.8 P2_18.8 P2_24.10 P2_25.9 P3_1.8 P3_2.9
 P3_3.9 P3_4.10 P3_5.10 P3_7.10 P3_9.10 P3_16.8 P3_18.8 P3_19.8 P3_20.9 P3_21.9
 P3_22.10 P4_1.6 P4_2.6 P4_6.7 P4_8.7 P4_9.6 P4_10.6 P4_11.5 P4_12.5 P4_13.4
 P4_15.4 P4_17.4  
 
S45' 
 
R_1.3 R_1.4 R_1.5 R_1.6 R_1.7 R_1.8 R_1.9 R_1.10 R_1.11 R_1.12
 R_2.3 R_2.4 R_2.5 R_2.6 R_2.7 R_2.8 R_2.9 R_2.10 R_2.11 R_2.12
 R_2.13 R_3.2 R_3.3 R_3.4 R_3.5 R_3.6 R_3.7 R_3.8 R_3.9 R_3.10
 R_3.11 R_3.12 R_3.13 R_4.2 R_4.3 R_4.4 R_4.5 R_4.6 R_4.7 R_4.8
 R_4.9 R_4.10 R_4.11 R_4.12 R_4.13 R_4.14 R_5.1 R_5.2 R_5.3 R_5.4
 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12 R_5.13 R_5.14 R_6.1 R_6.2 R_6.3
 R_6.4 R_6.9 R_6.10 R_6.11 R_6.12 R_6.13 R_6.14 R_6.15 R_7.1 R_7.2
 R_7.3 R_7.5 R_7.6 R_7.7 R_7.9 R_7.10 R_7.13 R_7.14 R_8.1 R_8.2
 R_8.3 R_8.5 R_8.6 R_8.7 R_8.8 R_8.9 R_8.10 R_8.11 R_8.13 R_8.14
 R_8.15 R_9.1 R_9.2 R_9.4 R_9.5 R_9.6 R_9.7 R_9.8 R_9.9 R_9.10
 R_9.13 R_9.14 R_10.1 R_10.2 R_10.3 R_10.5 R_10.6 R_10.7 R_10.8 R_10.9
 R_10.10 R_10.13 R_10.14 R_10.15 R_11.1 R_11.2 R_11.4 R_11.5 R_11.7 R_11.8
 R_11.9 R_11.10 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3 R_12.4 R_12.5 R_12.6
 R_12.9 R_12.10 R_12.11 R_12.13 R_12.14 R_12.15 R_13.1 R_13.2 R_13.4 R_13.5
 R_13.9 R_13.10 R_13.11 R_13.13 R_13.14 R_14.1 R_14.2 R_14.3 R_14.5 R_14.6
 R_14.10 R_14.11 R_14.13 R_14.14 R_14.15 R_15.1 R_15.2 R_15.4 R_15.5 R_15.6
 R_15.9 R_15.10 R_15.11 R_15.13 R_15.14 R_16.1 R_16.2 R_16.3 R_16.5 R_16.6
 R_16.7 R_16.10 R_16.11 R_16.13 R_16.14 R_16.15 R_17.1 R_17.2 R_17.5 R_17.6
 R_17.7 R_17.8 R_17.9 R_17.10 R_17.11 R_17.13 R_17.14 R_18.1 R_18.2 R_18.3
 R_18.6 R_18.7 R_18.8 R_18.9 R_18.10 R_18.11 R_18.13 R_18.14 R_18.15 R_19.1
 R_19.2 R_19.3 R_19.6 R_19.7 R_19.8 R_19.9 R_19.10 R_19.13 R_19.14 R_20.1
 R_20.2 R_20.3 R_20.4 R_20.7 R_20.8 R_20.9 R_20.10 R_20.13 R_20.14 R_20.15
 R_21.1 R_21.2 R_21.3 R_21.4 R_21.12 R_21.13 R_21.14 R_22.2 R_22.3 R_22.4
 R_22.5 R_22.6 R_22.7 R_22.8 R_22.9 R_22.10 R_22.11 R_22.12 R_22.13 R_22.14
 R_23.2 R_23.3 R_23.4 R_23.5 R_23.6 R_23.7 R_23.8 R_23.9 R_23.10 R_23.11
 R_23.12 R_23.13 R_24.3 R_24.4 R_24.5 R_24.6 R_24.7 R_24.8 R_24.9 R_24.10
 R_24.11 R_24.12 R_24.13 R_25.3 R_25.4 R_25.5 R_25.6 R_25.7 R_25.8 R_25.9
 R_25.10 R_25.11 R_25.12 P1_5.5 P1_5.6 P1_5.7 P1_6.8 P1_7.8 P1_7.11 P1_7.12
 P1_9.12 P1_10.4 P1_11.6 P1_11.12 P1_12.7 P1_12.8 P1_13.3 P1_13.8 P1_13.12 P1_14.4
 P1_14.9 P1_15.12 P1_16.4 P1_16.9 P1_17.4 P1_17.12 P1_18.5 P1_19.5 P1_19.12 P1_20.6
 P1_21.6 P1_21.7 P1_21.8 P1_21.9 P1_22.1 P1_23.1 P1_24.2 P1_25.2 P2_5.5 P2_5.6
 P2_5.7 P2_6.5 P2_7.4 P2_7.11 P2_7.12 P2_8.4 P2_9.3 P2_9.11 P2_10.11 P2_11.3
 P2_11.6 P2_12.8 P2_13.3 P2_13.6 P2_14.12 P2_15.3 P2_16.12 P2_17.3 P2_18.12 P2_19.11
 P2_20.11 P2_21.7 P2_21.8 P2_21.9 P2_21.10 P2_22.15 P2_23.14 P2_24.14 P2_25.13 P3_1.13
 P3_2.14 P3_3.14 P3_4.15 P3_6.6 P3_6.7 P3_6.8 P3_7.8 P3_7.11 P3_9.3 P3_10.11
 P3_11.3 P3_11.6 P3_11.11 P3_12.12 P3_13.3 P3_13.6 P3_14.7 P3_14.12 P3_15.3 P3_15.7
 P3_16.8 P3_16.9 P3_16.12 P3_17.3 P3_18.4 P3_19.4 P3_20.5 P3_21.5 P3_21.6 P3_21.7
 P3_21.8 P3_21.9 P3_21.10 P3_21.11 P4_1.2 P4_2.2 P4_3.1 P4_4.1 P4_6.5 P4_6.6
 P4_6.7 P4_7.4 P4_7.8 P4_7.12 P4_8.4 P4_9.12 P4_10.4 P4_11.3 P4_11.12 P4_13.12
 P4_14.4 P4_14.9 P4_15.12 P4_16.8 P4_16.9 P4_17.12 P4_19.12 P4_20.12 P4_21.5 P4_21.6
 P4_21.7 P4_21.8 P4_21.9 P4_21.10 P4_21.11  
 
