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ACADEMIC POSITIONS 
Jane Coffin Childs Postdoctoral Fellow (Starting from 2012/09) 

Wyss Institute for Biologically Inspired Engineering, Harvard University.   
Supervisor: Dr. Peng Yin 

Wyss Visiting Fellow (2011/01 to 2012/08) 
Wyss Institute for Biologically Inspired Engineering, Harvard University. 
Supervisor: Dr. Peng Yin 

Postdoctoral Fellow (2011/01 to 2012/08) 
Center for Systems and Synthetic Biology, University of Texas at Austin. 
Supervisor: Dr. Andrew D. Ellington 

Education 
PhD in Biochemistry University of Texas at Austin, Dec. 2010 

Thesis: Model-driven engineering of nucleic acid catalysts 
Supervisor: Dr. Andrew D. Ellington 

B.S. in Biological Sciences Shanghai Jiao Tong University, Jun. 2005 

Honors and Awards 
2012 Jane Coffin Childs Postdoctoral Fellowship 
2011 CPRIT Postdoctoral Fellowship 
2010 CPRIT Cancer Research Fellowship 
2009 Graduate School Continuing Fellowship 
2008 Ravel Award 
2007 Welch Summer Fellowship 
2005 Hamilton/Schoch Fellowship 
2004 Dong’s East Scholarship (Only recipient department-wide) 
2003 Exemplar of Merit Students (One of only 9 recipients university-wide) 
2003 National Scholarship (Only recipient department-wide) 
2002 First Prize in Physics Competition (One of only 3 recipients university-wide) 

Expertise and skills 
Theoretical/computational: 

• Chemical and enzymatic kinetics and thermodynamics 

• Dynamic systems  

• Nucleic acid biophysics 

• Nucleic acid sequence analysis and design 

• Evolution and directed evolution 
Experimental: 

• Biochemistry of nucleic acids: synthesis, purification, conjugation, structure probing, etc. 

• Biochemistry of protein: purification, conjugation, enzymatic assays, etc. 

• Molecular biology of nucleic acids: Northern blotting, qRT-PCR, RNase protection assays, etc. 

• Molecular biology of bacteria: cloning, genome editing, etc. 

• Cell biology: tissue culture, microscopy, flow cytometry, etc. 

• NextGen sequencing 

Publications 
(Note: * denotes corresponding or co-corresponding authorship) 
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