S10' 
 
R_1.4 R_1.5 R_1.6 R_1.7 R_1.8 R_1.9 R_1.10 R_1.11 R_2.4 R_2.5
 R_2.6 R_2.7 R_2.8 R_2.9 R_2.10 R_2.11 R_2.12 R_3.3 R_3.4 R_3.5
 R_3.6 R_3.7 R_3.8 R_3.9 R_3.10 R_3.11 R_3.12 R_4.3 R_4.4 R_4.5
 R_4.6 R_4.7 R_4.8 R_4.9 R_4.10 R_4.11 R_4.12 R_4.13 R_5.2 R_5.3
 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8 R_5.9 R_5.10 R_5.11 R_5.12 R_5.13
 R_6.2 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_6.10 R_6.11
 R_6.12 R_6.13 R_6.14 R_7.1 R_7.2 R_7.3 R_7.4 R_7.6 R_7.7 R_7.8
 R_7.11 R_7.12 R_7.13 R_7.14 R_8.1 R_8.2 R_8.3 R_8.4 R_8.7 R_8.8
 R_8.9 R_8.12 R_8.13 R_8.14 R_8.15 R_9.1 R_9.2 R_9.3 R_9.7 R_9.8
 R_9.9 R_9.12 R_9.13 R_9.14 R_10.1 R_10.2 R_10.3 R_10.7 R_10.8 R_10.9



 R_10.13 R_10.14 R_10.15 R_11.1 R_11.2 R_11.3 R_11.7 R_11.8 R_11.9 R_11.12
 R_11.13 R_11.14 R_12.1 R_12.2 R_12.3 R_12.7 R_12.8 R_12.9 R_12.13 R_12.14
 R_12.15 R_13.1 R_13.2 R_13.3 R_13.7 R_13.8 R_13.9 R_13.12 R_13.13 R_13.14
 R_14.1 R_14.2 R_14.3 R_14.7 R_14.8 R_14.9 R_14.13 R_14.14 R_14.15 R_15.1
 R_15.2 R_15.3 R_15.7 R_15.8 R_15.9 R_15.12 R_15.13 R_15.14 R_16.1 R_16.2
 R_16.3 R_16.7 R_16.8 R_16.9 R_16.13 R_16.14 R_16.15 R_17.1 R_17.2 R_17.3
 R_17.7 R_17.8 R_17.9 R_17.12 R_17.13 R_17.14 R_18.1 R_18.2 R_18.3 R_18.4
 R_18.7 R_18.8 R_18.9 R_18.12 R_18.13 R_18.14 R_18.15 R_19.1 R_19.2 R_19.3
 R_19.4 R_19.5 R_19.6 R_19.7 R_19.8 R_19.12 R_19.13 R_19.14 R_20.2 R_20.3
 R_20.4 R_20.5 R_20.6 R_20.7 R_20.8 R_20.9 R_20.12 R_20.13 R_20.14 R_21.2
 R_21.3 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8 R_21.11 R_21.12 R_21.13 R_22.3
 R_22.4 R_22.5 R_22.6 R_22.7 R_22.8 R_22.11 R_22.12 R_22.13 R_23.3 R_23.4
 R_23.5 R_23.6 R_23.7 R_23.11 R_23.12 R_24.4 R_24.5 R_24.6 R_24.7 R_24.11
 R_24.12 R_25.4 R_25.5 R_25.6 R_25.11 P1_7.5 P1_7.9 P1_7.10 P1_8.6 P1_8.11
 P1_9.6 P1_9.11 P1_10.12 P1_11.6 P1_12.12 P1_13.6 P1_14.12 P1_15.6 P1_16.12 P1_17.6
 P1_19.11 P1_20.1 P1_21.1 P1_22.2 P1_23.2 P1_23.10 P1_24.3 P1_25.3 P1_25.10 P2_7.5
 P2_7.9 P2_7.10 P2_8.5 P2_9.4 P2_10.4 P2_10.10 P2_12.4 P2_12.10 P2_14.4 P2_14.10
 P2_16.4 P2_16.10 P2_18.10 P2_19.9 P2_20.15 P2_21.9 P2_21.14 P2_22.9 P2_22.14 P2_23.8
 P2_23.13 P2_24.8 P2_24.13 P2_25.7 P2_25.12 P3_1.12 P3_2.13 P3_3.13 P3_4.14 P3_5.14
 P3_6.15 P3_7.9 P3_8.10 P3_10.4 P3_10.10 P3_12.4 P3_12.10 P3_14.4 P3_14.10 P3_16.4
 P3_16.10 P3_17.4 P3_18.5 P3_18.6 P3_19.9 P4_1.3 P4_2.3 P4_3.2 P4_4.2 P4_5.1
 P4_6.1 P4_9.6 P4_10.12 P4_11.6 P4_12.12 P4_13.6 P4_14.12 P4_15.6 P4_16.12 P4_17.6
 P4_17.11 P4_18.5 P4_18.6 P4_19.11 P4_20.11 P4_21.10 P4_23.10  
 
S61' 
 
R_1.5 R_1.6 R_2.5 R_2.6 R_2.7 R_3.4 R_3.5 R_3.6 R_3.7 R_4.4
 R_4.5 R_4.6 R_4.7 R_4.8 R_5.3 R_5.4 R_5.5 R_5.6 R_5.7 R_5.8
 R_6.3 R_6.4 R_6.5 R_6.6 R_6.7 R_6.8 R_6.9 R_7.2 R_7.3 R_7.4
 R_7.5 R_7.6 R_7.7 R_7.8 R_7.9 R_8.2 R_8.3 R_8.4 R_8.5 R_8.6
 R_8.7 R_8.8 R_8.9 R_8.10 R_9.1 R_9.2 R_9.3 R_9.4 R_9.5 R_9.6
 R_9.7 R_9.8 R_9.9 R_9.10 R_10.1 R_10.2 R_10.3 R_10.5 R_10.6 R_10.7
 R_10.9 R_10.10 R_10.11 R_11.1 R_11.2 R_11.5 R_11.6 R_11.9 R_11.10 R_12.1
 R_12.2 R_12.4 R_12.6 R_12.8 R_12.10 R_12.11 R_13.1 R_13.2 R_13.3 R_13.4
 R_13.5 R_13.6 R_13.7 R_13.8 R_13.9 R_13.10 R_14.1 R_14.2 R_14.3 R_14.4
 R_14.5 R_14.6 R_14.7 R_14.8 R_14.9 R_14.10 R_14.11 R_15.1 R_15.2 R_15.9
 R_15.10 R_16.1 R_16.2 R_16.3 R_16.9 R_16.10 R_16.11 R_17.1 R_17.2 R_17.3
 R_17.8 R_17.9 R_17.10 R_18.2 R_18.3 R_18.4 R_18.8 R_18.9 R_18.10 R_19.2
 R_19.3 R_19.4 R_19.5 R_19.6 R_19.7 R_19.8 R_19.9 R_20.3 R_20.4 R_20.5
 R_20.6 R_20.7 R_20.8 R_20.9 R_21.3 R_21.4 R_21.5 R_21.6 R_21.7 R_21.8
 R_22.4 R_22.5 R_22.6 R_22.7 R_22.8 R_23.4 R_23.5 R_23.6 R_23.7 R_24.5
 R_24.6 R_24.7 R_25.5 R_25.6 P1_10.4 P1_10.8 P1_11.4 P1_11.8 P1_12.5 P1_12.9
 P1_15.3 P1_15.4 P1_15.5 P1_15.6 P1_15.7 P1_15.8 P1_18.1 P1_19.1 P1_20.2 P1_21.2
 P1_22.3 P1_23.3 P1_24.4 P1_25.4 P2_10.4 P2_10.8 P2_11.3 P2_11.7 P2_11.11 P2_12.3
 P2_12.7 P2_13.11 P2_15.3 P2_15.4 P2_15.5 P2_15.6 P2_15.7 P2_15.8 P2_15.11 P2_17.11
 P2_18.11 P2_19.10 P2_20.10 P2_21.9 P2_22.9 P2_23.8 P2_24.8 P2_25.7 P3_1.7 P3_2.8
 P3_3.8 P3_4.9 P3_5.9 P3_6.10 P3_7.10 P3_8.11 P3_9.11 P3_11.4 P3_11.8 P3_11.11
 P3_12.3 P3_12.5 P3_12.7 P3_12.9 P3_13.11 P3_15.3 P3_15.11 P3_16.4 P3_17.4 P3_18.5
 P3_18.6 P3_18.7 P4_1.4 P4_2.4 P4_3.3 P4_4.3 P4_5.2 P4_6.2 P4_7.1 P4_8.1
 P4_11.3 P4_11.7 P4_12.3 P4_12.5 P4_12.7 P4_12.9 P4_15.8 P4_16.8 P4_17.7 P4_18.5
 P4_18.6 P4_18.7  
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